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IRIDESCENT  VIRUS  AND  NOSEMA  CERANAE 
LINKED  TO  HONEYBEE  COLONY  COLLAPSE  DISORDER  (CCD) 


1 .  INTRODUCTION 

Historically,  Colony  Collapse  Disorder  (CCD)  has  been  defined  by  its  signs, 
which  may  vary  with  time  of  year  and  region  (1).  Whether  the  etiology  of  CCD  in  the  United 
States  is  the  same  as  observed  in  other  countries  remains  unknown.  Higes  et  al.  concluded  that 
in  Spain,  the  microsporidian,  Nosema  ceranae,  causes  CCD,  and  reported  that  it  could  be  cured 
by  treatment  with  a  fungicide  (2).  However,  Cox-Foster  et  al.  stated  that  N.  ceranae  did  not 
contribute  significantly  to  CCD  in  the  United  States.  They  observed  through  meta-genomic 
analyses  that  Israeli  acute  paralysis  virus  (IAPV)  was  a  significant  biomarker  of  the  disorder  (3) 
and  was  found  in  bees  imported  from  Australia.  Bee  samples  from  our  initial  study  in  2006- 
2007  had  high  titers  of  N.  ceranae,  and  some  contained  an  unspecified  Iflavirus  (4),  which  later 
proved  to  be  IAPV. 

These  conflicting  findings  prompted  us  to  broaden  our  survey  of  honeybee 
colonies  by  using  a  Mass  Spectrometry  based  proteomic  (MSP)  approach  to  identify  either 
potential  causes  or  markers  of  CCD,  and  if  possible,  corroborate  earlier  findings.  This  MSP 
method  was  developed  to  allow  a  rapid  survey  and  identification  of  peptides  and  corresponding 
proteins  from  virtually  the  entire  available  library  of  microbial,  plant,  insect,  and  vertebrate 
pathogens  (5). 


MSP  allows  a  one-step  method  for  the  detecting  and  analyzing  all  of  the  most 
quantitatively  abundant  and  structurally  diverse  macromolecules  in  the  cell,  without  the  need  for 
amplification,  probes,  or  primers.  The  greater  abundance  of  cellular  proteins  and  the  larger 
diversity  in  the  amino  acid  sequences,  i.e.,  400  combinations  of  amino  acids,  compared 
to  16  combinations  of  four  nucleotides  for  genomics,  enhances  proteomic  discrimination 
capabilities  in  identifying  and  classifying  microorganisms  to  strain  level  (5).  This  provides  both 
an  effective  complimentary  alternative  to  gene-based  approaches  for  pathogen  screening  and 
classification  (6).  Converging  genome  sequencing,  automated  acquisition  of  peptide 
fragmentation  data  by  mass  spectrometry,  and  bioinformatics  allow  peptide  sequencing 
information  to  be  obtained.  Such  information  can  be  used  to  develop  characterization  strategies 
for  unrestricted  identification  and  taxonomic  classification  of  microorganisms  from  the 
environment.  This  approach  provides  a  means  for  fungi,  bacteria,  and  viruses  to  be  detected  and 
classified,  and  for  their  phylogenic  relationships  to  be  determined  at  the  same  time  and  from  a 
single  sample. 


2.  MATERIALS  AND  METHODS  (7) 

The  proteomic  approach  uses  an  ensemble  of  bioinformatics  tools  for  rapid 
classification  and  identification  of  microorganisms.  The  method  is  based  on  the  peptide 
sequence  generated  from  the  Liquid  Chromatography-Mass  Spectrometry/Mass  Spectrometry 
(LC-MS/MS)  analysis  of  tryptic  digests  of  microbial  protein  extracts  and  on  profiling  of  the 
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sequenced  peptides  to  create  a  matrix  of  sequence-to-microbe  assignments.  The  binary  matrix  is 
populated  by  the  experimental  peptide  information  obtained  using  SEQUEST®n(Thermofisher 
Scientific,  USA)  search  alignment  algorithm  that  were  processed  using  diverse  visualization  and 
multivariate  statistical  techniques  for  pathogen  classification  and  identification  (5,8).  This 
proteomic  approach  is  an  automated  process  that  reveals  the  match  between  analyzed  peptides 
and  the  constructed  proteome  database  of  microorganisms  (5).  Sample  preparation  and  analysis 
methods  are  detailed  in  following  sections. 

2.1  W orker  Bee  Samples 

We  obtained  samples  of  adult  worker  honeybees  from  western,  northeastern,  and 
southeastern  regions  of  the  United  States,  focusing  on  commercial  migratory  beekeeping 
businesses  that  exhibited  signs  of  CCD.  In  all,  six  different  sample  sets  were  taken.  Two  were 
from  migratory  beekeeping  businesses,  with  one  set  of  these  moving  between  the  East  Coast  and 
the  Central  Valley  of  California,  and  the  other  set  moving  between  northern-tier  states  in  the 
West  and  northern  California.  A  third  set  was  from  packages  of  imported  Australian  bees  soon 
after  they  were  installed  in  hives  on  the  East  Coast.  The  fourth  set  of  bees  was  sampled  in  2008 
from  an  apiary  belonging  to  a  large,  3000-colony,  non-migratory  beekeeping  operation  in 
northwestern  Montana  with  no  history  of  CCD.  The  fifth  set  was  sampled  from  an  apiary  in 
Florida.  The  last  set  of  samples  came  from  research  colonies  at  The  University  of  Montana, 
Missoula.  Bees  were  shaken  directly  into  new,  clean,  1  qt  Ziploc®  or  1  L  Whirl-Pac®  bags. 

The  bags  were  sealed,  placed  in  a  cooler  with  frozen  gel  pacs,  and  shipped  by  overnight  express 
to  the  U.S.  Army  Edgewood  Chemical  and  Biological  Center  (ECBC).  Samples  were  frozen  and 
stored  in  a  -80  °C  freezer  until  analyzed. 

We  discovered  CCD  in  its  early  stages  in  our  research  colonies.  We  placed  the 
combs,  remaining  queen,  and  bees  from  one  collapsing  colony  into  a  five-frame,  glass 
observation  hive.  This  colony  recovered  rapidly,  but  in  2  months,  began  to  collapse  again.  This 
allowed  a  unique  opportunity  to  observe  the  progression  of  the  syndrome,  and  to  collect  a  series 
of  samples  as  CCD  progressed. 

From  each  commercial  apiary,  we  sampled  one  or  more  sets  of  bee  colonies  at 
different  apiary  locations.  We  scored  each  colony  according  to  number  of  frames  of  bees  and 
frames  of  brood.  We  then  collected  samples  of  bees  from  the  strong  (i.e.,  largest  adult  bee 
population),  failing  (reduced  adult  bee  population  with  a  disproportionate,  excessive  amount  of 
brood  for  the  adult  population  size),  and  collapsed  colonies  (queen  and  a  small,  half-frame 
retinue  of  young  bees)  within  each  apiary. 

The  collapsing  research  colony  in  the  observation  hive  was  sampled  1 6  times  over 
a  3  month  period  when  only  a  queen  and  four  workers  remained.  We  also  collected  forager 
flight  activity  records  from  a  digital  counter  mounted  on  the  observation  colony.  That  data 
provided  supplementary  data  for  the  number  of  foraging  flights  made  and  the  number  of  foragers 
that  returned  each  day. 
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2.2 


Processing  Protocols  for  Biological  Samples 


Bee  samples  were  homogenized  in  100  mM  of  ammonium  acetate  buffer  using  a 
tissue  homogenizer  (Waring  or  Kontes).  The  supernatant  was  filtered  to  remove  large 
particulates,  followed  by  ultrafiltration  at  300  kDa.  All  filtered  bee  samples  were  lysed  using  an 
ultra-sonication  probe  at  settings  of  20  s  pulse-ON,  5  s  pulse-OFF,  and  25%  amplitude  for  5  min. 
To  verify  cells  were  appropriately  disrupted,  a  small  portion  of  lysates  was  reserved  for  1  -D  gel 
analysis.  The  lysates  were  centrifuged  at  1 4, 1  OOg  for  30  min  to  remove  all  cellular  debris. 
Supernatant  was  then  added  to  a  Microcon  YM-3  filter  unit  (Millipore,  USA)  and  centrifuged  at 
14,1  OOg  for  30  min.  Effluent  was  discarded,  and  the  filtrate  was  denatured  by  adding  8  M  urea 
and  3  mg/mL  Dithiothreitol  (DTT)  and  incubated  for  2  h  in  an  orbital  shaker  set  to  50  °C  and 
60  rpm.  A  1 0  pL  volume  of  1 00%  acetonitrile  (ACN)  was  added  to  tubes  and  allowed  to  sit  at 
room  temperature  for  5  min.  Tubes  were  washed  using  100  mM  ammonium  bicarbonate  (ABC) 
solution  and  then  spun  down  at  14,1  OOg  for  30-40  min.  The  isolated  proteins  were  then  digested 
with  5  mL  trypsin  (Promega,  USA)  in  240  mL  of  ABC  solution  +  5  tnL  ACN.  Digestion  was 
performed  overnight  at  37  °C  in  an  orbital  shaker  set  to  60  rpm.  Sixty  microliters  of 
5%  ACN/0.5%  formic  acid  (FA)  was  added  to  each  filter  and  vortex  mixed  lightly  for  10  min. 
Tubes  were  centrifuged  at  14,1  OOg  for  20-30  min.  An  additional  60  mL  of  5%  ACN/0.5%  FA 
mixture  was  added  to  filter  and  spun.  Effluent  was  then  analyzed  using  the  LC-MS/MS 
technique. 

2.3  Protein  Database  and  Database  Search  Engine 

A  protein  database  was  constructed  in  a  FASTA  format  using  the  annotated 
bacterial  and  viral  proteome  sequences  derived  from  all  fully  sequenced  chromosomes  of 
bacteria  and  viruses,  including  their  sequenced  plasmids  (as  of  September  2008).  A  PERL 
program  (http://www.activestate.com/Products/ActivePcrl)  was  written  to  download  these 
sequences  automatically  from  the  National  Institutes  of  Health  National  Center  for 
Biotechnology  (NCBI)  site  (http://www.ncbi.nlm.nih.gov).  Each  database  protein  sequence  was 
supplemented  with  information  about  a  source  organism  and  a  genomic  position  of  the  respective 
open  reading  frame  (ORF)  embedded  into  a  header  line.  The  database  of  bacterial  proteomes 
was  constructed  by  translating  putative  protein-coding  genes  and  consists  of  tens  of  millions  of 
amino  acid  sequences  of  potential  tryptic  peptides  obtained  by  the  in  silico  digestion  of  all 
proteins  (assuming  up  to  two  missed  cleavages).  The  protein  database  is  listed  in  Appendix  A. 

The  experimental  MS/MS  spectral  data  of  bacterial  peptides  were  searched  using 
the  SEQUEST®  (Thermofisher  Scientific,  USA)  algorithm  against  a  constructed  proteome 
database  of  microorganisms.  SEQUEST  thresholds  for  searching  the  product  ion  mass  spectra  of 
peptides  were  Xcorr,  deltaCn,  Sp,  RSp,  and  deltaMpep.  These  parameters  provided  a  uniform 
matching  score  of  all  candidate  peptides.  The  generated  outfiles  of  these  candidate  peptides 
were  then  validated  using  peptide  prophet  algorithm. 

Peptide  sequences  with  a  probability  score  of  95%  and  higher  are  retained  in  the 
dataset  and  used  to  generate  a  binary  matrix  of  sequence-to-bacterium  assignments.  The  binary 
matrix  assignment  is  populated  by  matching  the  peptides  with  corresponding  proteins  in  the 
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database  and  assigned  a  score  of  O(no-match)  or  1  (match).  The  column  in  the  binary  matrix 
represents  proteome  of  a  given  virus,  and  each  row  represents  a  tryptic  peptide  sequence  from 
the  LC-MS/MS  analysis.  Bee  samples  were  identified  with  the  virus/bacterium/fungi  proteome 
based  on  the  number  of  unique  peptides  that  remained  after  removal  of  degenerate  peptides  from 
the  binary  matrix. 

Proteomics  identified  peptides  described  from  nine  species  of  Nosema :  N.  apis, 

N.  bombycis,  N.  locustae  (also  known  as  Antonospora  locustae),  N.  tricoplusiae,  N.  BZ-2006B, 
N.  BZ-2006d,  N.  granulosis,  N.  empoascae,  N.  putellae,  and  a  tenth  un-named  Nosema.  Total 
peptide  counts  for  each  species  were  entered  into  a  hierarchical  cluster  analysis  using  average 
Chi-Squared  distance  between  pathogen  species.  The  analysis  produced  two  major  categories: 
Group  1 ,  which  contained  N.  apis,  N.  bombycis,  and  N.  locustae ;  and  Group  2,  which  contained 
all  of  the  remaining  species. 

2.4  Data  Mining  and  Statistical  Methods 

We  performed  forward,  stepwise  discriminant  analysis  on  square-root 
transformed  pathogen  counts.  Four  colony  groups  were  discriminated:  strong,  failing,  collapsed, 
and  the  Montana  outgroup.  Selection  method  for  variable  entry  was  largest  Wilks’  lambda,  and 
a  priori  equal  probability  of  group  membership  was  assumed.  The  analysis  was  completed  after 
two  steps  that  incorporated  IIV-6  and  deformed  wing  virus  (DWV)  as  significant  discriminating 
variables  (Final  Wilks'  lambda  =  0.679;  F  =  2.881;  dfl  =  2,  54;  P  =  0.031).  For  the  analysis, 
counts  were  calculated  by  weighting  each  pathogen  occurrence  by  the  total  number  of  its 
detected  peptides.  Our  use  of  peptide  counts  as  a  weighting  factor  stems  from  the  observation 
that  as  total  pathogen  titer  in  a  sample  increases,  the  number  of  different  peptides  that  can  be 
identified  by  proteomics  increases  in  a  predictable  manner.  Thus,  the  number  of  peptides 
observed  for  each  pathogen  serves  as  a  relative  measure  of  its  abundance  in  the  sample. 


3.  RESULTS 

MSP  analyses  produced  results  of  more  than  3,000  identifiable  peptides, 
representing  more  than  900  different  species  of  invertebrate  microbes.  Because  known  bacterial 
infections  of  honeybees  are  well  described,  with  visible  signs  that  differ  from  CCD,  we  were 
able  to  focus  our  search  to  other  microbes,  including  viruses,  fungi,  and  microsporidia  in  the 
genus  Nosema.  This  capability  enabled  us  to  discover  and  describe  the  relationship  among  the 
microorganisms  present  in  the  bees. 

We  identified  peptides  from  nine  of  the  approximately  20  known  honeybee 
viruses  in  the  strong,  failing,  and  collapsed  colonies  that  we  surveyed.  Six  were  identified  in  the 
collapsing  observation  hive  (Table  1 ).  The  isolated,  non-migratory  Montana  colonies  that  we 
included  as  an  out-group  were  unique,  being  nearly  virus  free  with  a  single  colony  having  a  low 
concentration  of  the  Sacbrood  virus  (SBV). 

Recently  described  (9)  Varroa  destructor  virus  1  (VDV-1)  occurred  in  two 
colonies.  Peptides  of  Kakugo  virus  (10,  11),  which  has  not  previously  been  reported  in  North 
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American  bees,  were  detected  in  two  colonies  from  a  single  West  Coast  location.  IAPV  did  not 
occur  frequently,  and  was  distributed  equally  among  strong  and  failing  colonies.  It  was  more 
prevalent  in  colonies  originating  from  the  East  Coast  and  Australia. 

The  most  prevalent  viral  peptides  we  detected  were  identified  with  Invertebrate 
iridescent  virus  6  (IIV-6),  with  some  classified  as  Invertebrate  iridescent  virus  3  (IIV-3),  both  of 
which  are  large  double-stranded  DNA  viruses  of  the  Iridoviridae  family.  We  detected  1 39 
unique  peptides  in  our  west-  and  east-coast  data  that  were  attributed  to  IIV-6  with  high 
confidence  (>0.99).  No  other  iridescent  virus  was  detected.  Later  samples  also  indicated  IIV-6 
and  the  dominant  iridescent  virus  in  collapsing  colonies  (88%  of  iridescent  peptides). 

The  IIV  pathogen  appeared  with  100%  frequency  and  with  higher  peptide  counts 
in  failing  and  collapsed  colonies.  IIV  also  occurred  in  nearly  75%  of  strong  colonies  although, 
with  lower  concentrations,  and  with  low  or  absent  Nosema  peptides.  Numerous  peptides  for 
Nosema  were  detected  in  collapsed  and  failing  colonies.  Ten  species  of  Nosema  were 
represented;  but,  because  of  high  cross  correlations  among  the  different  peptides  within  the 
genus,  we  elected  to  aggregate  them  based  on  cluster  analysis  into  two  distinct  groupings  as 
previously  stated. 

Using  those  groupings,  we  observed  that  one  group  of  Nosema  peptides  paralleled 
the  pattern  of  occurrence  for  IIV  virus  (r  =  0.90,  n  =  3 1 ,  P  <  0.001 )  and  was  present  at  high 
frequency  in  failing  and  collapsed  colonies  (Table  1 ).  Other  suggestive  correlations  in  other 
microbes  included  the  occurrence  of  Black  queen  cell  virus  (BQCV)  and  IIV  virus  (r  =  0.71, 

P  <  0.001),  and  concordantly  the  same  Nosema  group  (r  =  0.73,  P  <  0.001).  The  complete  raw 
data  analyses  are  listed  by  sample  in  Appendix  B 

Count-weighted  occurrence  data  were  subjected  to  stepwise  discriminant  function 
analysis  to  assess  whether  strong,  failing,  or  collapsed  colonies  could  be  differentiated  by 
specific  patterns  of  pathogen  occurrence.  The  isolated  Montana  apiary  was  used  as  a  distinct, 
non-CCD,  out-group  for  this  analysis. 

Discriminant  analysis  indicated  that  only  two  pathogens,  HV-like  virus  and  DWV, 
were  necessary  for  significant  discrimination  among  different  colony  groups  (Table  2).  The 
leading  function  contrasted  higher  incidence  of  IIV  virus  in  failing  colonies  with  higher 
incidence  of  DWV  in  the  remaining  groups  (Figure  I).  As  expected,  the  out-group  was  most 
distinct  and  significantly  different  from  all  but  the  strong  condition  colonies  (Pout  -  strong  = 

0.06;  Pout  -  failing  <  0.001 ;  Pout  -  collapsed  =  0.04).  Nosema  was  not  a  significant  predictor  of 
colony  condition;  but,  Nosema  group  1  was  highly  correlated  with  IIV  virus  (r  =  0.901 ,  P  < 
0.001),  and  so  was  not  included  in  the  final  discriminant  functions  because  of  its  co-correlation 
with  the  IIV  virus. 

As  a  final  step  to  assess  the  validity  of  the  discriminant  model,  we  generated 
classification  functions  for  each  colony  health  category  then  reclassified  each  colony  as  either 
out-group,  strong,  failing,  or  collapsed  -  independent  of  its  original  designation.  The  resulting 
probabilities  mirrored  the  discriminant  function  analysis.  The  out-group  was  perfectly  classified 
as  not  exhibiting  CCD. 


For  the  research  colony,  as  CCD  progressed,  colony  flight  activity  was  recorded 
and  exhibited  several  peaks  and  crashes  until  it  declined  by  approximate  geometric  decay  to 
extinction  (Figure  2).  Of  the  six  RNA  bee  viruses  most  frequently  identified  by  proteomics, 
most  occurred  in  only  one  or  a  few  samples,  with  little  correlation  to  the  progression  of  collapse 
(Table  3).  However,  iridoviruses  occurred  through  most  of  the  collapse  and  were  significantly 
negatively  correlated  with  population  trajectory  (r  =  -0.57,  P  =  0.02).  No  other  correlations  were 
made  with  the  collapse  of  this  research  colony. 


4.  DISCUSSION 

Invertebrate  iridescent  viruses  (IIVs)  are  icosahedral,  double-stranded  DNA 
viruses.  Of  the  many  isolates  reported  from  insects,  only  two,  IIV-3  and  IIV-6  (12-14),  have 
been  subjected  to  complete  genome  sequencing  (24)  and  have  been  partially  characterized  (12). 
IIVs  are  numbered  according  to  date  of  isolation  (15).  These  viruses  produce  opalescent  colors 
in  the  organs  of  heavily  infested  hosts,  particularly  in  insects  in  either  damp  or  aquatic  habitats, 
and  have  been  shown  to  alter  growth,  longevity,  and  reproduction,  and  to  induce  cell  apoptosis 
(12,  16-18).  In  silkworms,  IIV-1  can  induce  epidermal  tumors  (19). 

Patent  IIV  infections  are  almost  invariably  lethal  but  covert  infections  may  be 
common  (12).  Unapparent  infections  may  not  be  lethal,  but  may  induce  sub-lethal  effects  on  the 
reproduction  and  longevity  of  covertly  infected  hosts  (16).  IIV-3  is  thought  to  be  restricted  to  a 
single  host  species,  the  mosquito  (12,  14),  although  we  found  peptides  close  to  those  of  IIV-3  in 
bees  from  the  observation  hive.  Other  IIVs,  like  IIV-6,  naturally  infect  various  species  of 
Lepidotera  and  Orthopotera  in  laboratory  colonies.  There  is  good  evidence  that  Hymenopteran 
endoparasitoids  can  become  infected  if  they  develop  in  an  infected  caterpillar  (20).  IIV -24, 
originally  isolated  from  the  Asiatic  honeybee  Apis  cerana,  is  known  to  affect  bee  colonies 
severely,  causing  inactivity,  crawling,  and  clustering  disease  (21-23). 

Our  discriminant  analysis  and  classification  functions  showed  that  failing  colonies 
were  significantly  different  from  strong  and  from  collapsed  colonies  based  on  prevalence  of  IIV 
peptides  (Table  1,  Figure  1).  In  commercial  bee  operations  with  CCD  and  in  the  research 
colony,  the  bees  exhibited  IlV-like  virus  in  high  abundance,  strengthening  the  conclusion  that  in 
failing  colonies,  an  IlV-like  pathogen  is  indicative  of  CCD.  Whether  the  IIV  peptides  we 
detected  in  CCD  colonies  are  truly  indicative  of  IIV-6,  IIV-3,  or  are  from  some  unreported  IIV  is 
unknown  and  is  the  subject  of  ongoing  research. 

In  addition  to  ITVs,  MS-based  proteomics  identified  peptides  of  two  heretofore 
unreported  RNA  bee  viruses  in  U.S.  honeybees,  VDV-1  (9)  and  Kakugo  virus,  although 
frequency  of  detection  was  relatively  rare.  Peptides  from  nine  bee  RNA  viruses  were  found;  but, 
other  than  the  presence  IlV-like  DNA,  only  the  co-occurring  absence  of  deformed  wing  virus, 
another  RNA  virus,  was  significant  with  respect  to  CCD. 

In  India,  an  iridescent  virus,  (IIV-24)  was  associated  with  severe  bee  mortality, 
and  the  transmission  of  the  virus  was  suspected  to  occur  via  eggs,  feces,  or  gland  secretions  in 
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food,  and  by  one  or  more  species  of  mites  that  may  act  as  vectors  (21-23).  They  also  associated 
and  correlated  the  IIV-24  with  a  co-infective  Nosema  and  tracheal  mites  in  sick  colonies  of  Apis 
cerana.  Iridescent  viruses  have  also  been  implicated  in  severe  bee  losses  in  the  U.S.  (25)  and 
Spain  (26). 


The  high  correlation  of  Nosema  and  the  IIV  virus  that  we  observed  in  CCD 
colonies  also  suggests  that  these  two  pathogens  may  act  as  co-infective  agents  linked  to  CCD. 
That  strong  and  collapsed  colonies  were  more  similar  to  each  other  and  different  from  failing 
colonies  seems  to  indicate  that  the  \WINosema  infection  is  active  in  failing  colonies.  This 
observation  suggests  that  mortality  can  be  controlled  if  the  IIV /Nosema  relationship  is  disrupted 
by  treating  for  either  the  IIV  or  the  Nosema  infections. 

Apis  iridescent  virus  was  also  isolated  from  sick  adult  specimens  of  Apis  cerana 
and  found  to  multiply  in  Apis  mellifera ,  forming  cytoplasmic  iridescent  crystalline  aggregates  in 
the  fat  body,  hypopharyngeal  glands,  the  gut  wall,  and  proximal  ends  of  the  Malpighian  tubules 
(21). 


One  or  more  species  of  external  mites  were  suspected  of  being  carriers  of  the  IIV 
in  Indian  bees  (22),  as  was  also  the  case  in  the  United  States,  with  Varroa  acting  as  the  vector 
(25).  The  need  for  a  better  knowledge  of  the  ecology  of  iridescent  virus  has  been  emphasized  in 
order  that  preventive  measures  could  be  taken  to  not  only  offset  damage  to  Apis  cerana  but  also 
to  reduce  the  chance  that  Apis  mellifera  could  become  infected  by  this  pathogen  (22). 

These  historical  findings  of  IIV,  mites,  and  Nosema  spp.  are  intriguing  since 
researchers  studying  Nosema  ceranae  and  CCD  in  Spain  saw  iridescent  virus  particles  when 
looking  at  bee  samples  under  an  electron  microscope  (26).  U.S.  investigators  studying  CCD 
observed  structures  in  thoraxes  of  bees  described  as  ‘peculiar  white  nodules’,  resembling  tumors, 
that  contained  crystalline  arrays  (27),  similar  to  those  described  for  IIV  infections.  In  addition, 
the  IIV-6  genome  encodes  for  one  or  more  polypeptides  that  can  produce  insect  mortality  by 
inducing  apoptosis  without  the  need  for  viral  replication  (28). 


5.  CONCLUSIONS 

Mass  Spectrometry  based  proteomics  provided  an  unrestricted  and  unbiased 
approach  for  surveying  pathogens  and  detected  a  DNA  virus  and  two  RNA  viruses  that  had  not 
been  previously  reported.  The  correlation  of  Invertebrate  iridescent  viruses  (IIVs)  with  Colony 
Collapse  Disorder  (CCD)  probably  went  unnoticed  because  these  are  large  DNA  viruses,  not  the 
small  RNA  viruses  commonly  considered  to  be  the  cause  of  most  bee  diseases.  Genomic  studies 
focused  on  RNA  viruses  would  have  missed  a  DNA  virus. 

The  correlation  between  IIV  and  Nosema  ceranae  (N.  ceranae )  implies  that  one 
follows  the  other.  Co-infection  with  IIV  might  explain  why  N.  ceranae  sometimes  seems  to 
contribute  to  severe  colony  losses,  and  sometimes  not,  as  reported  by  researchers  and  beekeepers 
(3-4). 
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Regardless  of  whether  the  prevalence  of  IIV  is  a  marker,  a  cause,  or  simply  a 
consequence  of  CCD,  it  provides  a  good  fit  with  what  is  known  about  the  disorder.  Virtually  all 
of  the  bees  from  CCD  colonies  contained  IIVs;  whereas,  IIV  was  present  neither  in  bees 
imported  from  Australia  nor  in  bees  from  the  non-migratory,  commercial  bee  operation  in 
Montana.  Neither  the  Australians  (28)  nor  the  Montana  beekeepers  have  ever  reported  seeing 
CCD.  Because  covert  infections  are  typical  of  IIVs  (12,  16),  detection  of  IIV  in  strong  colonies 
and  in  the  remnant  young  bee  populations  of  collapsed  colonies  is  to  be  expected.  Large 
amounts  of  IIV  in  failing  colonies  is  consistent  with  an  infection  that  proliferates  in  bees  to  a 
state  that  is  lethal  but  not  necessarily  to  a  degree  where  it  is  evident  in  the  iridescence  of  infected 
bee  tissues.  IIV  in  the  presence  of  N.  ceranae  could  conceivably  be  a  lethal  combination. 

Approximately  30  years  ago,  other  investigators  concluded  that  the  iridescent 
virus  was  the  likely  cause  of  widespread  and  severe  losses  of  25-40%  of  honeybee  colonies  in 
India  (21-23),  and  that  the  iridescent  virus  was  often  correlated  with  Nosema  and  mites  (23). 
Thirteen  years  ago,  iridescent  virus,  with  Varroa  mites  acting  as  a  virus  activator,  was  implicated 
in  unusually  high  losses  of  bees  in  the  northeastern  United  States  (25).  Yet,  until  MS-based 
proteomic  methods  revealed  the  presence  of  IIVs  in  CCD  colonies  in  the  United  States,  these 
cases  and  warnings  were  mostly  forgotten. 

Finally,  the  suspected  source  of  Nosema  ceranae  is  the  Asian  bee  Apis  cerana 
(29).  This  bee  is  also  known  to  be  infected  by  Thai  SBV  and  the  Kashmir  bee  viruses,  which 
was  first  detected  as  a  contaminant  in  a  sample  of  iridescent  virus  from  India,  as  well  as  an  Apis 
iridescent  virus.  This  suggests  that  perhaps  not  only  the  microsporidium  N.  ceranae,  but  other 
pathogens  as  well  may  have  jumped  from  Apis  cerana  to  Apis  mellifera,  as  predicted  by  Bailey 
and  Ball  in  1978  (22). 

Our  research  aimed  to  identify  potential  causes  or  markers  of  CCD  and  to  see  if 
we  could  corroborate  any  of  the  conflicting  findings  from  prior  studies.  We  found  that  CCD  is 
marked  by  the  presence  of  an  IIV  virus  that  was  positively  correlated  with  Nosema.  These 
results  provide  credibility  to  disparate  findings  of  older,  often  overlooked  work  by  other 
investigators,  who  have  associated  IIV  with  bees,  mites,  Nosema  spp.,  and  bee  losses.  We  have 
established  that  the  II N/ Nosema  relationship  is  the  critical  association  in  honeybee  mortality  and 
may  indicate  a  solution.  It  is  clear  that  one  solution  to  improved  honeybee  health  is  to  disrupt 
the  \\N /Nosema  relationship. 
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Table  1 .  Frequency  of  occurrence  of  viral  pathogens  and  Nosema  in  colonies 
sampled  in  2006,  2007,  and  2008 


East  Coast  -  West  Coast  Colonies,  2006 

Observation  Colony, 

2007 

Florida  Colonies,  2008 

Collapsed 
n  =  8 

Failing 
n  =  10 

Strong 
n=  13 

Subsamples 
n=  18 

n  =  9 

Pathogen 

Frequency 

Mean 

Peptides 

(s.d.) 

Frequency 

Mean 

Peptides 

(s.d.) 

Frequency 

Mean 

Peptides 

(s.d.) 

Frequency 

Mean 

Peptides 

(s.d.) 

Frequency 

Mean 

Peptides 

(s.d.) 

ABPV 

2 

0  3  (0.46) 

5 

1.5  (2.07) 

5 

0.9(1.28) 

13 

1.3  (1.28) 

7 

1 1.6 
(124) 

BQCV 

2 

0  4(0.74) 

6 

1.4  (1.8) 

3 

0.8(1.54) 

4 

0.3  (0.57) 

7 

1.9(1.5) 

DWV 

3 

0  8  (1  4) 

1 

0  2  (0.6) 

6 

0  6  (0.8) 

4 

0  6(1.38) 

7 

15.9 

(20.1) 

11V-6 

8 

20.9 

(28.2) 

10 

38.0 

(39.6) 

9 

15.6 

(22.4) 

18 

16.1 

(12.74) 

9 

57.6 
(23  6) 

LAPV 

1 

0.3  (0.7) 

4 

1.4  (2.3) 

5 

0.8  (1.3) 

11 

0.9  (0.96) 

5 

24(2.8) 

KV 

0 

0(0) 

0 

0(0) 

3 

0.3  (.08) 

3 

0.2(0.55) 

2 

0.3  (.04) 

KBV 

3 

0.2  (3.2) 

6 

19(2.1) 

9 

1.0  (0.9) 

1 

1.0(1.28) 

6 

3.6(5  0) 

SV 

2 

0.9  (1.6) 

4 

0.9  (1.4) 

6 

1.2  (2.3) 

11 

1.3(1.36) 

6 

3.8(7  0) 

VDV-1 

0 

0(0) 

1 

0  2  (0.6) 

1 

0.2  (0.6) 

4 

0  4(1.04) 

5 

1.3  (1.6) 

Nosema 

group  1 

5 

6.4  (9.1) 

9 

11.4(9  6) 

7 

5,2  (7.7) 

18 

8.7  (5.74) 

9 

35.2 

(153) 

Nosema 
group  2 

3 

0.8  (1.4) 

3 

07(1.3) 

3 

0  2  (0.4) 

11 

1  0  (0.97) 

0 

0(0) 

ABPV  -  Acute  Bee  Paralysis  Virus 
KBV  -  Kashmir  Bee  Virus 
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Table  2.  Summary  of  discriminant  function  analysis  for  pathogen  differences  among 
honeybee  colonies  grouped  by  CCD  status. 

a.  Cumulative  variance,  significance,  and  coefficients  for  derived 
discriminant  functions. 


b.  Pooled  within-groups  correlations  between  discriminating  variables  and 
standardized  canonical  discriminant  functions.  Variables  are  ordered 
by  absolute  size  of  correlation  within  function. 


(a.) 

Standardized  Function 

Coefficients 

Function 

Eigenvalue 

Var.  % 

Cum.  % 

Canonical 

Correlation 

Chi-square 

df 

P 

IIV-6 

DFW 

1 

0.68 

80.6 

806 

0.64 

22.8 

6 

0001 

1.17 

-0.65 

2 

0.16 

19.4 

100.0 

0.38 

5.2 

2 

0.076 

0.05 

0.98 

(b.)  Structure  Matrix 

Function 

Pathogen 

i 

2 

IIV-6 

0.83* 

0.55 

Nosema  group  1 

0.68* 

0.60 

Nosema  group  2 

0.60’ 

0.34 

BQCV 

0.59* 

0.53 

ABPV 

0.51* 

0.09 

IAPV 

-0.13’ 

-0.02 

DWV 

-0.04 

0.99* 

sv 

0.15 

0.60’ 

KBV 

0.40 

0.49* 

♦indicates  largest  absolute  correlation  between  each  variable  and 
any  discriminant  function 
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Table  3.  Correlations  among  viruses  and  population  decline  of  a  research 

colony  of  bees  in  an  observation  hive  during  collapse  that  occurred 
between  July  and  September  2007. 


ABPV 

BQCV 

IIV-3 

IIV-6 

KBV 

SV 

Iridescent 

viruses 

taken 

together 

IAPV 

Bee  Flights 

7/12 -9/1 

r 

-0.19 

-0.21 

-0.47 

-0.50 

-0.24 

0.22 

-0.57 

0.28 

P 

0.49 

0.44 

0.07 

0.05 

0.37 

0.42 

0.02 

0.30 

ABPV 

r 

-0.28 

0.22 

0.74 

-0.16 

0.23 

0.73 

-0.16 

P 

0.29 

0.42 

0.001 

0.55 

0.38 

0.002 

0.55 

BQCV 

r 

0.09 

-0.18 

-0.12 

-0.22 

-0.14 

-0.12 

P 

0.73 

0.52 

0  67 

042 

0.61 

0.67 

IIV-3 

r 

0.25 

0.16 

0.03 

0.47 

0.16 

P 

0.36 

0.55 

0.90 

0.07 

0.55 

IIV-6 

r 

0.19 

0.13 

0.97 

-0.28 

P 

0.49 

0.62 

0.000 

0.30 

KBV 

r 

-0.12 

0.21 

-0.07 

P 

0.65 

0.43 

0.81 

SV 

r 

0.13 

-0.12 

P 

0.63 

0.65 

Indescent  viruses 

r 

-0.21 

P 

0.43 
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Figure  1 .  Discriminant  Function  Analysis  for  differences  in  pathogen  peptide  counts 
among  strong,  failing,  and  collapsed  honeybee  colonies.  Function  1 
explains  81%  of  discriminating  variance  and  contrasts  higher  incidence 
of  IIV-like  virus,  Nosema ,  and  to  a  lesser  extent  BQCV  in  failing  colonies 
with  higher  incidence  of  DWV  and  some  IAPV  in  the  remaining  groups. 
Vertical  and  horizontal  lines  mark  the  non-CCD  out-group  as  a  reference  set. 
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Figure  2.  Decline  in  forager  flights  in  conjunction  with  increasing  counts 

of  Iridovims  peptides  detected  in  worker  honeybee  samples  collected 
on  successive  dates  in  2007.  All  samples  were  from  a  single  observation 
hive  at  the  University  of  Montana  -  Missoula.  Forager  flights  were 
tabulated  by  an  automated  honeybee  counter  mounted  at  the  entrance 
to  the  observation  hive.  Peptide  counts  are  the  summed  counts  for  all 
unique  Iridovirus  peptides  in  each  sample. 
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Forager  Flights 


Blank 
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APPENDIX  A 


VIRUS  FASTA  DATABASE 


>ABPV|146265577|gb|ABQ  16543  1j  non  structural  protein  |  Acute  bee  paralysis  virus] 

>ABPV)91068354]gb|ABEQ4079. 1  [  polyprotein  |Acute  bee  paralysis  virus] 

>ABPV|1 031401 1|refjNP 066 242.1|  capsid  protein  [acute  bee  paralysis  virus] 

>ABPV|10314010|ref]NP 066241 .1 1  replicase  polyprotein  |acute  bee  paralysis  virus] 

>ABPV| 54 306434 |gb|AAV33404. 1]  capsid  protein  [Acute  bee  paralysis  virus] 

>ABPV|51831798|gb|AAU10100  1[  nonstructural  protein  [Acute  bee  paralysis  virus] 

>ABPV|19068Q46|gb|AAL05919  1|  capsid  polyprotein  | Acute  bee  paralysis  virus] 

>ABPV|33413848|gb|AA043637.1|  structural  protein  |Acute  bee  paralysis  virus] 

>ABPV|29469889|gb|AA074623  1|  capsid  protein  |Acute  bee  paralysis  virus] 

>ABPV|29469886|gb|AA074622. 1  [  capsid  protein  |Acute  bee  paralysis  virus] 

>ABPV|1 42763 19|gb|AAK58 199.1]  structural  protein  |acute  bee  paralysis  virus] 

>ABPV|  1427631 7 |gb|AAK58 198.1|  structural  protein  |acute  bee  paralysis  virus] 

>ABPV|14276315|gb|AAK58197. 1 1  structural  protein  |acute  bee  paralysis  virus] 

>ABPV|1 42763 13|gb|AAK58 196.1|  structural  protein  [acute  bee  paralysis  virus] 

>ABPV|1427631 1|gb|AAK581 95.1|  structural  protein  |acute  bee  paralysis  virus] 

>ABPV|14276307|gb|AAK581 94. 1 1  structural  protein  |acute  bee  paralysis  virus] 

>ABPV|14276305|gb|AAK58 193.1|  structural  protein  |acute  bee  paratysis  virus] 

>A8PV|14276303)gb|AAK58192. 1)  structural  protein  |acute  bee  paralysis  virus] 

>ABPV|1 4276301  |gb|AAK581 91 . 1 1  structural  protein  [acute  bee  paralysis  virus] 

>ABPV|14276283)gb|AAK58182.1[  structural  protein  (acute  bee  paralysis  virus] 

>ABPV|19068070)gb|AAL05931. 1|  capsid  protein  |acute  bee  paralysis  virus] 

>ABPV]1 9068068 j gb | AAL05930. 1|  capsid  protein  |acute  bee  paralysis  virus] 

>ABPV]19068066|gb|AAl05929.1]  capsid  protein  [acute  bee  paralysis  virus] 

>ABPV|1 9068064 |gb|AAL0592 8. 1 1  capsid  protein  |acute  bee  paralysis  virus] 

>ABPV|  1 906806 2|gb|AAl05927  1|  capsid  protein  |acute  bee  paralysis  virus] 

>ABPV|19068060|gb|AAL05926.1|  capsid  protein  [acute  bee  paralysis  virus] 

> ABPV|  1 9068058|gb|AAL05925. 1  j  capsid  protein  [acute  bee  paralysis  virus] 

>ABPV|19068056|gb|AAL05924.1|  capsid  protein  [acute  bee  paralysis  virus] 

>ABPV|19068054|gb|AAL05923.1|  capsid  protein  |acute  bee  paralysis  virus] 

>ABPV|19068052|gb|AAL05922.1|  capsid  protein  |acute  bee  paralysis  virus] 

>ABPV]19068050|gb|AAl05921  1[  capsid  protein  [acute  bee  paralysis  virus] 

>ABPV]  1 9068Q48|gb|AAL05920  1[  capsid  protein  [acute  bee  paralysis  virus] 

>ABPV|18476486|gb|AAL23698. 1|  capsid  protein  [acute  bee  paralysis  virus] 

>ABPV|1 31 94762|gb|AAK  15543. 1 1  capsid  protein  [acute  bee  paralysis  virus] 

>ABPV|4927772|gb|AAD33287.1|  structural  protein  |acute  bee  paralysis  virus] 

>ABPV|4104673]gb|AAD02102  1 1  RNA  polymerase  [acute  paralysis  virus] 

>BQCV|91068356|gbjABEQ4080  1|  polyprotein  | Black  queen  cell  virus] 

>BQCV|8637 2203|gb[ABC95 1 62. 1 1  structural  polyprotein  [Black  queen  cell  virus] 

>BQCVj2Q451023|ref|NPJ>20565  1|  structural  polyprotein  |Black  queen  cell  virus] 

>BQCV]20451022|ref]NP 620564.1]  nonstructural  polyprotein  |Black  queen  cell  virus] 

>BQCV|51831788|gb|AAU10095  1|  nonstructural  protein  |Black  queen  cell  virus] 

>BQCV|5l831786|gb|AAU10094.1|  nonstructural  protein  [Black  queen  cell  virus] 

>BQCV|48527188|gb(AAT45734  1|  structural  polyprotein  [Black  queen  cell  virus] 

>BQCV|33413910|gb|AAP58354  1|  RNA-dependant  RNA  polymerase  RdRp  [BJack  queen  cell  virus[ 

>BQCV|21 7454 53|gb[AAM77396.1|AF521 640 1  stnjctural  polyprotein  [btack  queen  cell  virus] 

>BQCV|4680609|gb|AAD27696  1  [  helicase  domain  C  |black  queen  cell  virus] 

>DWV|121756007|gb|ABM64852,1 1  polyprotein  [Deformed  wing  virus] 

>DWV|121756005|gb|ABM64851 .1|  polyprotein  [Deformed  wing  virus] 

>DWV|121756003|gb|ABM64850  1|  polyprotein  [Deformed  wing  virus] 

>DWV|  121 756001  |gb|ABM64849. 1 1  polyprotein  |Deformed  wing  virus'] 

>DWVj121755999|gb|ABM64848.1|  polyprotein  [Deformed  wing  virus] 

>DWV|  1 21 7 55997|gb|ABM64847  1 1  polyprotein  |Deformed  wing  virus] 

>DWV[121755995|gb|ABM64846.1|  polyprotein  [Deformed  wing  virus] 

>DWV[121755993[gb|ABM64845. 1|  polyprotein  [Deformed  wing  virus] 

>DWV[121755991|gb|ABM64844.1|  polyprotein  [Deformed  wing  virus] 

>DWV|1 21 755989|gb| ABM64843.1|  polyprotein  |Deformed  wing  virus] 

>DWV|121755987|gb|ABM64842.1|  polyprotein  | Deformed  wing  virus] 

>DWV|121755985|gb|ABM6484l  1j  polyprotein  |Deformed  wing  virus] 

>DWV|121755983|gb|ABM64840.1|  potyprotein  [Deformed  wing  virus] 

>DWV]  121 75598 1  |gb|ABM64839, 1]  polyprotein  |Deformed  wing  virus] 

>DWV[121 755979|gb|ABM64838. 1 1  polyprotein  [Deformed  wing  virus] 

>DWV]121 755977|gb]ABM64837  1|  polyprotein  [Deformed  wing  virus] 

>DWV|121755975|gb|ABM64836.1|  polyprotein  [Deformed  wing  virus] 

>DWV]1 21 755973|gb|ABM64835. 1 1  polyprotein  [Deformed  wing  virus] 

>DWV[1 21 755971  |gb|ABM64834,1|  polyprotein  |Deformed  wing  virus] 

>DWV[121755969|gb|ABM64833. 1|  polyprotein  |Deformed  wing  virus] 

>DWV[121755967|gb|ABM64832.1|  polyprotein  [Deformed  wing  virus] 

>DWV|121755965|gb|ABM64831  1|  polyprotein  [Deformed  wing  virus] 
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>DWV|121755963|gb|ABM64830  1|  potyprotein  [Deformed  wing  virus] 

>DWV|1 21 755961  |gb|ABM64829  1|  potyprotein  [Deformed  wing  virus] 

>DWV|  1 2 1 755959|gb| ABM64828 . 1 1  potyprotein  [Deformed  wing  virus] 

>DWV|121755957|gb|ABM64827  1 1  polyprotein  (Deformed  wing  virus] 

>DWV|121755955|gb|ABM64826  1|  polyprotein  [Deformed  wing  virus] 

>DWV|121755953|gb|ABM64825.1|  polyprotein  [Deformed  wing  virus] 

>DWV|  121 755951  |gb|ABM64824.1|  polyprotein  [Deformed  wing  virus] 

>DWV|12l755949|gb|ABM64823  1|  polyprotein  [Deformed  wing  virus] 

>DWV|12l755947|gb|ABM64822  1|  polyprotein  [Deformed  wing  virus] 

>DW V|1 2 1755945|gb|ABM6482 1.1  (polyprotein  (Deformed  wing  virus] 

>DWV|121755943|gb|ABM64820.1|  polyprotein  [Deformed  wing  virus] 

>DWV|1 21 755941  |gb|ABM648 19  1|  polyprotein  (Deformed  wing  virus] 

> DW V|1 2 1755940|gb| ABM64818.1|  polyprotein  [Deformed  wing  virus] 

>DWV|  121 7559 39|gb|ABM6481 7.1 1  polyprotein  [Deformed  wing  virus] 

>DWV|1 2 1 755938|gb|ABM6481 6  1|  polyprotein  [Deformed  wing  virus] 

>DWV|  12 1 755937|gb|ABM6481 5  1|  polyprotein  [Deformed  wing  virus] 

>DWV|78214931  |gb|ABB36639  1|  pclyprotem  [Deformed  wing  virus] 

>DWV|78214929|gb|ABB36638  1|  polyprotein  [Deformed  wing  virus] 

>DWV(78214927|gb|ABB36637.1|  polyprotein  [Deformed  wing  virus] 

>DWV|7821 4925 |gb|ABB 36636  1|  potyprotein  [Deformed  wing  virus] 

>DWV|78214923|gb|ABB36635  1|  polyprotein  [Deformed  wing  virus] 

>DWV|78214921  |gb|ABB36634.1 1  potyprotein  (Deformed  wing  virus] 

>DWV|78214919|gb|ABB36633  1|  polyprotein  (Deformed  wing  virus] 

>DWV|78214917|gb|ABB36632,1|  polyprotein  [Deformed  wing  virus] 

>DWV|78214915|gb|ABB36631  1|  potyprotein  [Deformed  wing  virus] 

>DWV|78214913|gb|ABB36630  1|  polyprotein  [Deformed  wing  virus] 

>DWV|7821491 1|gb|ABB36629.1|  polyprotein  [Deformed  wing  virus] 

>DWV|78214909|gb|ABB36628  1|  polyprotein  (Deformed  wing  virus] 

>DWV|78214907|gb|ABB36627  1|  polyprotein  (Deformed  wing  virus] 

>DWV|78214905|gb|ABB36626  1|  polyprotein  (Deformed  wing  virus] 

>DWV|78214903|gb|ABB36625  1|  polyprotein  (Deformed  wing  virus] 

>DWV|78214901  |gb|ABB36624. 1 1  polyprotein  [Deformed  wing  virus] 

>DWV|78214899|gb|ABB36623. 1|  polyprotein  [Deformed  wing  virus] 

>DWV|78214897|gb|ABB36622.1|  potyprotein  [Deformed  wing  virus] 

>DWV|78214895|gb|ABB36621  1|  potyprotein  [Deformed  wing  virus] 

>DWV|78214893|gb|ABB36620  1|  polyprotein  (Deformed  wing  virus] 

>DWV|78214891  |gb|ABB36619  1 1  potyprotein  [Deformed  wing  virus] 

>DWV|78214889|gb|ABB36618.1|  potyprotein  [Oeformed  wing  virus] 

>DWV|78214887|gb]ABB3661 7. 1 1  polyprotein  (Deformed  wing  virus] 

>DWV|78214885|gb|ABB36616  1 1  polyprotein  [Deformed  wing  virus] 

>DWV|78214883|gb| ABB 366 15.1|  polyprotein  (Deformed  wing  virus] 

>DWV|78214881|gb| ABB36614.1|  polyprotein  [Deformed  wing  virus] 

>DWV|782 14879|gb|ABB3661 3. 1|  polyprotein  [Deformed  wing  virus] 

>DWV|78214877|gb|ABB366l2.1|  polyprotein  [Deformed  wing  virus] 

>DWV|78214875|gb|ABB36611.1|  potyprotein  [Deformed  wing  virus] 

>DWV|78214873|gb|ABB366l0.1|  polyprotein  [Deformed  wing  virus] 

>DWV|78214871|gb|ABB36609.1|  polyprotein  [Deformed  wing  virus] 

>DWV|78214869|gb|ABB36608.1|  polyprotein  [Deformed  wing  virus] 

>DWV| 7821 4867 |gb|ABB36607.1|  potyprotein  [Deformed  wing  virus] 

>DWV|78214865|gb|ABB36606.1 1  polyprotein  [Deformed  wing  virus] 

>DWV|146265581|gb|ABQ16545  1|  polyprotein  [Deformed  wing  virus] 

>DWV|129279046|gb|ABO28930  1]  polyprotein  [Deformed  wing  virus] 

>DWV|91 068308 jgb|ABE04056. 1 1  polyprotein  [Deformed  wing  virus] 

>DWV|91 068306 jgb|ABE04055  1|  polyprotein  [Deformed  wing  virus] 

>DWV|91 068304 jgb|ABE04054  1|  polyprotein  [Deformed  wing  virus] 

> DWV| 91 068302| gb| ABE04053.1|  polyprotein  [Deformed  wing  virus] 

>DWV|91068300|gb|ABE04052  1|  polyprotein  (Deformed  wing  virus] 

>DWV|9l068298|gbJABE04051  1)  polyprotein  (Deformed  wing  virus] 

>DWV|91068296|gb|ABE04050.1|  polyprotein  [Deformed  wing  virus] 

>DWV|91068294|gb|ABE04049.1|  polyprotein  [Deformed  wing  virus] 

>DWV|91 068292 |gb|ABE04 048.1|  polyprotein  (Deformed  wing  virus) 

>DWV|91 068290|gbjABE04047. 1 1  polyprotein  [Deformed  wing  virus) 

>DWV|91068288|gb|ABE04046  1|  polyprotein  (Deformed  wing  virus] 

> DWV| 91 068286 |gb|ABE04 045  1|  polyprotein  [Deformed  wing  virus] 

>DWV| 91 068284 |gb|ABE04044  1|  polyprotein  [Deformed  wing  virus] 

>DWV|91068282|gb|ABE04043.1|  potyprotein  [Deformed  wing  virus] 

>DWV|91068280|gb|ABE04042  1|  potyprotein  [Deformed  wing  virus] 

>DWV|91068278|gb|AB E04041.1|  potyprotein  [Deformed  wing  virus] 

>DWV|91068276|gb|ABE04040  1|  polyprotein  [Deformed  wing  virus] 

>DWV|91 068274 |gb|ABE04039  1|  polyprotein  [Deformed  wing  virus] 

>DWV|9l068272|gb|ABE04038  1|  polyprotein  [Deformed  wing  virus] 

>DWV|91068270|gb|ABE04037  1|  polyprotein  [Deformed  wing  virus] 

>DWV|91 068268 |gb|ABE04036  1|  polyprotein  [Deformed  wing  virus] 

>DWV|91068266|gb|ABE04035  1|  polyprotein  [Deformed  wing  virus] 
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>DWV|9l068264|gb|ABE04034.1|  polyprotein  (Deformed  wing  vims] 

>DWV|91068262|gb|ABE04033  1|  polyprotein  | Deformed  wing  vims] 

>DWV|gi  068260 |gb |ABE04032.1|  polyprotein  (Deformed  wing  vims] 

>DWV|91 068258|gb|ABE04031 .1 1  polyprotein  jDeformed  wing  vims] 

>DWV|g  1 068256 |gb|ABEO40 30. 1 1  polyprotein  |Deformed  wing  vims] 

>DWV  |91 068254  |gb|ABE04029  1|  polyprotein  JDeformed  wing  vims] 

>DWV|91068252|gb|ABE04028  1 1  polyprotein  (Deformed  wing  vimsj 

>DWV|gi 068250 |gb|ABEO4027  1|  polyprotein  (Deformed  wing  vims] 

>DWV|91068248|gb|ABE04026  1|  polyprotein  (Deformed  wing  vims] 

>DWV|91 068246|gb|ABE04025  1 1  polyprotein  (Deformed  wing  vims] 

>D WV|91 068244 |gb|ABEO4024. 1 1  polyprotein  (Deformed  wing  vims] 

>DWV|91 068242|gb|ABE04023  1 1  polyprotein  [Deformed  wing  vims] 

>DWV|gi068240|gb|ABE04022.1 1  polyprotein  | Deformed  wing  vims] 

> DWV| 91 068238 |gb|ABEO4021  1|  polyprotein  (Deformed  wing  vims] 

>DWV|gi  068236 |gb|ABE04020  1  (  polyprotein  Reformed  wing  virus] 

>DWV|91068234|gb|ABE04019.1|  polyprotein  |Deformed  wing  vims] 

>DWV|gi068232|gb|ABE04018  1|  polyprotein  |Deformed  wing  vims] 

>DWV|91068230|gb|ABE04017  1|  polyprotein  |Deformed  wing  virus] 

>DWV|91068228Igb|ABE04016.1|  polyprotein  | Deformed  wing  vims] 

>DWV|gi068226|gb|ABE04015  1|  polyprotein  (Deformed  wing  vimsj 

>DWV|gi068224|gb|ABE04014  1|  polyprotein  |Deformed  wing  vimsj 

>DWV|91068222|gb|ABE04013  1 1  polyprotein  |Deformed  wing  vims] 

>DWV|91068220|gb|ABE04012  1(  polyprotein  (Deformed  wing  vims] 

>DWVjgi068218|gb|ABE04011  1|  polyprotein  (Deformed  wing  vims] 

>DWV|91068216|gb|ABE04010  1|  polyprotein  (Deformed  wing  virus| 

>DWV|91 0682 1 4|gb|ABE04009. 1 1  polyprotein  (Deformed  wing  virus] 

>DWV|91068212|gb|ABE04008  1|  polyprotein  | Deformed  wing  vims] 

> DWV |9 1 0682 10|gb| ABE04007.1|  polyprotein  | Deformed  wing  virus] 

>DWV|91068208|gb|ABE04006  1|  polyprotein  |Deformed  wing  virus) 

>DWV|91068206|gb|ABE04005  1|  polyprotein  | Deformed  wing  vims] 

> DWV| 91 068204 |gb| ABE04004.1|  polyprotein  | Deformed  wing  vims] 

>DWV|91068202|gb|ABE04003  1|  polyprotein  (Deformed  wing  vims] 

> D WV| 91 068200 |gb| ABE04002.1|  polyprotein  | Deformed  wing  vims( 

> DW V |9 1 0681 98 lgb| ABE04001.1|  polyprotein  |  Deformed  wing  vims] 

>DWV|91068196|gb|ABE04000  1|  polyprotein  (Deformed  wing  vims] 

>DWV|91068194tgb|ABE03999  1 1  polyprotein  (Deformed  wing  vims} 

>DWV|91068192|gb|ABE03998, 1|  polyprotein  (Deformed  wing  vims| 

>DWV|91068190|gb|ABE03997.1 1  polyprotein  |Deformed  wing  vims] 

>DWV|91O68188|gb|ABE03996.1|  polyprotein  (Deformed  wing  vims] 

>DWV|91068186|gb|ABE03995.1|  polyprotein  (Deformed  wing  virus} 

>DWV|9 10681 84 |gb|ABE03994.1J  polyprotein  |Deformed  wing  virus] 

>DWV|91068182|gbJABE03993.1 1  polyprotein  |  Deformed  wing  vims] 

>DWV|91068180|gb|ABE03992.1|  polyprotein  | Deformed  wing  virus] 

>DWV|91068178|gb|ABE03991  1|  polyprotein  (Deformed  wing  virus] 

>DWV|91068176|gb|ABE03990.1|  polyprotein  (Deformed  wing  virus] 

>DWV|91068174|gb|ABE03989  1|  polyprotein  (Deformed  wing  virus] 

>DWV|9 10681 72|gb|ABE03988. 1 1  polyprotein  (Deformed  wing  virus] 

>DWV|9 10681 70 |gb|ABE03987  1|  polyprotein  (Deformed  wing  virus] 

>DWV|91068168|gb|ABE03986. 1|  polyprotein  (Deformed  wing  virus] 

>DWV|91068166|gb|ABE03985. 1 1  polyprotein  (Deformed  wing  virus] 

>DWV|91 0681 64 |gb| ABE03984.1|  polyprotein  |Deformed  wing  virus] 

>DWV|91068162|gb|ABE03983. 1|  polyprotein  (Deformed  wing  vims] 

>DWV|9 10681 60 |gb|ABE0 3982. 1 1  polyprotein  [Deformed  wing  virus] 

>DWV|71480056|ref|NP  853560. 2|  polyprotein  [Deformed  wing  vims] 

>DWV|86372207|gb|ABC95164  1|  polyprotein  [Deformed  wing  vims] 

>DWV|31540604|gb|AAP49283,1|  polyprotein  [Deformed  wing  virus] 

>DWV|71273716|emb]CAD34006,2|  polyprotein  [Deformed  wing  virus] 

>DWV|88186474|gb|ABD3971 7.1 1  polyprotein  |Deformed  wing  virus] 

>DWV|88186471  |gb|ABD39716  1 1  polyprotein  |Deformed  wing  vims] 

>DWV|88186467|gb|ABD39715  1|  polyprotein  [Deformed  wing  vimsj 

>DWV|881 86464 |gb|ABD397 14  1|  polyprotein  | Deformed  wing  virus] 

>DWV|881 86462 |gb|ABD 397 1 3  1|  polyprotein  | Deformed  wing  vims] 

>DWV|72539835|gb|AAZ74 349.1|  polyprotein  (Deformed  wing  vims] 

>D W V|51 83 1796|gb| AAU10099.il  nonstmctural  protein  [Deformed  wing  vims] 

>D W V |5 1 83 1 794 |gb|AAU  10098  1|  nonstmctural  protein  (Deformed  wing  vims] 

>DWV|37903960|gb|AAP49008.1 1  polyprotein  |Deformed  wing  vims] 

>KBV|146265583|gbjABQ1 6546.1|  RNA  polymerase  (Kashmir  bee  vims] 

>KBV|1 25660896|gb|ABN4947 2  1|  VP4  protein  [Kashmir  bee  vims] 

>KBV|68272118|gb|AAY89332  1|  RNA  polymerase  (Kashmir  bee  vims] 

>KBV|68272117|gb|AAT76528.2|  stmctural  polyprotein  (Kashmir  bee  virus] 

>KBV|73747922|ref|YP 308663.1|  VP3  |Kashmir  bee  vims] 

>KBV|73747921|ref|YP^  308662.1 1  VP2  |Kashmir  bee  vims] 

>KBV|73747920|ref|YP  308661  1|  VP4  | Kashmir  bee  vims] 

>KBV|73747919|ref|YP_308660.1|  VP1  (Kashmir  bee  vims] 
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>KBV|73747918|ref|NP 851404.2[  structural  potyprotein  |Kashmir  bee  virus] 

>KBV|30793780|ref[NP 851403.1[  non-structural  polyprotein  {Kashmir  bee  virus] 

>KBV|70906164|gb|AAZ  14864.1)  non-structural  polyprotein  (Kashmir  bee  virus] 

>KBV|68314545|gb|AAP322B4  2|  structural  polyprotein  (Kashmir  bee  virus] 

>KBV|30526318|gb|AAP32283.1|  non-structural  polyprotein  |Kashmir  bee  virus] 

>KBV|51831784|gb|AAU10093  1|  nonstructural  protein  (Kashmir  bee  virus] 

>KBV[51 831 782|gb|AAU  10092  1|  nonstructural  protein  [Kashmir  bee  virus] 

>KBV[561 1 7742|gb|AAV73779  1 1  RNA  polymerase  |Kashmir  bee  virus] 

>KBV|561 1 7740|gb|AAV73778  1|  RNA  polymerase  |Kashmir  bee  virus] 

>KBV[55469804|gb|AAV52628  1|  RNA  polymerase  [Kashmir  bee  virus] 

>KBV[38373607|gb|AAR  19088  1|  structural  polyprotein  [Kashmir  bee  virus] 

>KBV[14276299|gb|AAK58190  1|  structural  protein  [Kashmir  bee  virus] 

>KBV[14276297|gb|AAK58189.1]  structural  protein  |Kashmir  bee  virus] 

>KBV|14276295|gb|AAK58188  1[  structural  protein  |Kashmir  bee  virus] 

>KBV[14276293|gb|AAK58187.1  j  structural  protein  |Keshmir  bee  virus] 

>KBV[1 427629 1|gb|AAK58 186  1|  structural  protein  [Kashmir  bee  virus] 

>KBV)14276289|gb|AAK58l85.1 1  structural  protein  |Kashmir  bee  virus] 

>KBV|14276287|gb|AAK58184  1|  structural  protein  [Kashmir  bee  virus] 

>KBV|14276285|gb|AAK58l83  1|  structural  protein  [Kashmir  bee  virus] 

>KBV|14276281  |gb|AAK581 81. 1[  structural  protein  [Kashmir  bee  virus] 

>KBV|23451845|gb|AAN32883  1[AF468967 1  RNA  polymerase  [Kashmir  bee  virus] 

>KBV|13491966|gb|AAK28020  1[  RNA  polymerase  |Kashmir  bee  virus] 

>KBV|13491964|gb|AAK28019.1[  RNA  polymerase  [Kashmir  bee  virus] 

>KBV|1 31 71 233|gb|AAK1 3621.1  [  RNA  polymerase  |Kashmir  bee  virus] 

>KBV|131 71231  |gb|AAK13620  1|  RNA  polymerase  |Keshmir  bee  virus] 

>KBV|13171229|gb|AAK13619  1|  RNA  polymerase  [Kashmir  bee  virus] 

>KBV|g957269(gb|AAG09297  1 1  RNA  polymerase  [Kashmir  bee  virus| 

>KBV|1 1275663|gb|AAG33697.1 1  RNA  polymerase  |Kashmir  bee  virus] 

>KBV|  11 27566 1|gb|AAG33696  1|  RNA  polymerase  |Keshmir  bee  virus] 

>KBV[1 1275659|gb|AAG33695  1|  RNA  polymerase  [Kashmir  bee  virus] 

>KBV|11275657|gb|AAG33694  1|  RNA  polymerase  [Kashmir  bee  virus] 

>KBV|  1 1 066397|gb|AAG2857 1  1|  RNA  polymerase  [Kashmir  bee  virus] 

>KBV[1 1066395|gb|AAG28570  1|  RNA  polymerase  | Kashmir  bee  virus] 

>KBV|1 1 066393 |gb|AAG 28569  1|  RNA  polymerase  |Kashmir  bee  virus] 

>KBV|1 1 06639 1|gb|AAG28568  1|  RNA  polymerase  [Kashmir  bee  virus] 

>KBV|1 1066389)gb|AAG28567  1|  RNA  polymerase  [Kashmir  bee  virus] 

>KBV[1 1066387|gb|AAG28566  1 1  RNA  polymerase  [Kashmir  bee  virus] 

>KBV[1 1065933[gb|AAG28397  1[  RNA  polymerase  [Kashmir  bee  virus] 

>KBV|8388936|gb|AAF748 17.1|  RNA  polymerase  |Kashmir  bee  virus] 

>KBV|8388934|gb|AAF748l6.1|  RNA  polymerase  [Kashmir  bee  virus] 

>KBV|8388932|gb|AAF748l 5. 1 1  RNA  polymerase  |Kashmir  bee  virus] 

>KBV|8388930|gb|AAF748 14  1|  RNA  polymerase  [Kashmir  bee  virus] 

>KBV|8388928|gb|AAF74813  1|  RNA  polymerase  [Kashmir  bee  virus] 

>KBV|8388926|gb|AAF748l2  1|  RNA  polymerase  [Kashmir  bee  virus] 

>KBV|8388924|gb|AAF748 1 1 . 1 1  RNA  polymerase  |Kashmir  bee  virus] 

>KBV|8388922|gb|AAF748 1 0  1|  RNA  polymerase  [Kashmir  bee  virus] 

>KBV|8388920|gb|AAF74809  1|  RNA  polymerase  [Kashmir  bee  virus] 

>KBV|8388918|gb|AAF74808  1|  RNA  polymerase  [Kashmir  bee  virus] 

>KBV|6650762|gb|AAF22002.1|  RNA  polymerase  [Kashmir  bee  virus] 

>KBV|6650754|gb|AAF21998.1[  RNA  polymerase  | Kashmir  bee  virus] 

>KBV|6466900|gb|AAD50583.2|  RNA  polymerase  [Kashmir  bee  virus] 

>KBV|6466898|gb|AAD02683.2|  RNA  polymerase  [Kashmir  bee  virus] 

>KBV|6466896|gb|AAD50582.2|  RNA  polymerase  |Kashmir  bee  virus] 

>KBV|6466894|gb[AAD5 5676. 2|  RNA  polymerase  [Kashmir  bee  virus] 

>KBV|6466892|gb[AAD55675.2|  RNA  polymerase  (Kashmir  bee  virus] 

>KBV|6466890|gb|AAD55674.2|  RNA  polymerase  [Kashmir  bee  virus] 

>KB V|64 66888 |gb|AA0 55673.2|  RNA  polymerase  IKashmir  bee  virus] 

>KBV|64 66886 |gb|AAD02684  2|  RNA  polymerase  | Kashmir  bee  virus] 

>KBV|6466884|gbjAAD48146  2|  RNA  polymerase  IKashmir  bee  virus] 

>KBVj6466880|gb| AAD01 993. 2|  RNA  polymerase  [Kashmir  bee  virus] 

>KBV]6466878|gb|AAD01 992  2 1  RNA  polymerase  IKashmir  bee  virus] 

>KBV|6466876|gb|AAD0l8l  1.2[  RNA  polymerase  IKashmir  bee  virus] 

>IAPV|1 2601 0926|ref|YP 001 040002. 1|  polymerase  polyprotein  | Israel  acute  paralysis  virus  of  bees] 

>IAPV|1 2601 0925|ref|YP 001 040003. 1|  structural  polyprotein  [Israel  acute  paralysis  virus  of  bees] 

>  1 AP V|  1 2 5630292 |gb|AAV64 179  2|  polymerase  polyprotein  [Israel  acute  paralysis  virus  of  bees] 

>IAPV|  124494 153|gb|ABN1 31 20  1|  structural  polyprotein  [Israel  acute  paralysis  virus  of  bees] 

>SV|  146265575|gb|ABQ1 6542  1  [  polyprotein  [Sacbrood  virus] 

>SV|91068358|gb|ABE04081  1[  polyprotein  [Sacbrood  virus] 

>SV|86372205|gb(ABC951 63. 1 )  polyprotein  [Sacbrood  virus] 

>SV|9632406|ref|NP 04g374  1|  polyprotein  [Sacbrood  virus] 

>SV|51831792|gb|AAU10097.1[  nonstructural  protein  [Sacbrood  virus] 

>SV|51 831 790|gb|AAU  10096.11  nonstructural  protein  [Sacbrood  virus] 

>SV|48527190|gb[AAT45735.1|  structural  polyprotein  [Sacbrood  virus] 

>SV|33413890|gb|AAO43635.1[  polyprotein  |Sacbrood  virus] 
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>SV|33413889|gb|AA 04 3634.1 

polyprotein  |Sacbrood  virus] 

>SV|3341 3885|gb|AA043633  1 

polyprotein  [Sacbrood  virus] 

>SV|33413884|gb|AA043632  1 

polyprotein  (Sacbrood  virus] 

>SV|32351294|gb|AAP76313  1 

poly  protein  (Sacbrood  virus] 

>SV|29602520|gb|AAO85647  1 

polyprotein  (Sacbrood  virus] 

>SV|2960251 8|gb|AA085646. 1 

polyprotein  (Sacbrood  virus] 

>SV|2960251 6|gb|AA085645  1 

RNA-dependent  RNA  polymerase  (Sacbrood  virus] 

>SV|2960251 4|gb|AA085644  1 

RNA-dependent  RNA  polymerase  (Sacbrood  virus] 

>SV]2893287  5|gb|AA 060079  1 

polyprotein  (Sacbrood  virus] 

>SV]18766569]gb|AAL79021  1|AF469603 1  polyprotein  [sacbrood  virus] 

>SV|  1 324 1 458jgb|AAK1 6322. 1 

polyprotein  (sacbrood  virus] 

>SV|1 324 1456|gb|AAK1 6321.1 

polyprotein  (sacbrood  virus] 

>SV|  1 324 1454jgb|AAK1 6320. 1 

polyprotein  (sacbrood  virus] 

>SV|13241452|gb|AAK16319  1 

polyprotein  (sacbrood  virus] 

>SV|13241450|gb|AAK16318  1 

polyprotein  (sacbrood  virus] 

>SV|13241448|gb|AAK16317  1 

polyprotein  (sacbrood  virus] 

>SV|13241446|gb|AAK16316  1 

polyprotein  (sacbrood  virus] 

>SV|1 3241444|gb|AAK16315  1 

polyprotein  (sacbrood  virus] 

>SV|1 3241442]gb|AAK16314. 1 

polyprotein  (sacbrood  virus] 

>SV|13241440|gb|AAK16313  1 

polyprotein  (sacbrood  virus] 

>SV  1 1 324 1438[gb|AAK  163 12.1 

polyprotein  (sacbrood  virus] 

>SV|1 324 1436|gb|AAK  1631 1.1 

polyprotein  (sacbrood  virus] 

>SV|  1 324 1434|gb|AAK  163 10.1 

polyprotein  (sacbrood  virus] 

>SV|13241432|gb|AAK1 6309.1 

polyprotein  (sacbrood  virus] 

>SV|  13241 4  30|gb|AAK  16308  1 

polyprotein  (sacbrood  virus] 

>SV|13241428|gb|AAK  16307.1 

polyprotein  (sacbrood  virus] 

>SV|1 324 1426|gb|AAK  16306.1 

polyprotein  (sacbrood  virus] 

>SV|  1 324 1424  |gb|AAK1 6305. 1 

polyprotein  (sacbrood  virus] 

>SV|1 324 1422|gb|AAK1 6304.1 

polyprotein  (sacbrood  virus] 

>SV|1 324 1420|gb]AAK  16303  1 

polyprotein  (sacbrood  virus] 

>SV|1 32414 18|gb|AAK  16302  1 

polyprotein  (sacbrood  virus] 

>SV|1 32414 16|gb]AAK16301  1 

polyprotein  (sacbrood  virus] 

>SV|1 32414 14|gb|AAK  16300.1 

potyprotem  (sacbrood  virus] 

>SV|1 324141 2|gbjAAK1 6299.1 

polyprotein  | sacbrood  virus] 

>SV)1 32414 10]gb|AAK1 6298.1 

polyprotein  (sacbrood  virus] 

>SV|1 324 1408]gb|AAK1 6297 . 1 

polyprotein  | sacbrood  virus] 

>SV|  1 324 1 406|gb|AAK  1 6296. 1 

polyprotein  | sacbrood  virus] 

>SV|  1 3241 404  |gb|AAK  16295  1 

polyprotein  |  sacbrood  virus] 

>SV|  1 324 1 402|gb|AAK1 6294. 1 

polyprotein  |  sacbrood  virus] 

>SV|1 324 1400|gb|AAK  16293  1 

polyprotein  | sacbrood  virus] 

>SV|  1 3241 398|gb|AAK1 6292  1 

polyprotein  | sacbrood  virus] 

>SV|1 324 1396|gb|AAK  16291  1 

polyprotein  (sacbrood  virus| 

>SV|  1 3241 394  |gb|AAK  16290  1 

polyprotein  (sacbrood  virus| 

>SV|  1 3241 392|gb|AAK  1 6289 . 1 

polyprotein  (sacbrood  virus] 

>SV|  1 3241 390|gb|AAK1 6288. 1 

polyprotein  [sacbrood  virus) 

>SV|1 324 1388|gb|AAK  16287  1 

polyprotein  | sacbrood  virus] 

>SV|1 324 1386|gb|AAK  16286  1 

polyprotein  (sacbrood  virus] 

>S  V|  1 324 1 384  IgblAAK  16285  1 

polyprotein  | sacbrood  virus] 

>SV|  1 324 1 382|gb|AAK1 6284, 1 

polyprotein  (sacbrood  virus] 

>SV|  1 324 1 380|gb|AAK1 6283. 1 

polyprotein  (sacbrood  virus] 

>SV|  1 324 1 378|gb|AAK1 6282  1 

polyprotein  (sacbrood  virus] 

>SV|  1 324 1 376|gb|AAK1 6281  1 

polyprotein  (sacbrood  virus] 

>SV|  1 324 1 374|gb|AAK1 6280  1 

polyprotein  [sacbrood  virus] 

>SV|  1 324 1 372|gb)AAK1 6279  1 

polyprotein  [sacbrood  virus] 

>SV|13241370|gb!AAK1 6278.1 

polyprotein  | sacbrood  virus] 

>SV|1 324 1368|gb|AAK  16277  1 

polyprotein  [sacbrood  virus] 

>SV|  1 324 1 366|gb|AAK  1 6276. 1 

po’yprotein  (sacbrood  virus] 

>SV|  1 324 1 364 |gb|AAK1 6275. 1 

polyprotein  | sacbrood  virus] 

>SV|1 324 1362|gb|AAK1 6274.1 

polyprotein  (sacbrood  virus] 

>SV  (1 324 1360|gb|AAK  16273.1 

polyprotein  |sacbrood  virus] 

>SV|1 324 1358|gb|AAK1 6272. 1 

polyprotein  (sacbrood  virus] 

>SV  1 1 324 1356]gb|AAK  1627 1.1 

polyprotein  [sacbrood  virus] 

>SV|  13241 354 jgb|AAK1 6270  1 

polyprotein  (sacbrood  virus] 

>SV|1 324 1352|gb|AAK  16269  1 

polyprotein  (sacbrood  virus] 

>SV|  1 324 1 350|gb|AAK  1 6268 . 1 

polyprotein  (sacbrood  virus] 

>SV|13241348|gb|AAK  16267.1 

polyprotein  [sacbrood  virus] 

>SV|1 324 1346|gb|AAK  16266.1 

polyprotein  [sacbrood  virus] 

>SV|  1324 1344  |gb|AAK  16265,1 

polyprotein  [sacbrood  virus] 

>  SV|  1 3241 34 2|gb|AAK  16264  1 

polyprotein  [sacbrood  virus] 

>SV|1 3241 340|gb|AAK1 6263.1 

polyprotein  | sacbrood  virus] 

>SV|1 324 1 338|gb|AAK1 6262. 1 

polyprotein  | sacbrood  virus] 

>SV|13241336|gb|AAK16261  1 

polyprotein  [sacbrood  virus] 

>SV|  1 324 1 334|gb|AAK1 6260 . 1 

polyprotein  [sacbrood  virus] 

>SV|13241332|gb|AAK  16259.1 

polyprotein  [sacbrood  virus] 

A-5 


>SV|1 324 1330|gb|AAK  16258  1 1  polyprotein  (sacbrood  virus] 

>SV|13241328|gb|AAK 1 6257.1 1  polyprotein  (sacbrood  virus] 

>SV|  1 3241 326|gb|AAK  16256.1 1  polyprotein  [sacbrood  virus] 

>SV|l324l324|gb|AAKl6255.1|  polyprotein  (sacbrood  virus] 

>SV|13241322|gb |AAK16254.1|  polyprotein  [sacbrood  virus] 

>SV|1 324 1320|gb|AAK  16253  1|  polyprotein  [sacbrood  virus] 

>SV|  13241 31 8|gb|AAK1 6252.1 1  polyprotein  [sacbrood  virus] 

>SV|1 3241 31 6|gb|AAK1 6251  1|  polyprotein  [sacbrood  virus] 

>SV|1 324 1314|gb|AAK1 6250.1|  polyprotein  [sacbrood  virus] 

>SV|4416207|gb|AAD20260.1|  polyprotein  [sacbrood  virus] 

>SV|8705231  |gb|AAF78779. 1 1  structural  protein  Vpl  (sacbrood  virus] 

>CBPV|146265579|gb|ABQ16544.1|  RNA-dependent  RNA  polymerase  [Chronic  bee  paralysis  virus] 

>C BP V|54 3064 59 |gb| AAV33405.1|  RNA-dependent  RNA  polymerase  [Chronic  bee  paralysis  virus] 

>CBPV|21326023|gb|AAM47572.1|AF461061 1  putative  RNA  dependent  RNA  polymerase  [Chronic  bee  paralysis  virus] 

>CBPV|21 32602 1|gb|AAM4 7571  1|AF461060 1  putative  RNA  dependent  RNA  polymerase  [Chronic  bee  paralysis  virus] 

>CBPV|21326019|gb|AAM47570  1|AF461059 1  putative  RNA  dependent  RNA  polymerase  [Chronic  bee  paralysis  virus] 

>C BPV |2132601 7 |gb|AAM47 569  1|AF461058 1  putative  RNA  dependent  RNA  polymerase  [Chronic  bee  paralysis  virus] 

>CBPV|21326015|gb|AAM47568. 1  |AF461057 1  putative  RNA  dependent  RNA  polymerase  [Chronic  bee  paratysis  virus] 

>CBPV|21 32601 3|gb|AAM47567.1]AF461056 1  putative  RNA  dependent  RNA  polymerase  [Chronic  bee  paralysis  virus] 

>CBPV|21 32601 1|gb|AAM47566.1|AF461 055^1  putative  RNA  dependent  RNA  polymerase  [Chronic  bee  paralysis  virus] 

>C BPV| 21 326009 |gb|AAM47 565  1|AF461054 1  putative  RNA  dependent  RNA  polymerase  [Chronic  bee  paralysis  virus] 

>CBPV|21326007|gb|AAM47564.1|AF461053 1  putative  RNA  dependent  RNA  polymerase  [Chronic  bee  paralysis  virus] 

>CB  PV| 21 309905 |gb]AAM46093. 1  |AF375659 1  putative  RNA  dependent  RNA  polymerase  [Chronic  bee  paralysis  virus] 

>CWV|6646671|gb|AAD01994  2|  RNA  polymerase  [cloudy  wing  virus] 

>MSCUT|  14861 31 35|gb|ABQ961 92.1)  vas a  [Melipona  scutellaris] 

>Kakugo|47177089|ref[YP 015696  1|  polyprotein  [Kakugo  virus] 

>IIV6|1 50791 81  |ref|NP 1 49635  1|  1 72L  [Invertebrate  iridescent  virus  6] 

>1  IV6|1 507909 1  |ref|NP  149843  1|  380R  [Invertebrate  indescent  virus  6] 

>1 1 V6 1 1 5079089 1 ref JN P  1 4984 1  1|  378R  [Invertebrate  iridescent  virus  6] 

>IIV6|15078986|ref|NP 149737  1|  274L  (tnvertebrate  iridescent  virus  6] 

>1 1 V6 1 1 5078944 1 ref |N P 1 49695.1 1  232R  (Invertebrate  indescent  virus  6] 

>1  IV6|1 5079 180|ref|NP  149820  1|  357R  [Invertebrate  iridescent  virus  6] 

>IIV6|1 5079 179|ref|NP 1 49463  1|  468L  [Invertebrate  iridescent  virus  6] 

>1 1 V6 1 1 5079 178|ref|NP 1 49930.1)  467R  [Invertebrate  indescent  virus  6] 

>1 1  V6|  150791 77 |ref|NP 1 49929.1 1  466R  [Invertebrate  iridescent  virus  6] 

>1 1 V6 1 1 5079 1 76|refjNP 1 49928.1)  465R  [Invertebrate  iridescent  virus  6] 

>IIV6|15079175|refJNP 149927.1|  464R  (Invertebrate  indescent  virus  6] 

>IIV6)1 5079 174)ref|NP 1 49926.1)  463L  [Invertebrate  iridescent  virus  6] 

>1 IV6J1 5079 173|ref|NP 1 49925. 1 1  462R  [Invertebrate  iridescent  virus  6] 

>IIV6|1 50791 72|ref|NP 1 49924.1]  461R  [Invertebrate  indescent  virus  6] 

>IIV6|1 50791 71  |ref|NPJ 49923  1|  460R  [Invertebrate  iridescent  virus  6] 

>IIV6)1 50791 70)ref)NP 1 49922  1|  459L  [Invertebrate  indescent  virus  6] 

>1  IV6|1 50791 69|ref)NP 1 49921. 1 1  458R  [Invertebrate  indescent  virus  6] 

>1  IV6|1 5079 168|ref|NP  149920  1)  457L  [tnvertebrate  indescent  virus  6] 

>IIV6)15079167|ref|NP 149919.1|  456R  [Invertebrate  iridescent  virus  6]' 

>IIV6|  1 5079 166|ref|NP  1499 18  1)  455L  [Invertebrate  iridescent  virus  6] 

>tlV6|  1 5079 165|ref|NP  1499 17  1)  454R  [Invertebrate  iridescent  virus  6] 

>tlV6|  1 50791 64 |ref|NP  1499 16  1)  453L  [Invertebrate  iridescent  virus  6] 

>ltV6|15079l63|ref|NP 149915  1|  452R  [Invertebrate  iridescent  virus  6] 

>IIV6|15079162|ref|NP  149914.1)  451 L  [Invertebrate  indescent  virus  6] 

>1  tV6|  15079 161  |ref|NP  14991 3, 1 1  450L  [Invertebrate  indescent  virus  6] 

>1 1 V6 1 1 5079 1 60| ref |NP J  49912,11  449L  [Invertebrate  iridescent  virus  6] 

>IIV6|  1 5079 1 59|ref|NP  1 499 1 1 . 1 1  448L  [Invertebrate  indescent  virus  6] 

>1 1  V6|  1 5079 1 58|ref|NP  1 499 1 0. 1 1  447L  (Invertebrate  iridescent  virus  6] 

>IIV6|15079157|ref|NP 149909.1|  446L  [Invertebrate  iridescent  virus  6] 

>1 1 V6 11 5079 156|ref|NP  1 49908. 1|  445L  [Invertebrate  iridescent  virus  6] 

>IIV6|1 50791 55|ref|NP  149907  1|  444R  [Invertebrate  iridescent  virus  6] 

>1 IV6 1150791 54 |ref)NP 1 49906. 1|  443R  [Invertebrate  iridescent  virus  6] 

>1  IV6|1 5079 153|ref|NP  149905. 1|  442L  [Invertebrate  iridescent  virus  6] 

>IIV6|1 5079 152]ref)NP 1 49904. 1|  441 R  [Invertebrate  indescent  virus  6] 

>IIV6|1 50791 51  |ref|NP 1 49903.1 1  440R  [Invertebrate  iridescent  virus  6] 

>IIV6|1 50791 50|ref|NP 1 49902  1|  439L  [Invertebrate  iridescent  virus  6] 

>1  IV6|1 5079 149|ref)NPJ  49901. 1 1  438L  [Invertebrate  iridescent  virus  6] 

>IIV6|1 50791 48|ref)NPJ  49900.1 1  437L  [Invertebrate  iridescent  virus  6] 

>IIV6|1 5079 147|ref|NP 1 49899  1|  436R  [Invertebrate  iridescent  virus  6] 

>1  tV6 )  1 5079 1 46] ref|NP  149898.1|  435R  [Invertebrate  indescent  virus  6] 

>tlV6|1 5079 145|ref|NP  149897  1)  434L  [Invertebrate  iridescent  virus  6] 

>IIV6|1 5079 144jref|NP  149896  1|  433R  [Invertebrate  indescent  virus  6] 

>IIV6|1 5079 143|ref|NP  149895  1|  432R  [Invertebrate  iridescent  virus  6] 

>IIV6|1 5079 142|ref|NP  149894  1|  431 L  [Invertebrate  indescent  virus  6] 

>ltV6|  1 5079 141  |ref |NP  1 49893. 1 1  430R  [Invertebrate  iridescent  virus  6] 

>IIV6|  1 5079 140|ref|NP  .149892.1 1  429R  [Invertebrate  iridescent  virus  6] 

>IIV6|  1 5079 139|ref|NP  149891. 1|  428L  [Invertebrate  iridescent  virus  6] 

>IIV6|1 50791 38|ref|NP  .149890  1)  427R  (tnvertebrate  iridescent  virus  6] 
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>1 1  V6|  150 79 137|ref|NP 1 49089. 1[426R  [Invertebrate  indescent  virus  6] 

>  IIV6|1 5079 136|ref|NP.  149888.1]  425R  [Invertebrate  iridescent  virus  6] 

>IIV6|15079135|ref|NP  149887. 1[  424R  |lnvertebrete  iridescent  virus  6] 

>IIV6|1 5079 134|ref|NP  149806. 1|423L  |tn vertebrate  indescent  virus  6] 

>1  IV6|  1 5079 133| refj NP  1 49005. 1  [  4221  |lnver1ebrate  iridescent  virus  6] 

>1  IV6|1 5079 132|ref|NP  149884.11  421 L  [Invertebrate  indescent  virus  6] 

>11  V6|  1 5079 131  [ref J NP  1 49883. 1 J  420R  [Invertebrate  iridescent  virus  6] 

>1 1  V6|  1 50791 30| refj NP  149802  1|  419L  |tnvertebrate  iridescent  virus  6] 

>IIV6|15079129|ref|NP  .149881  1|410R  [Invertebrate  indescent  virus  6] 

>1  IV6|1 50791 28|ref|NP  149880.1 1  41 7L  [Invertebrate  iridescent  virus  6] 

>1  IV6|  150791 27 jref|NP 1 49879. 1)  416R  [Invertebrate  indescent  virus  6] 

>IIV6|1 50791 26|ref|NP  149070. 1|  415R  [Invertebrate  indescent  virus  6] 

>IIV6|1 50791 25|ref|NP  149877. 1|  414L  |tn vertebrate  iridescent  virus  6] 

>IIV6|  150791 24|ref)NP  149076  1)  413R  [Invertebrate  indescent  virus  6] 

>11  V6|  1 50791 23JrefJNP  149875  1 1  4 1 2L  |tn vertebrate  iridescent  virus  6] 

>11  V6|1 50791 22[ref[NP  149072  1]  41 1L  [Invertebrate  indescent  virus  6] 

>11  V6|  1 5079 121  |ref[NP  149074. 1|  410L  [Invertebrate  iridescent  virus  6] 

>11  V6|  1 50791 20jref[NP  149873. 1j  409R  [Invertebrate  indescent  virus  6] 

>11  V6|15079 1 19|ref|NP  149871  1|  4O0R  [Invertebrate  indescent  virus  6] 

>11  V6|  1 50791 10|ref|NP  149870. 1|  407R  [Invertebrate  indescent  virus  6] 

>11  V6|1 50791 17jref|NP  149069  1|  406R  [Invertebrate  indescent  virus  6] 

>IIV6|  1 5079 116|ref|NP  149060  1|  405L  [Invertebrate  iridescent  virus  6] 

>IIV6[150791 15|ref|NP  .149867  1|  404L  [Invertebrate  indescent  virus  6] 

>ttV6|  150791 14|ref|NP  149866  1|  403L  [Invertebrate  indescent  virus  6] 

>1  IV6|  15079 113| ref|NP  149865, 1 1  402L  [Invertebrate  indescent  virus  6] 

>tlV6|  150791 12|ref|NP  .149864. 1|  401 R  [Invertebrate  indescent  virus  6] 

>IIV6|  150791 11  |ref|NP  149863  1|  400R  [Invertebrate  indescent  virus  6J 

> ltV6[  1 5079 1 10|ref|NP  149062. 1|  399R  [Invertebrate  iridescent  virus  6] 

>JIV6J  1 5079 1 09|ref |NP  .149861  1 1  390R  [Invertebrate  iridescent  virus  6] 

>1 1 V6 1 1 5079 1 00|ref|NP  149860. 1|  397L  [Invertebrate  indescent  virus  6] 

>  1 1  V6|  1 5079 1 07|ref|NP  149859  1 1  396L  [Invertebrate  indescent  virus  6] 

>IIV6|  1 50791 06jrefjNP  149058. 1|  395R  [Invertebrate  indescent  virus  6] 

>11  V6|  1 50791 05|ref|NP  149057  1[  394R  [Invertebrate  indescent  virus  6] 

>1  IV6|1 5079 104|ref|NP  .149856  1|  393L  [tnvertebrate  indescent  virus  6] 

>IIV6|15079103|ref|NP  149855. 1|  392R  (Invertebrate  iridescent  virus  6] 

>IIV6|1 5079 102|ref|NP  J 49054.11  391R  [Invertebrate  iridescent  virus  6] 

>  1 1 V6 J 1 5079 1 0 1 1 ref | N P  149053  1|  390R  [Invertebrate  iridescent  virus  6] 

>tl  V6J 1 5079 100|ref|NP  149052. 1 1  309L  [Invertebrate  iridescent  virus  6] 

>IIV6|15079099|ref|NP  149051  1|  308R  (Invertebrate  iridescent  virus  6] 

>ltV6|  1 5O79O90|ref|NP  149050. 1 1  307R  [tnvertebrate  iridescent  virus  6] 

>IIV6|  1 5079097J  ref  J  NP  149849. 1 J  386R  [tnvertebrate  iridescent  virus  6] 

>IIV6|  1 5079096|ref|NP  149840  1|  305L  [Invertebrate  indescent  virus  6] 

>IIV6|  15079095]  ref  |NPJ  4984  7  1|  384L  [Invertebrate  indescent  virus  6] 

>1  IV6|  1 50790 94 1 ref |NP  149846  1|  303L  [Invertebrate  indescent  virus  6] 

>IIV6|15079093|ref|NP  149845  1|  302R  [Invertebrate  indescent  virus  6] 

>IIV6|15079092|ref|NP  149844  1|  301L  [Invertebrate  indescent  virus  6] 

>IIV6|15079090|ref|NP  149842  1|  379L  (Invertebrate  indescent  virus  6| 

>IIV6|1 50790 80jref|NP  149840  1]  377R  (Invertebrate  indescent  virus  6] 

>IIV6|15O79O07|ref|  IMP  149839  1|  376L  [Invertebrate  indescent  virus  6] 

>IIV6|15079086|refJNP  149030  1|  375R  [Invertebrate  indescent  virus  6] 

>IIV6|15O79O05|ref|NP  149037  1|  374R  [Invertebrate  indescent  virus  6] 

>IIV6|15079084(ref|NP  149036  1]  373L  [Invertebrate  iridescent  virus  6] 

>11  V6|  1 5079083|ref|NP  149035  1|  372R  [Invertebrate  indescent  virus  6} 

>IIV6|15O79O02|ref|NP  149034, 1|  371 R  (Invertebrate  indescent  virus  6] 

>1 1  V6|  1 507900 1  |ref JN P  1 49033  1|  370R  [Invertebrate  indescent  virus  6[ 

>IIV6|1 50790001  ref |NP  149032  1|  369L  [Invertebrate  indescent  virus  6] 

>IIV6|15079079|ref|NP  149831  1|  368R  [Invertebrate  indescent  virus  6| 

>1  IV6|1 50790 70|ref|NP 1 49830  1|  367L  [Invertebrate  indescent  virus  6] 

>tl V6|  150 790 77|ref|NP 1 49029. 1[  366R  [Invertebrate  indescent  virus  6] 

>IIV6|15079076|ref|NP  149828  1|  365L  [Invertebrate  indescent  virus  6] 

>tlV6|1 50 79075| ref|NP  149827.1)  364L  [tnvertebrate  indescent  virus  6] 

>ltV6[1 5079074 jref|NP  149826, 1|  363L  |tnvertebrate  iridescent  virus  6] 

>ttV6|15079073|ref|NP  149025  1[  362R  [Invertebrate  indescent  virus  6] 

>IIV6|15079072|ref|NP  149824  1 1  36 1 L  |tnvertebrate  iridescent  virus  6] 

>ttV6|1 507907 1|ref|NP  1 49823  1|  360R  [Invertebrate  iridescent  virus  6] 

>IIV6|15079070|ref|NP  J49822.1|  359L  [Invertebrate  indescent  virus  6] 

>IIV6|15079069|ref|NP 1 49821  1|  350L  [Invertebrate  indescent  virus  6] 

>IIV6|15O79O60|ref|NP  149019  1|  356L  [Invertebrate  indescent  virus  6] 

>11  V6|  1 5079067|ref |NP  1 490 1 0  1|  355R  [Invertebrate  indescent  virus  6] 

>ttV6|15079O66|ref|NP  149817  1|  354L  [Invertebrate  indescent  virus  6] 

>IIV6[15079065|ref|NP  149016  1|  353L  [Invertebrate  iridescent  virus  6] 

>1  IV6|  1 5079064 |ref|NP  1 498 1 5. 1 1  352R  [Invertebrate  indescent  virus  6] 

>IIV6|  1 5079063|ref|NP  149014. 1 1  351 R  [tnvertebrate  indescent  virus  6] 

>IIV6|15079062|ref|NP  149813  1 1  350L  [Invertebrate  indescent  virus  6] 
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>IIV6|1 5079061  |ref|NP 1 498 12  1|  349L  [Invertebrate  iridescent  virus  6] 

>IIV6|15079060|ref|NP 1 4981 1.1 1  348R  [Invertebrate  iridescent  virus  6] 

>IIV6|1 5079059|ref|NP 1 49810  1|  347L  [Invertebrate  indescent  virus  6] 

>1  IV6|15079058|ref|NPJ 49809  1|  346R  (Invertebrate  iridescent  virus  6] 

>IIV6|15079057|ref|NP 1 49808  1|  345R  [Invertebrate  iridescent  virus  6] 

>IIV6|15079O56|ref|NP  149807  1|  344R  [Invertebrate  indescent  virus  6] 

>IIV6|15079055|ref|NP 1 49806.11  343L.  (Invertebrate  indescent  virus  6] 

>IIV6|1 5079054|ref|NP  149805. 1|  342R  [Invertebrate  iridescent  virus  6] 

>IIV6|  1 5079053|ref|NP  149804. 1 1  341 R  [Invertebrate  iridescent  virus  6] 

>11  V6|  1 5079052|ref|NP  149803. 1|  340R  [Invertebrate  iridescent  virus  6] 

>IIV6|1 5079051  |ref|NP  149802  1|  339L  [Invertebrate  iridescent  virus  6] 

>11  V6|  1 50790 50|ref|NP  1 49800. 1|  337L  [Invertebrate  iridescent  virus  6) 

>IIV6|1 5079049|ref|NP  149801  1|  338L  [Invertebrate  indescent  virus  6] 

>IIV6|15079048jref|NP 1 49799.11  336R  [Invertebrate  iridescent  virus  6] 

>  1 1  V6|  1 507904 7 1 ref | N P  1 4 9798. 1 1  335L  [Invertebrate  indescent  virus  6] 

>IIV6[15079046|ref|NP 1 49797.1)  334R  [Invertebrate  iridescent  virus  6] 

>IIV6|15079045jref|NP 1 49796. 1|  333L  [Invertebrate  indescent  virus  6] 

>IIV6|15079044jref|NPJ  49795. 1|  332L  [Invertebrate  iridescent  virus  6] 

>IIV6|15079043|ref|NP 149794. 1]  331 R  [Invertebrate  iridescent  virus  6] 

>IIV6|15079042|ref|NP 149793  1|  330L  [Invertebrate  iridescent  virus  6] 

>IIV6[1 5079041  |ref|NP 1 49792.1]  329R  [Invertebrate  iridescent  virus  6] 

>IIV6[15079040|ref|NP 1 49791.1  j  328L  [Invertebrate  iridescent  virus  6J 

>IIV6|15079039jref|NP  149790  1|  327R  [Invertebrate  indescent  virus  6] 

>IIV6|  1 50790 38|ref|NP  149789. 1  [  326L  [Invertebrate  indescent  virus  6] 

>IIV6|15079037|ref|NP  .149788,1]  325L  [Invertebrate  indescent  virus  6] 

>IIV6|  1 5079036|ref|NP  149787.1 1  324L  [Invertebrate  iridescent  virus  6] 

>IIV6|  1 5079035|ref|NP  1 49786. 1 1  323L  [Invertebrate  indescent  virus  6] 

>IIV6]15079034jref|NP  149785. 1|  322R  [Invertebrate  indescent  virus  6] 

>IIV6|  1 50790331  ref |NP  .149784.11  321 R  [Invertebrate  indescent  virus  6] 

>IIV6|1 5079032|ref|NP  149783. 1  ]  320L  [Invertebrate  iridescent  virus  6] 

>IIV6|1 5079031  |ref|NP  J49782.1|  319L  (Invertebrate  iridescent  virus  6] 

>IIV6|15079030|ref|NP 149781  1]  318R  [Invertebrate  indescent  virus  6] 

>11  V6|  1 50790 29|ref|NP  149780  1|  317L  [Invertebrate  indescent  virus  6] 

>  1 1  V6|  1 50790281 ref | N P  149779  1]  316R  [Invertebrate  indescent  virus  6] 

>IIV6[15079027|ref|NP  149778  1|  315L  [Invertebrate  iridescent  virus  6] 

>IIV6[15079026|ref]NP  J49777  1]  314L  [Invertebrate  indescent  virus  6] 

>IIV6]15079025|ref|NP  .149776.1)  313L  [Invertebrate  indescent  virus  6] 

>IIV6[15079024|ref|NP 149775  1|  312R  [Invertebrate  indescent  virus  6] 

>IIV6|  1 5079023|ref|NP  1 49774. 1 1  31 1R  [Invertebrate  iridescent  virus  6] 

>IIV6|  1 50790 22|ref|NP  149773. 1|  310R  [Invertebrate  indescent  virus  6] 

>IIV6|  1 5079021  |ref|NP.J 49772. 1|  309L  [Invertebrate  indescent  virus  6] 

>11  V6|15079020|ref|NP  14977 1.1  [  308L  [Invertebrate  iridescent  virus  6] 

>IIV6|  1 507901 9|ref|NP  149770. 1|  307L  [Invertebrate  iridescent  virus  6] 

>11  V6|1 507901 8|ref|NP 1 49769  1[  306R  [Invertebrate  indescent  virus  6] 

>IIV6|1 50790 17|ref|NP  149768,1 1  305L  [Invertebrate  indescent  virus  6] 

>IIV6|1 507901 6|ref|NP  149767  1|  304R  |  Invertebrate  indescent  virus  6] 

>IIV6|1 50790 15|ref|NP  149766  1|  303R  [Invertebrate  iridescent  virus  6] 

>IIV6|15079014|ref|NP  .149765. 1|  302L  [Invertebrate  iridescent  virus  6] 

>IIV6|15079013|ref|NP  149764. 1|  301L  [Invertebrate  iridescent  virus  6] 

>1 1  V6|  1 507901 2|ref|NP  149763. 1|  300R  [Invertebrate  indescent  virus  6] 

>IIV6|1 507901 1|ref|NP  149762  1|  299R  [Invertebrate  iridescent  virus  6] 

>11  V6|1 50790 10|ref|NP„1 49761. 1|  298R  [Invertebrate  iridescent  virus  6] 

>IIV6|  150790091 ref |N P 1 49760, 1 1  297L  [Invertebrate  indescent  virus  6] 

>1  IV6|1 507 9008|ref|NP 1 49759  1|  296R  [Invertebrate  indescent  virus  6] 

>1  IV6|15079007|ref|NP  J 49758. 1|  295L  [Invertebrate  iridescent  virus  6] 

>IIV6|15079006|ref|NP 1 49757  1|  294R  (Invertebrate  iridescent  virus  6] 

>IIV6|15079005|ref|NP  149756. 1|  293R  [Invertebrate  iridescent  virus  6] 

>11  V6|1 5079004|ref]NP  1 49755. 1 1  292L  [Invertebrate  iridescent  virus  6] 

>IIV6]15079003|ref|NP  1 49754. 1|  291 R  (Invertebrate  iridescent  virus  6] 

>IIV6]15079002|ref|NP  149753  1|  290R  [Invertebrate  iridescent  virus  6] 

>IIV6|  1 5079001  |ref|NP 149752  1|  289L  [Invertebrate  iridescent  virus  6] 

>IIV6|15079000jref|NP 149751  1[  288R  [Invertebrate  indescent  virus  6] 

>IIV6|15078999|ref|NP 149750  1]  287R  [Invertebrate  iridescenT virus  6] 

>IIV6|1 507 8998|ref|NP 1 49749  1|  286L  [Invertebrate  iridescent  virus  6J 

>IIV6|15078997|ref|NP  149748  1]  285L  [Invertebrate  indescent  virus  6] 

>IIV6|15078996|ref|NP  .149747  1[  284R  [Invertebrate  iridescent  virus  6] 

>11  V6|  1 5078995|ref |NP  1 49746, 1 J  283L  [Invertebrate  iridescent  virus  6] 

>IIV6|15078994|ref|NP  149745  1|  282R  [Invertebrate  indescent  virus  6] 

>IIV6|15078993|ref|NP 149744  1|  281R  [Invertebrate  iridescent  virus  6] 

>  1 1  V6|  1 5078992 1 ref [ N P  1 49743  1|  280R  [Invertebrate  indescent  virus  6] 

>IIV6|1 5078991  |ref|NP 1 49742  1[  279R  [Invertebrate  indescent  virus  6] 

>IIV6|15078990|ref|NPJ49741  1|  278L  [Invertebrate  indescent  virus  6] 

>IIV6|15078989|ref|NP  149740  1|  277R  [Invertebrate  iridescent  virus  6] 

>IIV6|l5078988|ref|NP  149739  1|  27 6L  [Invertebrate  iridescent  virus  6] 
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>11  V6|  1 5078987 |refJN P  I 49738  1 1  275R  [Invertebrate  indescent  virus  6] 

>IIV6|15078985|ref|NP  149736. 1[  273R  [Invertebrate  iridescent  virus  6| 

>  IIV6|  1 5078984|ref|NP  149735. 1 1  272L  [Invertebrate  iridescent  virus  6] 

>IIV6|15078983|ref|NP 149734.1[  271R  [Invertebrate  iridescent  virus  6] 

>IIV6|15078982|ref|NP  149733  1|  270R  [Invertebrate  iridescent  virus  6] 

>IIV6|1 507898 1[ref|NP 1 49732.11  269R  [Invertebrate  indescent  virus  6] 

>IIV6|15078980|ref|NP  149731  1|  268L  [tnvertebrate  indescent  virus  6] 

>IIV6|  1 5078979| ref|NP 1 49730  1|  267R  [Invertebrate  indescent  virus  6] 

>IIV6|15078978|ref|NP  149729  1|  266L  [Invertebrate  indescent  virus  6] 

>IIV6|  15078977|ref|NP 1 49728. 1|  265L  [Invertebrate  iridescent  virus  6] 

>IIV6|  15078976|ref|NP 1 49727. 1|  264R  [Invertebrate  iridescent  virus  6] 

>IIV6|15078975|ref|NP  149726  1|  263L  [Invertebrate  iridescent  virus  6] 

>1 1  V6|  1 5078974|ref |NP  1 49725. 1 1  262R  [Invertebrate  iridescent  virus  6] 

>IIV6|  15078973|ref|NP 1 49724  1[  261  R  [Invertebrate  indescent  virus  6] 

>IIV6|1 5078972|ref|NP  149723  1[  260R  [Invertebrate  indescent  virus  6] 

>IIV6|15078971|ref|NP  149722  1|  259R  [Invertebrate  indescent  virus  6] 

>IIV6|15078970|ref|NP  149721  1|  258R  [Invertebrate  indescent  virus  6] 

>IIV6|15078969|ref[NP  149720  1[  257R  [Invertebrate  indescent  virus  6] 

>  1 1  V6|  1 5078968|ref |NP  1 497 1 9  1|  256R  [Invertebrate  indescent  virus  6] 

>1 1  V6|  1 5078967 |ref|NP  1 497 1 8  1 1  255L  [Invertebrate  indescent  virus  6] 

>IIV6|15078966|ref|NP  149717  1|  254L  [Invertebrate  indescent  virus  6) 

>IIV6|15078965|ref|NP  149716  1|  253L  [Invertebrate  iridescent  virus  6] 

>IIV6|  15078964jref|NP 1 49715  1|  252L  [Invertebrate  iridescent  virus  6] 

>1 IV6 1 1 5078963|ref|NP  1 497 1 4  1 1  251L  [Invertebrate  indescent  virus  6] 

>IIV6|15078962|ref|NPJ49713  1|  250L  [Invertebrate  indescent  virus  6] 

>IIV6|  1 507896 1  |ref |NP  1497 1 2  1 1  249R  [Invertebrate  iridescent  virus  6] 

>IIV6|15078960|ref|NP  149711  1|  248R  [Invertebrate  iridescent  virus  6] 

>IIV6|15078959|ref|NP  149710  1|  247L  [Invertebrate  indescent  virus  6] 

>IIV6|15078958|ref|NP  149709  1|  246L  [Invertebrate  indescent  virus  6 1 

>tlV6|15078957|ref|NP  149708  1 1  245R  [Invertebrate  indescent  virus  6] 

>IIV6|1 5078956|ref|NP  149707  1|  244L  [Invertebrate  indescent  virus  6| 

>IIV6|  1 5078955|ref|NP  149706  1|  243R  [Invertebrate  indescent  virus  6] 

>IIV6|15078954|ref|NP  1 49705  1 1  242L  [Invertebrate  indescent  virus  6] 

>IIV6|15078953|ref|NP  149704  1|  241 L  [Invertebrate  indescent  virus  6) 

>11  V6|  1 5078952|ref|NP  1 49703  1 1  240R  [Invertebrate  indescent  virus  6] 

>IIV6|  1 5078951  |ref|NP  149702  1|  239 R  [Invertebrate  indescent  virus  6] 

>IIV6|15078950|ref|NP  149701  1|  238R  [Invertebrate  indescent  virus  6] 

>IIV6|15078949|ref|NP  149700  1|  237R  [Invertebrate  indescent  virus  6] 

>IIV6|15078948|ref|NP  149699. 1|  236L  [Invertebrate  indescent  virus  6] 

>IIV6|15078947|ref|NP  149698. 1|  235L  [Invertebrate  indescent  virus  6] 

>1 IV6 1 1 5078946|ref | NP  1 49697  1 1  234R  [Invertebrate  indescent  virus  6] 

>IIV6|15078945|ref|NP  149696  1|  233L  [Invertebrate  indescent  virus  6] 

>IIV6|15078943|ref|NPJ 49694  1|  231 R  [Invertebrate  indescent  virus  6J 

>IIV6|15078942|ref|NP  149693  1 1  230L  [Invertebrate  indescent  virus  6] 

>11  V6|  1 507894 1  |ref  |NP  149692  1 1  229L  [Invertebrate  indescent  virus  6) 

>IIV6|15078940|ref|NP  149691  1|  228L  [Invertebrate  iridescent  virus  6] 

>IIV6|1 5078939|ref|NP  149690  1|  227L  [Invertebrate  indescent  virus  6] 

>IIV6|15078938|ref|NP  149689. 1|  226R  [Invertebrate  indescent  virus  6] 

>IIV6|15078937|ref|NP  149688  1|  225R  [Invertebrate  indescent  virus  6] 

>IIV6|15078936|ref|NP  149687  1|  224L  [Invertebrate  indescent  virus  6] 

>IIV6|15078935|ref|NP 1 49686  1|  223L  [Invertebrate  indescent  virus  6) 

>IIV6|15078934|ref|NP 149685  1|  222R  [Invertebrate  indescent  virus  6] 

>IIV6|15078933|ref|NP  149684  1 1  22 1 L  [Invertebrate  indescent  virus  6] 

>IIV6|1 5078932|ref|NP 1 49683  1 1  220L  [Invertebrate  indescent  virus  6] 

>IIV6|1 5078931  |ref|NPJ  49682  1  [  21 9L  [Invertebrate  indescent  virus  6] 

>IIV6[15078930jref|NP 149681  1[  218R  [Invertebrate  indescent  virus  6] 

>IIV6|15078929|ref|NP 149680.1[  217L  [Invertebrate  indescent  virus  6] 

>1  IV6|15078928|ref|NP 1 49679. 1[  21 6R  [Invertebrate  indescent  virus  6] 

>IIV6|15078927|ref|NP  149678  1|  2 15R  [Invertebrate  indescent  virus  6] 

>IIV6|15078926|ref|NP  149677. 1 1  214L  [Invertebrate  indescent  virus  6] 

>IIV6|15078925|ref|NP 149676  1|  213R  [Invertebrate  indescent  virus  6] 

>IIV6|1 5078924|ref|NP 149675. 1 1  212L  [Invertebrate  indescent  virus  6] 

>IIV6|  15078923|ref|NP 1 49674  1[  2 1 1 L  [Invertebrate  indescent  virus  6] 

>tlV6|1 5078922|ref|NP 149673  1 1  21 0L  [tnvertebrate  iridescent  virus  6] 

> IIV6|1 507892 1|ref|NP 1 49672  1|  209R  [Invertebrate  indescent  virus  6] 

>IIV6|15078920|ref|NP  149671.1 1  208L  [Invertebrate  iridescent  virus  6] 

>ttV6|  1 507891 9|ref|NP  149670  1|  207L  [Invertebrate  iridescent  virus  6] 

> IIV6|1 50789 18|ref|NP 1 49669  1[  206R  [Invertebrate  indescent  virus  6] 

>  IIV6|  1507891 7|ref|NP  1 49668  1|  205R  [Invertebrate  indescent  virus  6] 

>tlV6|15078916|ref|NP 149667  1|  204L  [Invertebrate  indescent  virus  6] 

>IIV6|  1 507891 5|ref|NP 1 49666  1|  203L  [Invertebrate  indescent  virus  6] 

>11  V6|  1 50789 1 4|refJNP  149665. 1  [  202L  [Invertebrate  indescent  virus  6] 

>IIV6|  1 50789 1 3|ref|NP  149664. 1|  201R  [Invertebrate  indescent  virus  6] 

>1  IV6|1 50789 12|refJNP  1 49663  1[  200 R  [Invertebrate  indescent  virus  6] 
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>IIV6|1 507891 1|ref|NP 1 49662  1(  199L  [Invertebrate  iridescent  virus  6] 

>IIV6|1 507891 0|ref|NP  149661. 1|  198R  [Invertebrate  iridescent  vims  6] 

>IIV6|15078909|ref|NP 1 49660  1[  197R  [Invertebrate  iridescent  vims  6] 

>1  IV6|15078908|ref|NP 1 49659  1|  196R  [Invertebrate  indescent  vims  6] 

>IIV6|15078907|ref|NP 1 49658  1|  195L  [Invertebrate  iridescent  vims  6] 

>IIV6|1 50 78906| ref |NPJ 49657. 1|  1 94 R  [Invertebrate  iridescent  vims  6] 

>IIV6|15078905|ref|NP  149656.1)  193R  [Invertebrate  iridescent  vims  6] 

>IIV6|1 5078904|ref|NP 1 49655  1 1  192R  [Invertebrate  iridescent  vims  6] 

>11  V6|  1 5078903|ref|NP  1 49654  1|  1 91 L  [Invertebrate  iridescent  vims  6] 

>IIV6|15078902|ref|NP  149653  1|  190R  [Invertebrate  iridescent  vims  6] 

>IIV6|1 5078901  |ref)NP 1 49652  1|  189L  [Invertebrate  iridescent  vims  6] 

>IIV6|1 50 78900|ref|NP 1 49651  1|  188L  [Invertebrate  indescent  vims  6] 

>IIV6|15078899|ref|NP  149650.1 1  187R  [Invertebrate  indescent  vims  6] 

>HV6|15078898|ref|NP  149649.1 1  186L  [Invertebrate  indescent  vims  6] 

>IIV6|1 5078897 |ref|NP 1 49648.11  185L  [Invertebrate  mdescent  vims  6] 

>IIV6|15078896jref|NP 1 49647.1|  184R  [Invertebrate  indescent  vims  6] 

>IIV6|1 50 78895) ref |NP 1 49646.1)  183L  [Invertebrate  indescent  vims  6] 

>IIV6|1 50 78894|ref|NP 1 49645  1|  182L  [Invertebrate  indescent  vims  6] 

>IIV6|15078893jref|NP  149644. 1 1  1 81 L  [Invertebrate  indescent  vims  6] 

>IIV6|  1 50 78892|ref|NP  149643.1 1  180L  [Invertebrate  iridescent  vims  6] 

>IIV6|  1 5078891  |ref|NP 1 49642. 1 1  1 79R  [Invertebrate  indescent  vims  6] 

>IIV6|15078890|ref|NP 1 49641  1|  178L  [Invertebrate  iridescent  vims  6] 

>IIV6|  1 5078889|ref|NP 1 49640. 1 1  177L  [Invertebrate  indescent  vims  6] 

>IIV6|15078888|ref|NP 1 49639. 1|  176R  [Invertebrate  iridescent  vims  6] 

>IIV6|  1 5078887|ref|NP 1 49638. 1 1 1 75R  (Invertebrate  indescent  vims  6] 

>IIV6|15078886|ref|NP  149637. 1|  174R  [Invertebrate  indescent  vims  6] 

>IIV6|15078885|ref|NP  .149636  1|  173R  [Invertebrate  iridescent  vims  6] 

>IIV6[15078884|ref|NP 149634  1|  171R  [Invertebrate  iridescent  vims  6] 

>IIV6|1 50 78883|ref|NPJ 49633  1|  170L  [Invertebrate  iridescent  vim's  6] 

>IIV6|15078882|ref|NP 149632.1|  169L  [Invertebrate  indescent  vims  6] 

>IIV6|1 5078881  |ref|NP 1 49631  1|  168R  [Invertebrate  indescent  virus  6) 

>IIV6|1 5078880|ref|NP 149630, 1 1  167L  [Invertebrate  indescent  vims  6] 

>1 1 V6 1 1 5078879) ref | N P  1 49629  1|  166L  (Invertebrate  indescent  vims  6| 

>  1 1 V6 1 1 50 78878| ref | N P  .149628. 1|  165R  [Invertebrate  iridescent  vims  6] 

>IIV6|1 50 78877|ref|NP 1 49627  1|  164R  [Invertebrate  irides'cent  virus  6) 

>  1 1 V6 1 1 50 78876 1 ref | N P  1 49626  1|  1631  [Invertebrate  iridescent  vims  6] 

>IIV6|15078875|ref|NP  1 49625. 1 1  162R  [Invertebrate  iridescent  virus  6] 

>IIV6|15078874|ref[NP  149624. 1|  161L  [Invertebrate  iridescent  vims  6) 

>IIV6|  1 5078873|ref|NP  .149623. 1 1  160L  [Invertebrate  indescent  vims6| 

>IIV6|l5078872|ref[NP 149622.1|  159L  [Invertebrate  indescent  vims  6] 

>11  V6|1 5078871  |ref)NP.  1 49621 . 1 1  1 58R  [Invertebrate  iridescent  vims  6) 

>IIV6|15078870|ref|NP  149620  1j  157L  [Invertebrate  iridescent  vims  6] 

>11  V6|  1 5078869|ref|NP  1 4961 9. 1 1  1 56R  [Invertebrate  iridescent  vims  6] 

>IIV6|15078868|ref|NP  149618.1 1  155L  [Invertebrate  iridescent  vims  6) 

>IIV6|15078867|ref|NP 149617.1|  154R  [Invertebrate  indescent  virus  6) 

>IIV6|15078866|ref|NP 1 4961 6.1 1  153L  [Invertebrate  mdescent  vims  6) 

>IIV6|1 5078865jref|NP 1 49615  1|  152R  [Invertebrate  iridescent  vims  6] 

>IIV6|15078864|ref|NP 1496l4  1|  151R  [Invertebrate  iridescent  vims  6] 

>IIV6|15078863|ref|NP 1 49613.1 1  150R  [Invertebrate  mdescent  vims  6] 

>1 1  V6|1 50 78862| ref |NP 1 496 12.1 1  149L  [Invertebrate  indescent  vims  6] 

>IIV6|1 5078861  |ref|NP  149611  1j  1 48R  [Invertebrate  mdescent  vims  6] 

>IIV6j15078860|ref)NP 149610  1|  147L  [Invertebrate  indescent  vims  6] 

>IIV6|15078859|ref|NPJ 49609  1|  146R  [Invertebrate  indescent  vims  6] 

>IIV6|1 50  78858|ref|NP 1 49608. 1 1  145L  [Invertebrate  mdescent  vims  6] 

>IIV6|15078857|ref|NPJ 49607.1)  144R  [Invertebrate  mdescent  vims  6) 

>IIV6|1 50 78856| ref |NP 1 49606, 1|  143R  [Invertebrate  iridescent  vims  6] 

>IIV6|15078855|ref|NP 1 49605. 1|  142R  [Invertebrate  iridescent  vims  6] 

>IIV6|15078854|ref|NP  149604.1)  141R  [Invertebrate  iridescent  vims  6] 

>IIV6|1507B853|ref|NP  149603.1 1  140L  [Invertebrate  iridescent  virus  6) 

>IIV6|1 50 78852| ref j NP 1 49602.1)  139L  [Invertebrate  mdescent  vims  6] 

>IIV6|1 5078851  jref|NP  J49601.1|  138R  [Invertebrate  indescent  vims  6] 

>IIV6|15078850|ref|NP 1 49600.11  137R  [Invertebrate  mdescent  vims  6] 

>IIV6|1 5078849|ref|NP  149599. 1 1  136R  [Invertebrate  iridescent  vims  6] 

>IIV6|15078848|ref|NP 1 49598  1|  135R  [Invertebrate  iridescent  vims  6] 

>IIV6|15078847|ref|NP 1 49597  1|  134L  [Invertebrate  iridescent  vims  6) 

>IIV6j15078846|ref|NP  149596  1|  133R  [Invertebrate  indescent  vims  6) 

>IIV6|1 5078845|ref)NPJ  49595  1|  132L  [Invertebrate  iridescent  vims  6] 

>IIV6|15078844|ref|NP  149594  1|  1 31 L  [Invertebrate  iridescent  vims  6] 

>  1 1 V6 1 1 507884 3| ref J NP  149593  1|  130R  [Invertebrate  iridescent  vims  6] 

>IIV6|15078842|ref|NP  149592  1|  129R  [Invertebrate  iridescent  vims  6] 

>IIV6j1507884l|ref|NP 149591  1|  128L  [Invertebrate  indescent  vims  6] 

>IIV6|15078840|ref|NP 149590  1|  127L  (Invertebrate  iridescent  vims  6] 

>IIV6|15078839|ref|NP 1 49589  1|  126R  (Invertebrate  mdescent  vims  6] 

>IIV6|15078838|ref|NP_1 49588  1|  125L  [Invertebrate  iridescent  vims  6] 
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>IIV6|1 5078837 |ref|NP  149587.1 1  124L  [Invertebrate  indescent  virus  6] 

>IIV6|1 5078836|ref|NP  149586.1 1  123R  [tnvertebrate  iridescent  virus  6] 

>IIV6|15078835|ref|NP 1 49585. 1|  122R  [Invertebrate  iridescent  virus  6] 

>ttV6|15078834|ref|NP  149584.1 1  121 R  [Invertebrate  iridescent  virus  6] 

>1  IV6|  1 5078833|ref |NP  149583  1|  120L  [Invertebrate  indescent  virus  6] 

>IIV6|15078832|ref|NP  149582  1|  119R  [Invertebrate  iridescent  virus  6] 

>11  V6|  1 5078831  |ref [NP  1 4958 1  1|  118L  [Invertebrate  iridescent  virus  6) 

>IIV6|15078830|ref|NP  149580  1|  117L  [Invertebrate  indescent  virus  6] 

>IIV6|15078829|ref|NP  149579  1|  116L  [Invertebrate  indescent  virus  6) 

>IIV6|15078828|ref|NP  149578  1 1  115R  [Invertebrate  iridescent  virus  6] 

>IIV6|15078827|ref|NP  149577.1j  114L  [Invertebrate  indescent  virus  6] 

>IIV6|15078826|ref|NP  149576.1 1  113L  [Invertebrate  iridescent  virus  6] 

>IIV6|1 5078825|ref|NP  1 49575  1 1  112R  [Invertebrate  iridescent  virus  6] 

>IIV6|1 5078824|ref|NP 149574  1|  11 1R  [Invertebrate  indescent  virus  6] 

>IIV6|  1 5078823|ref |NP  149573. 1 1  110R  [Invertebrate  mdescenT virus  6] 

>IIV6|1 5078822|ref|NP  149572  1|  109R  [Invertebrate  indescent  virus  6] 

>11  V6|  1 507882 1  |ref |NP  14957 1  1|  108R  [Invertebrate  indescent  virus  6| 

>1  IV6|15078820|ref|NP 1 49570. 1 1  107L  (Invertebrate  indescenl  virus  6] 

>1  IV6|1 50788 19|ref|NP 1 49569. 1 1  106L  [Invertebrate  iridescent  virus  6] 

>IIV6|15078818|ref|NP  J49568.1|  105R  [Invertebrate  indescent  virus  6] 

>11  V6|  1 50788 1 7|ref|NP  149567. 1 1  1 04L  [Invertebrate  indescent  virus  6] 

>IIV6|1 50788 16|ref|NP  149566  1|  103R  [Invertebrate  indescent  virus  6] 

>IIV6|1 507881 5|ref|NP  149565  1|  102R  [Invertebrate  indescent  virus  6] 

>IIV6|  1 50788 14|ref[NP  149564  1|  101L  [Invertebrate  iridescent  virus  6] 

>tlV6|  1507881 3|ref|NP  149563  1|  100L  [Invertebrate  iridescent  virus  6] 

>IIV6|1 50788 12|ref|NP  149562  1[  099L  [Invertebrate  indescent  virus  6] 

>IIV6|1 507881 1|ref|NP  149561  1|  098R  [Invertebrate  iridescent  virus  6] 

>  1 1 V6 1 1 50 7 88 1 0 1 ref | N P  1 49&60 . 1 1  097L  [Invertebrate  iridescent  virus  6] 

> tl V6 1 150 78809| ref )NP  149559  1|  096L  [Invertebrate  indescent  virus  6] 

>1 1  V6|  1 5078808|ref|NP  149558  1[  095L  [Invertebrate  indescent  virus  6] 

>IIV6|15078807|ref|NP  149557  1|  094L  [Invertebrate  iridescent  virus  6] 

>IIV6[15078806|ref|NP  149556  1|  093R  [Invertebrate  ridescent  virus  6] 

>IIV6|15078805|ref|NP  149555  1 1  092R  [Invertebrate  indescent  virus  6] 

>IIV6J1 5078804|ref|NP  149554  1|  091 R  [Invertebrate  indescent  virus  6] 

>11  V6|  1 5078803|ref|NP  149553  1|  090R  [Invertebrate  indescent  virus  6| 

>IIV6|15078802|ref|NP  149552  1|  089L  [Invertebrate  indescent  virus  6] 

>11  V6|  1 507880 1  |ref |NP  149551  1|  088L  [Invertebrate  indescent  virus  6] 

>IIV6|1 5078800|ref|NP  149550  1 1  087R  (Invertebrate  iridescent  virus  6] 

>11  V6j  1 5078799|ref |NP  149549. 1 1  086R  [Invertebrate  indescent  virus  6] 

>IIV6J15078798|ref|NP  149548  1|  085L  [tnvertebrate  indescent  virus  6] 

>IIV6[15078797|ref|NP  149547  1|  084L  [tnvertebrate  iridescent  virus  6] 

>IIV6J15078796|ref|NP  149546  1|  083L  [tnvertebrate  iridescent  virus  6] 

>IIV6|15078795|ref|NP  149545  1|  082L  [tnvertebrate  indescent  virus  6] 

>IIV6|  1 5078794 |ref|NP  149544.1 1  081 L  [Invertebrate  indescent  virus  6] 

>IIV6|15078793|ref|NP  149543  1|  080L  [Invertebrate  indescent  virus  6] 

>tlV6|15078792|ref|NP  149542  1|  079L  (tnvertebrate  indescent  virus  6] 

>IIV6|  1 5078791  |ref|NP  149541  1|  078R  (Invertebrate  indescent  virus  6] 

>11  V6|  1 5078790Jref|NP  149540  1|  077L  [Invertebrate  indescent  virus  6] 

>IIV6|1 5078789)ref|NP  149539  1|  076L  [Invertebrate  indescent  virus  6] 

>IIV6|1 5078788|refJNP  149538. 1(  075L  (Invertebrate  in  descent  virus  6] 

>IIV6|15078787|ref]NP  149537.1]  074R  (Invertebrate  iridescent  virus  6] 

>IIV6|1 5078786|ref|NP 1 49536. 1  [  073R  [tnvertebrate  indescent  virus  6] 

>IIV6[15078785|ref|NP  149535  1[  072R  [tnvertebrate  indescent  virus  6] 

>ttV6|  15078784|ref|NP 1 49534. 1[  071 L  [Invertebrate  indescent  virus  6] 

>ttV6|  1 5078783|ref|NP  149533  1|  070R  [tnvertebrate  indescent  virus  6] 

>IIV6[15078782|ref|NP  149532  1[069L  [Invertebrate  indescent  virus  6] 

>ttV6|1 5078781  |ref|NP  149531.11  068L  [Invertebrate  indescent  virus  6] 

>MV6|1 5078780|ref[NP  149530. 1[  067R  [Invertebrate  indescent  virus  6] 

>IIV6|  1 50 78779|ref|NP  149529  1|  066L  [Invertebrate  indescent  virus  6] 

>IIV6|1 5078778|ref|NP  149528  1 1  065R  [Invertebrate  indescent  virus  6] 

>IIV6|15078777|ref|NP„  149527  1|  064L  [Invertebrate  iridescent  virus  6] 

>IIV6|15078776|ref|NP  149526  1|  063R  [Invertebrate  indescent  virus  6] 

>1 1  V6|  1 50787 75(ref | NP  149525  1|  062L  [Invertebrate  indescent  virus  6] 

>IIV6|15078774|ref[NP  149524. 1|  061R  [Invertebrate  indescent  virus  6] 

>IIV6|15078773|refJNP  1 49523  1 J  060L  [Invertebrate  iridescent  virus  6] 

>IIV6|15078772jref|NP  149522  1J  059R  [Invertebrate  indescent  virus  6] 

>IIV6|1 507877 1|ref|NP  149521.11  058L  [tnvertebrate  indescent  virus  6] 

>ttV6|15078770|ref|NP  1 49520.1 1  057L  [Invertebrate  indescent  virus  6] 

>IIV6[1 5078769|ref|NP  1 49519. 1 1  056R  [Invertebrate  iridescent  virus  6] 

>ltV6[15078768|refJNP  149518  1[055R  [Invertebrate  iridescent  virus  6] 

>IIV6)1 5078767|ref[N P  1 4951 7  1[054R  [Invertebrate  indescent  virus  6] 

>IIV6[15078766|reflNP  149516. 1|  053R  [Invertebrate  indescent  virus  6] 

>IIV6]15078765|ref]NP 149515. 1[  052R  [Invertebrate  iridescent  virus  6] 

>IIV6[15078764Jref|NP  1495 14.1 1  051R  [Invertebrate  iridescent  virus  6] 

>IIV6|150787631reflNP 149513.1|  050L  [Invertebrate  iridescent  virus  6] 

>IIV6|1 50 78762|reflNP 1 49512.11  049L  [Invertebrate  iridescent  virus  6] 

>IIV6|15078761|reflNP 14951 1. 1j  048R  [Invertebrate  iridescent  virus  6J 

>tlV6|15078760|ref[NP 149510  1|  047R  [Invertebrate  iridescent  virus  6J 

>IIV6|15078759|ref]NP 1 49509. 1|  046R  [Invertebrate  iridescent  virus  6J 

>1  IV6|1 50787 58|ref[NP 1 49508. 1 1  045L  [Invertebrate  iridescent  virus  6] 

>IIV6|1 50 78757| ref] NP 1 49507.1]  044R  [Invertebrate  iridescent  virus  6] 

>IIV6|15078756|ref|NP 1 49506  1|  043L  [Invertebrate  indescent  virus  6] 

>11 V6J1 50 78755|ref|NP 1 49505  1)  042R  [Invertebrate  iridescent  virus  6] 

>IIV6)1 5078754 |ref[NP 1 49504.11  041L  [Invertebrate  indescent  virus  6] 

>IIV6|15078753[ref[NP  149503  1|  040R  [Invertebrate  iridescent  virus  6] 

>tlV6)15078752|ref]NP 1 49502. 1|  039R  [Invertebrate  iridescent  virus  6] 

>IIV6|15078751|ref[NP 1 49501  1|  038R  [Invertebrate  iridescent  virus  6] 

>IIV6|1 50 78750|ref|NP 1 49500  1|  037L  [Invertebrate  iridescent  virus  6] 

>IIV6|15078749|ref|NP  1 49499. 1|  036R  [Invertebrate  iridescent  virus  6] 

>IIV6|15078748|ref|NP  149498  1|  035L  [Invertebrate  iridescent  virus  6] 

>11  V6|  1 5078747|ref|NP  1 49497  1|  034R  [Invertebrate  iridescent  virus  6] 

>IIV6|  15078 746|ref|NP 1 49496  1|  033L  [Invertebrate  indescent  virus  6] 

>IIV6|  15078 745|ref|NP  149495  1)  032R  [Invertebrate  iridescent  virus  6] 

>1  IV6|15078744|ref|NP 1 49494. 1|  031R  [Invertebrate  iridescent  virus  6] 

>IIV6|15078743|ref|NP 1 49493  1|  030L  [tnvertebrate  indescent  virus  6] 

>!IV6|15078742|ref|NP t 49492  1)  029R  [Invertebrate  iridescent  virus  6] 

>1  IV6|1 507874 1  |ref|NP 1 49491  1|  028L  [Invertebrate  iridescent  virus  6] 

>IIV6|15078740|ref|NP 149490.1 1  027L  [Invertebrate  iridescent  virus  6] 

>IIV6|1 50 78 739|ref|NP 1 49489.1)  026R  [Invertebrate  iridescent  virus  6] 

>IIV6|15078738|ref|NP 1 49488  1|  025R  [Invertebrate  iridescent  virus  6] 

>IIV6|15078737|ref|NP 149487. 1 1  024L  [tnvertebrate  indescent  virus  6] 

>IIV6|15078736|ref|NP 149486  1|  023L  [Invertebrate  iridescent  virus  6] 

>  1 1 V6 1 1 50 78735| ref | N P  .149485  1|  022L  [Invertebrate  indescent  virus  6] 

>IIV6|15078734|ref|NP  149484  1|  021 R  [Invertebrate  indescent  virus  6] 

>IIV6j  1 5078733|ref|NP  149483  1|  020L  [Invertebrate  iridescent  virus  6] 

>tlV6|15078732|ref|NP  149482. 1 1  019R  [Invertebrate  indescent  virus  6j 

>tlV6|  150 78731  |ref|NP 1 49481. 1|  018R  [Invertebrate  iridescent  virus  6] 

>1  IV6|1 50 78730|ref|NP t 49480.1 1  017R  [Invertebrate  iridescent  virus  6] 

>IIV6|1 50 78729|ref|NP 1 49479.11  016L  [Invertebrate  iridescent  virus  6] 

>IIV6|15078728|ref|NP 149478  1 1  0 1 5R  [Invertebrate  iridescent  virus  6] 

>11  V6[1 5078727|ref[NP  149477  1)  014R  [Invertebrate  indescent  virus  6] 

>IIV6|15078726|ref|NP  149476  1]  013R  (Invertebrate  iridescent  virus  6] 

>11  V6|  1 5078725[ref|NP  149475  1|  012L  [tnvertebrate  iridescent  virus  6] 

>IIV6|15078724|ref|NPJ49474  1[  01 1L  [tnvertebrate  iridescent  virus  6] 

>IIV6|  15078723|r©f[NP 149473. 1J  010R  [Invertebrate  iridescent  virus  6] 

>IIV6|15078722|ref|NP 149472  1[  009R  [Invertebrate  indescent  virus  6] 

>IIV6|1 5078721  IrefJNP  149471.1)  008R  [Invertebrate  iridescent  virus  6] 

>IIV6|15078720|ref|NP  149465  1|  002R  [Invertebrate  iridescent  virus  6] 

>IIV6)150787t9|ref|NP 149470  1|  007R  [Invertebrate  indescent  virus  6] 

>11  V6[1 50787 18|ref|NP 149469  1|  006L  |tnvertebrate  iridescent  virus  6] 

>IIV6|1 507871 7|ref|NP 1 49468  1[  005R  [Invertebrate  iridescent  virus  6] 

>IIV6|1 50787 16|ref[NP 149467  1|  004R  [Invertebrate  iridescent  virus  6] 

>IIV6|15078715|ref[NP 149466  1[  003R  [Invertebrate  iridescent  virus  6] 

>ltV6|1 50787 14JreflNP 149464.il  001 R  [Invertebrate  iridescent  virus  6] 

>Nosema|157382928|gb|ABV48899.1|  hypothetical  spore  wall  protein  [Nosema  bombycis] 

>Nosema|163955596[gb|ABY49796.1|  hypothetical  spore  wall  protein  14  [Nosema  bombycis] 

>Nosema|163955594[gb|ABY49795.1|  hypothetical  spore  wall  protein  13  [Nosema  bombycis] 

>Nosema|157382930|gblABV48900.1|  hypothetical  spore  wall  protein  [Nosema  bombycis] 

>Nosema|157382926|gb|ABV48898.1|  hypothetical  spore  wall  protein  [Nosema  bombycis] 

>Nosema|157382924|gb|ABV48897.1|  hypothetical  spore  wall  protein  [Nosema  bombycis] 

>Nosema|157382922|gb|ABV48896.1|  hypothetical  spore  wall  protein  [Nosema  bombycis] 

>Nosema|157382920|gb|ABV48895  1|  hypothetical  spore  wall  protein  [Nosema  bombycis] 

>Nosema|157382918|gb|ABV48894.1|  hypothetical  spore  watl  protein  [Nosema  bombycis] 

>Nosema|  1 5738291 6|gb|ABV48893  1|  hypothetical  spore  wall  protein  |Nosema  bombycis] 

>Nosema|157382914|gb|ABV48892, 1 1  hypothetical  spore  wall  protein  [Nosema  bombycis] 

>Nosema|  1 5738291 2|gb|ABV48891  1|  spore  wall  protein  [Nosema  bombycis] 

>Nosema|157382910|gb|ABV48890.1|  hypothetical  spore  watl  protein  [Nosema  bombycis] 

>Nosema|  1 57382908 |gb|ABV48889  1|  spore  wall  protein  |Nosema  bombycis] 

>Nosema|134285554|gb|AB069729.1|  unknown  | Nosema  bombycis] 

>Nosema|134285553|gb|AB069728. 1|  Sec61  gamma  [Nosema  bombycis] 

>Nosema|134285552|gb|AB069727  1|  unknown  [Nosema  bombycis] 

>Nosema|1 34285551  |gb|A B069726.1|  unknown  [Nosema  bombycis] 

>Nosema|134285550|gb|AB069 725.1|  unknown  [Nosema  bombycis] 

>Nosema|1 34285549|gb|AB069724. 1 1  unknown  [Nosema  bombycis] 

>Nosema|134285548|gb|AB069723.1|  unknown  [Nosema  bombycis] 

>Nosema[134285547|gb|AB069722  1|  unknown  [Nosema  bombycis] 

>Nosema|134285546|gb|AB069721  1|  unknown  [Nosema  bombycis] 

>Nosema|1 34285544  )gb|ABO69720  1)  unknown  [Nosema  bombycis] 
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>Nosema|134205543|gb|ABO69719  1|  unkr>own  [Nosema  bombycis] 

>Nosema|134205542|gbjABO697 18.1 1  Sec6lbeta  [Nosema  bombycts] 

>Nosema|1 3420554 1|gb|AB0697 17.1|  unknown  (Nosema  bombycis] 

>Nose ma 1 13420 5540 |gb|ABO€97 16  1|  unknown  (Nosema  bombycis] 

>Nosema|134205539|gb|ABO69715  1]  unknown  [Nosema  bombycis] 

>Nosema|1 34205537 |gb|AB0697 14. 1|  unknown  [Nosema  bombycis] 

>Nosema|l34205536|gb|ABO69713.1|  Sec61  alpha  [Nosema  bombycis] 

>Nosema|156623046|dbj|BAF76326  1|  heal  shock  protein  70  [Nosema  bombycis] 

>Nosema|71 002697 |gb|AAZ23552.1|  beta-tubulin  [Nosema  plutellae] 

>Nosema|71O02695|gbj AAZ23551.il  beta-tubulin  [Nosema  sp  PX1] 

>Nosema|71082693|gb|AAZ23550.1|  alpha-tubulin  [Nosema  plutellae] 

>Nosema|71 002691  |gb|AAZ23549.1|  alpha-tubutm  |Nosema  sp  PXl  j 

>Nosema|1 19655559|gbjABL86149.1|  bela-tubulin  [Nosema  bombycis] 

>Nosema|  11 7622206 |gb|ABK51 307  1|  alpha-tubulin  [Nosema  bombycis] 

>Nosema|91170O32|gb|ABE27277  1|  unknown  [Nosema  bombycis] 

>Nosema|91 170031  |gb|ABE27276  1|  unknown  [Nosema  bombycis] 

>Nosemaj91 170O3O|gb|ABE27275  1|  unknown  [Nosema  bombycis] 

>Nosema|91 170O29|gb|ABE27274  1|  unknown  [Nosema  bombycis] 

>Nosema|91 170O20|gb|ABE27273  1|  unknown  |Nosema  bombycis] 

>Nosema|91178027|gb|ABE27272  1|  unknown  [Nosema  bombycis] 

>Nosema|91 170O25|gb|ABE27271.1|  unknown  [Nosema  bombycis] 

>Nosema|91 1 70O24|gb|ABE2727O  1|  unknown  [Nosema  bombycis] 

>Nosema|91 170O23|gb|ABE27269  1|  unknown  [Nosema  bombycis] 

>Nosema|91 178O22|gb|ABE27260.1|  unknown  [Nosema  bombycis] 

>Nosema|91 1 70021  |gb|ABE27267  1|  unknown  [Nosema  bombycis] 

>Nosema|91 170O2O|gb|ABE27266.1|  unknown  [Nosema  bombycis] 

>Nosema|91 170O19|gb|ABE27265.1|  unknown  [Nosema  bombycis] 

>Nosema|91 17001 0|gb|ABE27264  1|  unknown  [Nosema  bombycis] 

>Nosema]91 176531  |gb|ABE26655  1|  pol  potyprotem  [Nosema  bombycis] 

>Nosema|91 176529|gb|ABE26654  1|  pol  polyprotein  [Nosema  bombycis] 

>Nosemal91 176527|gb|ABE26653  1|  pol  polyprotein  [Nosema  bombycis] 

>Nosema|91 176525|gb|ABE26652.1|  pol  polyprotein  [Nosema  bombycis] 

>Nosema|91 176523|gb|ABE26651  1]  pol  polyprotein  |Nosema  bombycis] 

>Nosema|91 176521  |gb|ABE26650.1|  pol  polyprotein  [Nosema  bombycis] 

>Nosema|91 17651 9|9b|ABE26649  1]  pol  polyprotein  |Nosema  bombycis] 

>Nosema|91 176517|gb|ABE26640.1|  pol  polyprotein  [Nosema  bombycis) 

>Nosema|29691976|dbj|BAC75454  1]  putative  spore  surface  protein  [Nosema  bombycis] 

>Nosema|2969 1 974 |dbj|BAC7 5453  1|  putative  spore  surface  protein  [Nosema  bombycis] 

>Nosemaj29691972|dbj|BAC75452  1]  putative  spore  surface  protein  [Nosema  bombycis] 

>Nosema|29691970|dbj|BAC75451  1|  putative  spore  surface  protein  [Nosema  bombycis] 

>Nosema|29691960|dbj|BAC7545O.1|  putative  spore  surface  protein  (Nosema  bombycis] 

>Nosema|29691966|dbj|BAC75449  1|  putative  spore  surface  prolein  (Nosema  bombycis) 

>Nosema|7542623|gb|AAF63521.1|AF245270 1  surface-antigen  protein  P30  4  [Nosema  bombycis] 

>Nosema|1 20561 1 72|gb|ABM26901.1|  RNA  polymerase  II  largest  subuml  (Nosema  trichoplusiae] 

>Nosema|  12056 1 170fgb|ABM26980  1|  RNA  polymerase  II  largest  subuml  [Nosema  granulosis] 

>Nosema|120561 168|gb|ABM26979  1|  RNA  polymerase  II  largest  subunit  (Nosema  empoascae) 

>Nosema|  120561 166|gb|ABM26970  1|  RNA  polymerase  II  largest  subunit  [Nosema  bombycis] 

>Nosema|  120561 164|gb|ABM26977.1|  RNA  polymerase  II  largest  subunit  [Nosema  apis] 

>Nosema|1 1922O039lgbjABL6151O.il  beta-tubulin  [Nosema  sp.  BZ-2006e] 

>No$ema|11922O037|gb|ABL615O9  1 1  beta-tubulin  (Nosema  sp.  BZ-2006d] 

>Nosema|1 10574OOO|gb|ABLO6971  1|  beta-tubulin  [Nosema  sp  BZ-2006c] 

>Nosema|110573998|gb(ABLO697O  1)  beta-tubulin  [Nosema  sp  BZ-2006b] 

>Nosema|1 16874498 |gb|ABK3O092  1|  beta-tubulin  [Nosema  sp.  BZ-2006a] 

>Nosema|1 168744 96|gb)ABK3089 1.1 1  beta-lubulin  [Nosema  bombycis] 

>Nosema|1 1080865 1|gb|ABG91 164  1|  DNA-dependent  RNA  polymerase  II  largest  subunit  [Nosema  bombycis] 

>Nosema|1 10808649|gb|ABG91 163.1]  DNA-dependent  RNA  polymerase  II  largest  subunit  |Nosema  spodopterae] 

>Nosema|1 1O0O0647]gb|ABG91 162.1]  beta-tubulin  (Nosema  spodopterae] 

>Nosema|1 1Ol0O495|gb|ABG5440O  1]  beta-tubulin  [Nosema  bombycis] 

>Nosema|71036137|gb|AAZ42396  1|  alpha  tubulin  [Nosema  bombycis] 

>Nosema|71036135|gb|AAZ42395  1]  alpha  tubulin  [Nosema  spodopterae] 

>Nosema|71 08270 1  |gb| AAZ23554. 1 1  DNA-dependent  RNA  polymerase  II  larges*  subunit  [Nosema  plutellae] 

>Nosema|71082699|gb| AAZ23553.1|  DNA-dependent  RNA  polymerase  II  larges*  subunil  [Nosema  sp  PX1] 

>Nosema|1 32741 62|emb|CAC33859.1|  RNA  polymerase  II  largest  subunit  [Nosema  tynae] 

>Nosema]22775407|dbj|BAC15534.1|  elongation  factor  1  alpha  [Nosema  bombycis] 

>Nosema|14595977|gb|AAK68050.1|  DNA  repair  protein  (Nosema  bombycis] 

>Nosema]9651779|gb|AAF91269  1|  20S  proleasome  alpha  5  subunit  [Nosema  sp  ] 

>Nosema|37499120|gb|AAQ91617  1]  unknown  [Nosema  locustae] 

>Nosema|374991 19|gb|AAQ91616  1|  unknown  [Nosema  locustae] 

> Nosema |374991 10|gb|AAQ91615  1]  group  II  large  subunit  catalase  |Nosema  locustae] 

>Nosema|16755644|gb|AAL28057.1|AF406785 6  calmodulin-dependent  protein  kinase  (Nosema  locustae] 

>Nosema|16755643|gb|AAL20O56.1|AF4O6785 5  unknown  (Nosema  locustae] 

>Nosema|  1 6755642|gb| AAL28055. 1  |AF406785 4  pyruvate  dehydrogenase  El  beta  subunit  (Nosema  locuslae| 

>Nosema|1 6755641  |gb|AAL20O54.1  |AF406785 3  pyruvate  dehydrogenase  El  alpha  subunit  [Nosema  locustae] 

>Nosema|1675564O|gb|AAL20O53  1]AF406785_2  checkpoint  protein  kinase  (Nosema  locustae] 

A- 13 


>Nosema|16755639|9b|AAL28052  1|AF406785 1  unknown  [Nosema  locustae] 

>Nosema|6063008|9b|AAF03091.1|AF144035 1  transcription  initiation  factor  TFIID  [Nosema  locustae] 

>Nosema|2197028|gb|AAC47660  1|  mitochondnal-type  HSP70  (Nosema  locustae] 

>Nosema|2197027|gb|AAC47659  1[  unknown  [Nosema  locustae] 

> Nose ma|30088590|9b|AAN 351 61  1|  beta-tubulin  [Nosema  locustae] 

>Nosema|12083879|gb|AAG48935  1]AF190772 1  beta-tubulin  [Nosema  locustae] 

>Nosema|4092885|gb|AAD12605.1[  RNA  polymerase  II  largest  subunit  [Nosema  locustae] 

>Nosema|4079679|gb|AAD04234.1[  translation  initiation  factor  2  gamma  subunit  [Nosema  locustae] 

>Nosema|1755092|gb|AAC47419.1[  alpha-tubulin  [Nosema  locustae] 

>Nosema|2641235|gb|AAB86863  1[  actin  [Nosema  locustae] 

>Nosema|2245600|gb|AAB62549  1  [  glutamyl-tRNA  synthetase  [Nosema  locustae] 

>Nosema|2245598|gb|AAB62548  1[glutaminyl-tRNA  synthetase  [Nosema  locustae] 

>Nosema|51 85962 IlgblAAU1 1093.1)  unknown  [Antonospora  locustae] 

>Nosema|51859620|gb|AAU1 1092.1  [  unknown  [Antonospora  locustae] 

>Nosema|51 85961 9|gblAAU1 1091.1]  class-ll  photolyase  [Antonospora  locustae] 

>Nosema|51 85961 8|9b|AAU1 1090.1|  putative  hydrolase-like  protein  [Antonospora  locustae] 

>Nosema|50261965|9b|AAT72743  1|  translation  elongation  factor  2  [Antonospora  locustae] 

>Nosema|50261963|gb|AAT72742  1|  60S  ribosomal  protein  LlOa  [Antonospora  locustae] 

>Nosema|50261961|gb|AAT72741  1|  deoxyuridine  5' tnphosphate  nucleotidehydrolase  [Antonospora  locustae] 

>Nosemai47156903|gb|AAT  12296  1|  chromosome  segregation  protein  [Antonospora  locustae] 

> Nose ma |4 71 56902 |gb|AAT1 2295  1|  phospholipase  D  [Antonospora  locustae] 

>Nosema(471 56901  |gb|AAT  12294  1|  beta  transducin  repeat  containing  protein4ike  protein  [Antonospora  locustae] 

>Nosema|47156900|gb|AAT12293.1[  DNA  repair  helicase  RAD25  [Antonospora  locustae] 

>Nosema|47156899|gb|AAT12292.1[  hypothetical  protein  [Antonospora  locustae] 

>Nosema|42416977|gb|AAS16360  1|  translation  elongation  factor  1  alpha  [Antonospora  locustae] 

>Nosema|598336|gblAAC41564  1|  isoleucyl-tRNA  synthetase 

>Nosema|986926|gb!AAB12038  1|  beta-tubulin 

>Nosema 1 986924 |gb|AAB 12036. 1|  alpha-tubulin 

> Nosema [1 452396 17|ref|XP 00 1392455.1]  hypothetical  protein  An08g03390  [Aspergillus  niger] 

>Nosema|1 51 302943|gb|AAB54 170.2)  Hypothetical  protein  C44E4.2  [Caenorfiabditis  elegans] 

>Nosema|l34076966|emb|CAK45375  1|  unnamed  protein  product  [Aspergillus  niger] 

>Nosema|29691978|dbj|BAC75455.1|  putative  spore  surface  protein  [Microspondium  sp.  TB-2M-H] 
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APPENDIX  B 


RAW  DATA 


Header 

Description 

Sr.No 

Peptide  number 

File  Name 

Scan  number,  charge  value  (Z)  at  end  of  f/n 

(M+H) 

Parent  m/z  value  (MH+) 

AM 

(M+H)  -  M 

ACn 

Error 

XCorr 

Fitness  match;  numbers  >1 .5  are  significant 

Sp 

Highest  peak  in  given  spectra  (m/z) 

RSp 

Repeat  of  Sp 

Reference 

Organism 

No 

#  of  appearances 

Peptide 

Sequence 

AA 

Amino  acid  length 

ID# 

Gene  Bank  ID 

Protein 

Corresponding  protein 

PP 

Peptide  prophet  score 

Test  5  -  below  detection  limits 
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Test  6 

Sr  No 

Filt  Name 

(M*H| 

*M 

*Cn 

XCorr 

Sp 

RSp 

Reteraoca 

No 

Paptide 

AA 

ID# 

Protein 

PP 

50 

2007-09-04-14  3617  3617  2  out 

1790  9 

0  355 

0  62 

3  08 

665 

0 

Nosema 

1 

SYELPDGOVKlGSER 

16 

AA886863  1 

actm 

0  9914 

5 

2007-09-04-14  724  724  2  out 

858  5 

1  489 

0  05 

3  07 

404 

0 

live 

1 

ELKOLLK 

7 

NP  149920  1 

457L 

0  9624 

18 

2007-09-04  14  989  989  3  out 

1202  7 

0  085 

026 

2  74 

569 

0  693 

live 

1 

kFPTLEHNK 

10 

NP  149688  1 

225R 

0  9885 

77 

2007-09-04-14  4303  4303  3  out 

2431  3 

1  587 

0  48 

27 

805 

0 

live 

1 

L  YILAAJWETNHVTUNNL  MK 

22 

NP  149698  1 

235L 

0  9505 

62 

2007-09-04  14  4  904  4  904  3  out 

21102 

0  459 

0  35 

2  49 

405 

0 

live 

1 

FIL  E  VHLE  LL  KNVSLNTK 

18 

NP  1494&4  1 

021R 

0  9765 

35 

2007-09-04-14  5479  5479  3  out 

1538  7 

0  549 

0  27 

2  47 

863 

0 

Nosama 

1 

SM -GWGTGSPGTVfAVR 

18 

AAT12294  1 

beta  transducm  rapaat  containing  protem-lika 

1 

40 

2007-09  04  14  6205  6205  2  out 

16149 

0  932 

0  38 

2  47 

433 

0 

IIV6 

1 

'tilttkvqniniek 

14 

NP  149513  1 

05 0L 

0  9603 

28 

2007-09-04-14  4153  4153  2  out 

1490  8 

1  529 

0  38 

2  31 

505 

0 

IIV6 

1 

INVSVEFimiX 

13 

NP  149490  1 

3271 

0  9843 

89 

2007-09-04-14  3775  3775  3  out 

3097  5 

1  559 

0  59 

2  24 

197 

0 

Nosama 

1 

SlFDLFS  EM'KDHETFANE  L  YY  AAIAR 

27 

AAB54170  2 

Hypothetical  prote-n  C44E4  2 

0  9944 

11 

2007-09-04-14  5423  5423  2  out 

11156 

i  041 

0  45 

2  17 

616 

0 

IIV6 

1 

qtaagsgialvk 

12 

NP  149622  1 

1591 

0  9831 

21 

2007-09-04-14  1256  1256  3  out 

1223  6 

0  185 

0  33 

2  15 

317 

0 

Nosama 

1 

EQKILHGAANR 

11 

AB069713  1 

S«c61  alpha 

0  9935 

24 

2007-09-04-14  2568  2568  2  out 

1344  7 

1  525 

0  32 

2  15 

365 

0 

IIV6 

1 

iENENNLEEIK 

11 

NP  149776  1 

3 1 3L 

0  987 

36 

2007-09-04  14  2873  2873  2  out 

1592  8 

0  343 

04 

206 

3  22 

0 

i(V6 

1 

NYPTIQQEMKUK 

13 

NP  149675  1 

212L 

0  9962 

67 

2007-09-04-14  5358  5358  3  out 

2198  2 

1  189 

0  45 

2  02 

324 

0 

Nosama 

1 

LVGYSVRFENVSSENTRLK 

19 

AB069722  1 

unknown 

0  9914 

87 

2007-09-01  14  5438  5438  3  out 

2855  4 

0  341 

0  49 

1  99 

283 

0 

Nosama 

1 

NNYSDFVM'LLDTYQGWEKTlFIX 

24 

AB 06 9 7 22  1 

unknown 

0  9806 

55 

2007-09-04-14  3  34  9  334  9  3  out 

2014  1 

1  358 

0  33 

1  97 

217 

0 

ITV6 

1 

MEIHAFFLYLNOKRK 

16 

NP  1*9558  1 

395L 

0  9696 

22 

2007-09-04-14  3733  3733  2  out 

1268  6 

1  364 

0  36 

1  95 

546 

0 

IIV6 

1 

'OKMQ'YVEDK 

10 

NP  149676  1 

21 3R 

0  9973 

33 

2007-09-04-14  4201  420  1  2  out 

1532  9 

1  337 

0  42 

1  95 

302 

0 

live 

1 

EMLlQfTlMISLK 

13 

NP  149653  1 

190R 

0  9853 

1 

2007-09-04  14  6416  6416  2  out 

700  5 

0  575 

0  26 

1  94 

312 

0 

Nosama 

1 

VXDUK 

6 

ABM26  977  1 

RNA  polymerase  II  largest  subunit 

0  9968 

12 

2007-09-04-14  1157  1157  2  out 

11175 

1  593 

03 

1  93 

358 

0 

Nosama 

1 

NENMKYYR 

8 

AAB625-18  1 

glulaminyl-tRNA  synthatasa 

0  9797 

15 

2007-09-04-14  1114  1114  3  out 

11427 

0  564 

0  43 

1  93 

1057 

0 

IIV6 

1 

KDlAJSKVLR 

10 

NP  1494  85  1 

022L 

0  9844 

63 

2007-09-04  14  3844  3844  3  out 

21121 

1  784 

0  36 

1  88 

169 

0  693 

Noaama 

1 

iQYGEQEaPKEKTSFK 

18 

ABE  266  51  1 

pot  polyp* ot  am 

0  9608 

25 

2007-09-04-14  4453  4453  2  Out 

1457  9 

0  924 

0  46 

1  85 

264 

0 

No  sama|Nos  ema|Nosama|No  wmi 

5 

I1AQWSSITASLR 

14 

AA223550  1 

alpha-tubulin 

0  9952 

34 

2007-09-04-14  3188  3188  2  out 

1534  8 

1  462 

0  4 

1  83 

842 

0 

Noaama 

1 

MPFGLVNGPATFQR 

14 

ABE26655  1 

pot  potyprotem 

0  9746 

54 

2007-09-04-14  6362  6362  3  out 

2008  1 

1  786 

0  42 

1  83 

129 

1  099 

live 

1 

MNLKFIFPNVDTDINVK 

17 

NP  149597  1 

134L 

0  9872 

39 

2007-09-04  14  4588  4588  2  out 

1613 

1  217 

04 

1  82 

354 

0 

live 

1 

IWIGKAGTGKSTUR 

16 

NP  149538  1 

075L 

0  9849 

86 

2007-09-04  14  3804  3804  3  out 

2850  5 

1  122 

0  53 

1  82 

87 

2  197 

Nosama 

1 

VN^KNRVrrn-iQDNELWEVDUGR 

24 

ABE26654  1 

pol  polyp*  ot  am 

0  9924 

90 

2007-09-04  14  5868  5860  3  out 

3102  6 

0  667 

0  49 

1  81 

92 

0  693 

E3QCV 

1 

SGAftWVSE  NIL  QPADEllGPlLSLFGFSK 

29 

NP  620565  1 

structural  potyprotam 

0  9975 

19 

2007-09-04-14  3619  3619  2  out 

1205  7 

1  533 

0  37 

1  8 

390 

0 

live 

1 

VDVSTQTKTVK 

11 

NP  149655  1 

192R 

0  9797 

82 

2007-09-04-14  4478  4478  3  out 

2661  3 

1439 

0  47 

1  8 

141 

0 

live 

1 

M'ASE  SYIGL  SRQE  TYDLNlEWK 

24 

NP  149758  1 

295L 

0  9871 

2 

2007-09-04  14  2077  2077  1  out 

713  5 

0  808 

021 

1  79 

342 

0 

live 

1 

LINiLK 

6 

NP  149877  1 

414L 

7 

2007-09-04- 14  4255  4255  2  out 

994  4 

0  49 

0  39 

1  79 

156 

1  792 

KBV|KBV|KBV 

3 

MNNEALM'R 

9 

vp  308663  1 

VP  3 

0  9987i 

73 

2007-09-04  14  5278  5279  3  out 

2310  1 

0  828 

04 

1  78 

214 

0  693 

Nosama 

1 

TGELAVADLGCGRM'SERHVHR 

22 

AAT12294  1 

bata  transducm  rapaat  containing  protein-lika 

0  9981 

38 

2007-09-04-14  1187  1187  3  out 

1607  8 

1  26 

0  43 

1  77 

167 

1  386 

IIV6 

1 

NVLSWWSOPSMRR 

14 

NP  149790  1 

327R 

0  9736 

13 

2007-09-04  14  6012  6012  2  out 

1122  5 

0  867 

0  53 

1  76 

273 

0 

live 

1 

SLMGNCPSSVK 

11 

NP  149555  1 

D92R 

0  9784 

44 

2007-09-04  14  3880  3880  2  out 

1722  9 

0  507 

041 

1  74 

1% 

1  609 

live 

1 

MIENRLNFRLNFR 

13 

NP  149761  1 

298R 

0  9973 

75 

2007-09-04-14  4266  4266  3  out 

2344  1 

1  044 

041 

1  74 

187 

0  693 

Nosama 

1 

qreaytsclanlnvdmacltk 

21 

ABV48892  1 

hypothetical  spora  wall  protein 

0  9942 

88 

2007-09-04-14  5206  5206  3  out 

2956  4 

0  858 

0  43 

1  74 

159 

1  386 

Nosama 

1 

CEILM'VFSTMPPQDQELIFKKTNK 

25 

AB069722  1 

jnknown 

0  9646 

4 

2007-09-04-14  813  613  2  out 

8414 

0  617 

0  33 

1  71 

210 

0 

Nosema|Nosema|Noseme|Nosami 

5 

QNADHEK 

7 

AA223550  1 

alpha-tubulin 

0  9856 

16 

2007-09-04-14  1117  1117  3  out 

11565 

0  433 

0  38 

1  69 

212 

0  693 

KBVIKBV11APV11APV 

4 

camqtpyiqk 

10 

NP  851403  1 

non-structural  polyprotew 

0  9971 

74 

2007-09-04-14  5258  5258  3  out 

2340  3 

1  994 

0  37 

1  69 

163 

0 

IIV6 

1 

VIE  fYCNVQNTLPPLPAQL  sk 

21 

NP  149485  1 

022L 

0  9679 

32 

2007-09-04-14  1855  1855  3  out 

1526  8 

0  38 

0  37 

1  68 

149 

0  693 

live 

1 

LKQLQVM-IEFWK 

14 

NP  149504  1 

341L 

0  9686 

30 

2007-09-04-14  4  636  4636  3  out 

1515  8 

0  703 

0  49 

1  66 

564 

0 

live 

1 

MFQSSW1ILLYK 

12 

NP  149535  1 

372R 

0  9855 

71 

2007-09-04-14  4166  4166  3  out 

2270 

1  362 

0  52 

1  66 

169 

0 

Nosama 

1 

N1VSCSADGAPNM*M*GKKNGCLK 

24 

ABE27267  1 

jnknown 

0  9612 

6 

2007-09-04-14  3235  3235  2  out 

880  5 

1  482 

0  39 

1  65 

286 

0  693 

live 

1 

NFVKMNK 

7 

NP  V9902  1 

4391 

0  9629 

61 

2007-09-04-14  4939  4939  3  out 

2107  1 

1  538 

044 

1  65 

147 

0  693 

live 

1 

E  dvsntlkklgfsgtvingk 

20 

NP  149639  1 

176R 

0  9938 

37 

2007-09-04  14  2887  2887  3  out 

1601  8 

0  291 

043 

1  63 

178 

0 

Nosama 

1 

VNSADSFMtNGRYK 

14 

ABV48897  1 

hypothetical  spora  wall  protam 

0  9741 

92 

2007  09  04  14  6289  6289  3  out 

3420  6 

0  467 

0  56 

1  62 

67 

1  609 

Nosama 

1 

dyeqllqfhmatmvdndlsgqpqalqksg 

30 

ABM26977  1 

RNA  potymerasa  It  largest  subunit 

0  9939 

78 

2007-09-04-14  2992  2992  3  out 

2534  4 

0  97 

04 

1  61 

92 

0  693 

Nosama 

1 

NPM'OTVOTISVOVPVHK  IGAIKR 

24 

AAC47659  1 

unknown 

0  9859 

17 

2007-09-04-14  3222  32 22  2  out 

1160  6 

1  411 

0  39 

16 

380 

0 

KBVIKBV 

2 

rrVENALGESK 

11 

NP  851403  1 

non-structural  potyprotam 

0  9%  8 

26 

2007-09  04-14  1544  1544  2  out 

1475  7 

0  987 

0  55 

16 

114 

0  693 

Nosama 

1 

AAELASENDTWR 

13 

ABE26655  1 

pot  potyprotam 

0  9892 

43 

2007-09-04  14  2604  2604  2  out 

17199 

0  303 

041 

1  59 

305 

0 

ABPV 

1 

NVTMQINSKKNNSNK 

15 

NP  066242  1 

capsid  protam 

0  9963 

66 

2007-09-04-14  4  540  4540  2  out 

2173  1 

0  752 

0  49 

1  59 

117 

0 

Nosama 

1 

VKILTAYHIETGHGSASNM'K 

21 

ABE26653  1 

pot  potyprotam 

0  9978 

3 

2007-09-04  14  2480  2480  2  out 

7361 

0  021 

0  38 

1  57 

274 

0 

llV6 

1 

IIIIHK 

6 

NP  149680  1 

217L 

0  9987 

8 

2007-09-04-14  2387  2387  2  out 

1016  5 

1  244 

0  42 

1  56 

255 

0 

live 

1 

FMKNFQSK 

8 

NP  149843  1 

38  OR 

0  9807 

31 

2007-09-04-14  1272  1272  3  out 

1524  7 

0  039 

04 

1  56 

158 

0  693 

live 

1 

FLHEKMFDQSDK 

12 

NP  149891  1 

4281 

0  985 

27 

2007.09-45-14  3004  30 04  2  out 

1485  9 

0  269 

0  4 

1  55 

339 

0 

Nosama 

1 

iSRRLTFIPLNR 

12 

AAT12296  1 

chromosome  segregation  protein 

0  9833 

47 

20074944-14  5233  5233  2  out 

1773  9 

1  515 

044 

1  55 

66 

0 

Nosama 

1 

VFFEVFGEV1DGFIR 

15 

AB069729  1 

unknown 

0  9892 

53 

20074  9  44-14  5287  5287  3  out 

1996 

1  397 

0  42 

1  55 

200 

0  693 

Nosama 

1 

ptlesvnnsleylfitr 

17 

AB069722  1 

jnknown 

0  9853 

81 

200  7  4  9  44-14  5  778  577  8  3  out 

2653  4 

1  582 

0  39 

1  54 

106 

0 

IIV6 

1 

UADPQFRQALLNTAGSSIM-YLSK 

25 

NP  149618  1 

155L 

0  9778 

41 

200749-04  14  5224  5224  3  out 

16178 

0  271 

054 

1  53 

97 

2  639 

KBV 

1 

SlFNGPM'DFStAFR 

15 

AAU 10093  1 

nonatructural  protein 

0  9611 

58 

20074944-14  5179  5179  3  out 

2070  1 

0  829 

0  48 

1  53 

94 

0  693 

Nosama 

1 

mVLKWIYKCMNTTSR 

17 

ABV48890  1 

hypothetical  spora  wall  protam 

0  9906 

83 

200  7  4  9  04- 14  4  800  4  800  3  out 

2676  6 

0  19 

041 

1  53 

145 

0 

IIV6 

1 

NVLfTGlAVTGVAVlLFLLLM'FKSK 

26 

NP  149800  1 

3371 

0  9797 

29 

2007  49-04-14  3671  3671  2  out 

1513 

1  126 

0  46 

1  52 

119 

0 

IIV6 

1 

LILtASLVULFGK 

14 

NP  149676  1 

21 3R 

0  9812 

42 

200749-04-14  2812  2812  3  out 

1638  8 

1  015 

0  48 

1  51 

224 

0 

live 

1 

WAISFFSQTSYIIK 

15 

NP  1494  89  1 

326R 

0  9935 

52 

200  7  49-04-14  4  062  4  062  2  out 

1926 

0  487 

061 

1  51 

84 

0 

live 

1 

LDSYSLNFVAKHFtGSK 

17 

NP  149500  1 

037L 

0  997 

B-2 


Test  7 

Sr  No 

F  ile  Name 

(M*H) 

*Cn 

XC0ft 

Sp 

RSp 

Reference 

No 

PeptKJe 

AA 

ID« 

Protein 

PP 

31 

2007-09-04-15  3105  3105  3  out 

1515  7 

0  939 

0  68 

3  65 

1233 

0 

Nosema 

1 

PWHHTFYNELR 

11 

AAB86863  1 

actin 

0  9918 

54 

2007-09-04-15  '  04  8  4  04  8  2  out 

1790  9 

0  287 

0  58 

3  11 

715 

0 

Nosema 

1 

SYELPDGOVPKIGSER 

16 

AAB86863  1 

actm 

0  995 

17 

2007-09-04-15  1119  11 19  2  out 

1171  6 

0  386 

0  71 

2  75 

765 

0 

Ncaema 

1 

HKGVMVGMGQK 

11 

AAB86863  1 

actin 

0  9845 

75 

2007-09  04  1  5  686  3  686  3  3  out 

2232  1 

1  %1 

0  58 

26 

380 

0 

Nosema 

1 

IDDFNRKIDEIASIDPDQK 

19 

AAT72743  1 

translation  elongation  factor  2 

0  9599 

41 

2007-09-04-15  6232  6233  2  out 

1614  9 

0  481 

0  31 

2  51 

6% 

0 

HV6 

1 

til^tkvqnpniek 

14 

NP  1495  1  3  1 

050L 

0  95  75 

73 

2007-09-04  15  2704  2704  3  out 

2190  1 

0  678 

034 

2  27 

334 

0  693 

Nosema 

1 

TVGATOGGF IHII ANDF  GSER 

21 

ABM26977  1 

RNA  polymerase  It  largest  subunit 

0  9944 

22 

2007-09-04-15  2782  2782  2  out 

1344  7 

1  444 

031 

2  25 

330 

0  693 

IPV6 

1 

IENENNLEEIK 

11 

NP  149776  1 

313L 

0  9731 

33 

2007-09-04-15  '534  1534  2  out 

15219 

0  158 

0  39 

215 

173 

0 

IPV6 

1 

MNKNGFVKIVLMK 

13 

NP  149866  1 

4031 

1 

52 

2007-09  04-15  4081  4081  3  out 

1750  9 

1  492 

0  39 

2  12 

812 

0 

live 

1 

DE0TFKTAJLEDLK 

15 

NP  149685  1 

122R 

0  9825 

56 

2007-09-04-15  3569  3569  3  out 

1826 

0  565 

0  39 

2  12 

483 

0 

DWV 

1 

PEMDRILNLAEGUNK 

16 

A8B36638  1 

polyprotem 

0  9535 

14 

2007-09-04  15  917  917  3  out 

1142  7 

0  538 

0  37 

2  08 

1273 

0 

IPV6 

1 

KDIAJSKVLR 

10 

NP  149485  1 

0221 

0  9858 

65 

2007-09-04-15  7140  7140  3  out 

2028 

1  015 

0  31 

2  07 

168 

0 

IPV6 

1 

LSFIHNDiHf  DNVIICK 

17 

NP  149561  1 

098R 

0  988 

70 

2007-09-04  15  6889  6889  3  out 

2108  9 

1  581 

0  37 

2  05 

152 

1  946 

Noaema 

1 

TKTVCEGE  VMEE  GHTGCGNK 

20 

ABM26979  1 

RNA  polymerase  II  largest  aubunrt 

0  9646 

66 

2007-09-04  15  5857  5857  3  out 

2029 

0  757 

0  43 

203 

558 

0 

Nosema 

1 

F  NVKYIKGEDNIADGCSR 

18 

ABE  2665 3 

pot  polv-protem 

0  9707 

68 

2007-09-04-15  4753  4753  3  out 

2095 

1  632 

0  37 

2  03 

16J1 

0 

Nosema 

1 

KDFTIGVIRESNSPWCSR 

18 

ABE26653 1 

pol  potyprotem 

0  9846 

6 

2007-09  04-15  2014  2014  2  out 

%1  4 

0498 

0  33 

201 

249 

0  693 

SV|SV 

2 

EASPNSDGGK 

10 

NP  CM937I  1 

potyprotem 

0  9%1 

78 

2007-09-04  1 5  5765  5765  2  out 

2265  2 

0  793 

0  57 

2  01 

86 

0 

svtsvisv 

3 

TSVSTlCNMLGKWTPERAMK 

21 

NP  049374  1 

potyprotem 

0  951 

23 

2007  09-04-15  5874  58^4  2  out 

1377  7 

1  459 

0  34 

2 

111 

0  693 

IPV6 

1 

NENNSVGRTQMK 

12 

NP  149530  1 

067R 

0  9937 

44 

2007-09-04  15  4121  4121  2  out 

1699  9 

0  274 

0  33 

2 

158 

0 

DWV 

1 

agfplsslkppgtsgkr 

17 

ABC95164  1 

potyprotem 

0  9953 

94 

2007-09-04-15  6496  64  %  3  out 

2902  2 

1  056 

0  46 

1  99 

116 

1  386 

IPV6 

1 

ITNF  SQDC  VM  *VE  vF  CKDOE  WDEK 

25 

NP  149886  1 

423L 

0  9912 

34 

2007  09-04-15  1785  1785  3  out 

1549  8 

0  203 

0  39 

1  % 

194 

1  099 

IPV6 

1 

NFNNGPEPKELYK 

13 

NP  149900  1 

437L 

0  9595 

9 

2007-0*64-15  2689  2689  2  out 

1049  5 

1  401 

0  32 

1  93 

3% 

0 

IPV6 

1 

VWEELKER 

9 

NP  149750  1 

287R 

0  9823 

53 

2007-09-04  15  4271  4271  3  out 

1752 

1  233 

C  38 

1  92 

171 

2  303 

KBV|KBVlKBVfKBV)KBV  KBV 

6 

TAANGIERIPVLGEIAK 

17 

ABN49472  1 

VP4  protein 

0  9645 

83 

2007-0*64-15  4092  4092  3  out 

2415  2 

0  19 

044 

1  92 

133 

1  946 

Nosema 

1 

SNWOSGYEVTDllLPDGFM*VK 

22 

ABE26653 

poP  polyprotem 

0  9534 

20 

2007-09-04  15  ’528  1528  3  out 

1236  6 

1  687 

04 

1  91 

189 

0  693 

BQCV 

1 

egntvm-lesik 

12 

NP  620564  1 

nonstuiClural  polyprotem 

0  9701 

30 

2007-09-04-15  4344  4  344  2  out 

1495  8 

1  807 

0  38 

1  91 

389 

0  693 

IPV6 

1 

TKSVSlVYEDlNK 

13 

NP  149848  1 

3851 

0  9683 

42 

2007  09  04-15  2037  2037  3  out 

1640  8 

0  903 

0  37 

1  91 

112 

1  386 

tAPVJIAPV 

2 

YVLDOQNSQKYVR 

13 

YP  001040003  1 

structural  polyprotem 

0  9767 

77 

2007-09-04-15  6211  6211  3  out 

2256  1 

0  435 

041 

1  89 

135 

0  693 

MSCLT 

1 

QTLMFSATPDEVHHlARR 

19 

ABQ%192  1 

vita 

0  9536 

79 

2007-09-04  15  5201  5201  3  out 

2300  1 

0  688 

0  37 

1  89 

218 

1  609 

live 

1 

WIIMNSDOFKDSILM’LNTX 

20 

NP  14%11  1 

148R 

0  9548 

27 

2007-09-04-15  3922  3922  2  out 

1437  7 

0  878 

0  42 

1  85 

262 

0 

irv6 

1 

MTTNQIMASPWGK 

13 

NP  149891  1 

428L 

0  998 

21 

2007-09-04-15  6336  6  3  36  2  out 

1326  7 

0  865 

0  34 

1  83 

262 

0  693 

IPV6 

1 

MLNFFSPTELK 

11 

NP  149642  1 

179R 

0  %99 

67 

2007-09-04-15  5737  5737  3  out 

2035 

0  272 

0  38 

1  B 

279 

0  693 

Nosema 

1 

EYVASYAE  LTSPFFGLLK 

18 

ABE  26653  1 

pol  polyprotem 

0  9763 

88 

2007-09-04  15  6029  6029  3  out 

25%  4 

1  974 

043 

1  8 

168 

0 

DWV|DWV|DWVOWV|DWV|Kakjgc 

8 

VPCGIP  SGSPnTXLNTlSNCLL  IR 

25 

ABM64819  1 

potyprotem 

1 

100 

20076964-15  4174  4174  3  out 

3097  5 

1  285 

0  51 

1  8 

188 

0 

Nosema 

i 

SlFDLFSEWKOHETFANElYYAAiAR 

27 

AAB54  1  70  2 

Hypothetcal  protem  C44E4  2 

0  955 

15 

2007-0944-15  6309  6  309  2  out 

1153  7 

0  46 

0  35 

1  77 

191 

0 

IPV6 

i 

LDPQLTLIIK 

10 

NP  14%20  1 

157L 

0  9897 

90 

2007-0944-15  4221  4221  3  out 

2634  5 

1  789 

0  4 

1  77 

113 

1  609 

IPV6 

i 

IDTIPKU.EYM'WSuFPNIIAIK 

23 

NP  149672  1 

209R 

0  9943 

92 

2007  094)4  15  4501  4501  3  out 

2706  4 

0  484 

044 

177 

95 

0 

Nosema 

i 

ISGE  E ICTSM’  EPRl  WK  PVGSL  VSR 

25 

AAB54  1  7  0  2 

Hypotbet  cal  protem  C44E4  2 

0  9948 

24 

200  7  4  9  44-15  6721  6721  2  out 

1405  8 

1  152 

0  37 

1  76 

1% 

0 

IPV6 

i 

kdiknsfmpwk 

12 

NP  149647  1 

184R 

0  9899 

1 

2007-0944  15  2895  2895  2  out 

700  5 

044 

0  3 

175 

356 

0 

Nosema 

i 

VXD1IK 

6 

ABM26977  1 

RNA  polymerase  H  largest  subunit 

0  9958 

10 

2007-0944-15  6297  6297  2  out 

1076  6 

1  346 

0  36 

1  74 

355 

0 

IPV6 

i 

GAVKSIOMDK 

10 

NP  14%72  1 

209R 

0  9695 

87 

20074  9  04-15  2%3  2%3  3  out 

2541  2 

1  107 

0  37 

1  74 

176 

0 

Noaema 

i 

NKFHLTSFSSGCDLQKEVECLR 

22 

ABV48890  1 

hypothetical  spore  wall  protem 

0  9717 

48 

2007-0944  15  3379  3379  3  out 

1717  1 

1  633 

0  47 

1  73 

210 

1  386 

IPV6 

i 

PHtPPFTKiiL  SILK 

15 

NP  149895  1 

432R 

0  9645" 

49 

2007-0*04  15  4353  4353  2  out 

1722  9 

0  251 

0  44 

1  73 

226 

0 

IPV6 

i 

mienrlnfrlnfr 

13 

NP  149761  1 

298R 

0  9847 

46 

200749-04-15  839  839  3  out 

1715  9 

0  298 

0  53 

1  72 

134 

0  693 

IPV6 

i 

ivenlylgniqngir 

15 

NP  149586  1 

123R 

0  9714 

84 

20074  9-44-15  4692  4692  3  out 

2515  2 

1  711 

0  38 

1  71 

108 

1  386 

Nosema 

i 

efemalpidsaytarm\raasr 

23 

AAT12295  1 

phospholipase  D 

0  9719 

28 

2007-0944  15  6108  6108  2  out 

1453  8 

1  033 

0  39 

1  7 

235 

0 

irv6 

i 

LDlAVE  DRAPKVK 

13 

NP  149851  1 

388R 

0  9939 

12 

2007  49-04  15  4018  4  018  2  out 

1102  7 

0  298 

0  5 

1  69 

627 

0 

Nosema 

i 

PLKSIILYR 

9 

AB069724  1 

unknown 

0  9934 

32 

20074  944-15  2715  2715  2  out 

15198 

1  77 

0  39 

1  69 

376 

0 

No$«ma|Nosema|Nosem»]Nosema|N 

7 

AME  0  ATVRLDG  $  VR 

14 

ABM26981  1 

RP4A  polymerase  H  largesl  aubunrl 

0  9727 

61 

200749-04  15  6811  681’  2  out 

1947  8 

1  518 

051 

1  69 

106 

0 

Nosema 

1 

fneqcgrem-evlmsmk 

17 

A8V48900  1 

hypothetical  spore  wall  protem 

0  9594 

35 

200749-04-15  7574  7574  3  out 

1559  8 

1  454 

0  38 

1  67 

412 

0 

irv6 

1 

wdetqqllykfk 

13 

NP  149668  1 

205R 

0  9588 

5 

2007-0*04  15  3489  3489  2  out 

880  5 

1  47 

044 

1  65 

285 

0 

IPV6 

1 

nfvkmnk 

7 

NP  149902  1 

4  391 

0  9531 

28 

20074*04-15  7500  7500  3  out 

1407  7 

0  803 

0  41 

1  64 

225 

1  099 

ABPV 

1 

INTPM  *AQDT  SSAR 

14 

NP  066242  1 

capsid  protem 

0  9576 

11 

200  7  49-04-15  ’999  1999  2  out 

1078  6 

0401 

034 

1  63 

236 

0 

Nosema 

1 

reontkfr 

8 

AAL280S7  1 

AF406785  6  calmodulin-dependent  protem 

0  9975 

93 

2007-09  04  15  6079  6079  3  out 

2855  4 

0  243 

051 

1  63 

92 

0  693 

Nosema 

1 

NNYSDFVM’LLD'YQGWEKTLFDK 

24 

AB 069722  1 

unknown 

0  9664 

98 

20074*04-15  4499  4499  3  out 

3019  5 

0  255 

0  46 

1  63 

120 

0  693 

IPV6 

1 

FDSNSJSPGTEFMHNIGRYIDIHIKK 

26 

NP  149475  1 

0121 

0  9899 

40 

20074*04  15  5298  5298  2  out 

1613 

1  15 

04 

1  6 

279 

0 

IPV6 

1 

IWIGKAGT  GKSHIR 

16 

NP  149538  1 

0751 

0  9884 

46 

20074*04  15  4071  4071  2  out 

17129 

0  545 

0  46 

1  6 

82 

1  946 

IPV6 

1 

QAwLNTAGSSWYlSK 

17 

NP  149518  1 

155L 

0  9706 

16 

2007  09  04  15  875  875  3  out 

1165  6 

1  476 

0  35 

1  58 

243 

0 

Nosema 

1 

KENNEYQIK 

9 

ABV48894  1 

hypothetic al  spore  wall  protem 

0  9719 

43 

20074*04  15  424  5  4245  3  out 

1671 

1  246 

C  41 

1  58 

316 

0  693 

Nosema 

1 

RSVUNG'XQWDNK 

15 

ABE26650  1 

pot  polyprotem 

0  9928 

2 

20074*04-15  1823  1823  2  out 

736  5 

0  34 

0  36 

1  57 

198 

0 

irv6 

1 

HIIHK 

6 

NP  14%80  1 

217L 

0  9539 

8 

20074*04  15  2284  2254  2  out 

1016  5 

1  231 

0  46 

1  57 

251 

0 

IPV6 

1 

FMKNFDSK 

8 

NP  14  984  3  1 

380R 

0  991 

62 

200749-04-15  4825  4825  2  out 

1%6  1 

1  494 

041 

1  57 

146 

0 

IPV6 

1 

SQF  IKl  VSPVDHEGHTR 

17 

NP  149687  1 

224L 

0  9663 

3 

20074*04  15  2531  2531  2  out 

805  4 

0  259 

0  37 

1  56 

200 

0 

IPV6 

1 

TVDOTVR 

7 

NP  149572  1 

209R 

0  9977 

29 

20074*04  15  3382  3382  2  out 

1485  9 

0  131 

0  52 

156 

505 

0 

Nosema 

1 

ISRRLTFIPINR 

12 

AAT122%  1 

chromosome  segregation  protem 

0  9  T  37 ' 

19 

20074*04  15  1930  1930  2  out 

1199  7 

1  982 

0  45 

1  55 

558 

0 

irve 

1 

KVNIQNKDPK 

10 

NP  149674  1 

21  IL 

0  9979 

97 

20074  944-15  4985  4985  3  out 

2987  5 

0  537 

0  54 

1  55 

24 

3  219 

IPV6 

1 

SIISCWIPNMTWSSLNlF  nqnisyr 

25 

NP  149742  1 

279ft 

0  9764 

81 

2007  09-04  15  4897  4897  2  out 

2337  3 

0  848 

0  49 

1  53 

88 

0 

Noaema 

1 

IE  IL  GNHIE  DGKLKIDTTSLK 

21 

ABE26651  i 

pol  polyprotem 

1 

80 

2007-09-44-15  55%  5596  2  out 

2304 

0  462 

0  52 

1  52 

267 

0 

IPV6 

1 

TSLEYOEFM*EM*FM*VEKVK 

21 

NP  14%  12  1 

149L 

0  97991 

99 

200749-04  15  5639  5639  3  out 

304  1  5 

1  108 

041 

1  52 

164 

0 

Nosema 

1 

QKGTGKECVLEAVSL  SSPAVSPME  STF  SR 

29 

AB069727  1 

unknown 

0  9797 

7 

20074*04-15  3259  3259  2  out 

999  5" 

1  293 

044 

1  51 

318 

0  693 

IPV6 

1 

PSDIPDTVR 

9 

NP  149901  1 

438L 

0  9973 

82 

2007-09-04  15  4889  -  889  2  out 

2367  2 

0  448 

0  48 

1  5 

125 

0  693 

Nosema 

1 

ElSTRDtSQlNIPY'YNOGR 

20 

BAF76326  1 

heat  shock  protem  70 

1 

B-3 


Test  6 


Sr  No 

File  N*m* 

(M+H) 

*Cn 

XCon 

Sp 

RSp 

Referent* 

No 

Pept-de 

AA 

ID# 

Protein 

PP 

39 

2007-09-04-16  2749  2749  3  out 

1515  7 

0  503 

0  71 

3  33 

1232 

0 

Noseme 

1 

IWHFTFYNElR 

11 

AA886863  1 

eclm 

0  9843 

19 

2007-09-04  16  1653  1653  2  out 

1171  6 

0  37 

0  69 

3  14 

862 

0 

Nosema 

1 

HKGVMVGMGQK 

11 

AAB86863  1 

ectm 

0  9569 

63 

2007-09-04-16  34  97  3497  2  out 

1790  9 

1  197 

0  63 

3  08 

604 

0 

Noseme 

1 

SYE  LPDGQ  V1KK3SE  R 

16 

AAB86863  1 

eclm 

0  9958 

32 

2007-09-04  16  4168  4168  2  out 

1457  9 

0  091 

0  63 

27 

620 

0 

Nos#me|Nos*me|Nos*m*|Nosem*|Nos*mi 

5 

IIAQWSSITASLR 

14 

AAZ23550  1 

alpha  tubulin 

1 

56 

2007-09-04-16  5481  5461  3  out 

1723  9 

1  516 

03 

241 

537 

0 

BOCV1BGCV 

2 

LDtAQWOTETKEAK 

15 

UP  620565  1 

struct  urel  potyprotem 

0  9869, 

61 

2007-09-04  16  2656  2656  3  oul 

1755  e 

1  619 

0  44| 

2  39 

953 

0 

VDV1JVDV1 

2 

RSSLEC  Q  Y1EPSTSR 

15 

YP  145791  1 

polyprotein 

0  95581 

80 

2007-09-04-16  4145  4145  3  oul 

2440  2 

0  085 

0  37 

2  36 

316 

0 

live 

1 

VlPFESTFKDStDOlSLEEQK 

21 

NP  149647  1 

184R 

0  9966 

27 

2007-09-04  16  2384  2384  2  oul 

1344  7 

1  294 

0  37 

2  34 

356 

0 

live 

1 

ienennleeik 

11 

NP  149776  1 

3131 

1 

11 

2007-09-04-16  1018  1016  2  om 

1077  5 

1  876 

0  23 

2  25 

450 

0 

Nos#m*|Nos*ma!Noseme 

3 

'REEYPGR 

e 

AAN35161  1 

beta-tubulm 

0  9515 

70 

2007-09-04  -16  3106  3106  3  om 

1%2 

1  031 

0  45 

222 

315 

0 

Nosem* 

1 

EEQASNLTDKTDGLERR 

17 

ABE26660  1 

pol  polyprotem 

0  9991 

14 

2007  09-04  16  6206  6206  2  om 

11156 

0  24 

0  39 

2  19 

678 

0 

IIV6 

1 

QTAAGSGIAL  VK 

12 

NP  14%22  1 

15% 

0  %07 

69 

2007-09-04-16  5432  5432  3  om 

3071  3 

1  133 

0  57 

2  19 

122 

1  792 

live 

1 

SEWENNFTYAGNNtGCTKE  M*E  SOM'IR 

28 

NP  149492  1 

029R 

0  9843 

20 

2007-09-04-16  1506  1506  3  om 

1191  6 

1  143 

04 

2  16 

410 

0 

lfV6 

1 

CIM'AVYGKYK 

11 

NP  14%35  1 

1721 

0  984 

46 

2007-09-04-16  5303  5303  2  om 

1614  9 

0  399 

0  34 

2  15 

556 

0 

HV6 

1 

niTTKVONINlEK 

14 

NP  149513  1 

0501 

0  9591 

68 

2007-09-04  16  3440  3440  3  om 

1956  1 

0  397 

0  35 

2  13 

252 

0 

lfV6 

t 

FPU.F’YGFKNNIKINK 

16 

NP  149571  1 

108R 

0  9848 

34 

2007-09-04-16  5595  5595  2  om 

1492  9 

1  9% 

0  34 

2  11 

2% 

0  693 

Noseme 

1 

VIDNRHLGSIKcK 

13 

BAF76326  1 

heat  shock  protein  70 

0  985 

90 

2007-09-04-16  5469  5469  3  out 

3105  6 

0  827 

0  47 

2  1 

141 

0 

DVVVIDWV|DWV.DVW]DWV)DWV|K»kugol 

9 

IFSlSPVQmPFRQYYLDFM-ASYR 

26 

ABQ16545  1 

polyprotem 

0  %22 

2 

2007-09-04  16  730  730  2  out 

862  5 

1  078 

0  23 

2  07 

374 

0 

Noseme 

1 

KNKMTLK 

7 

AB069713  1 

Sec€1apha 

0  9932 

26 

2007-09-04  16  6136  6136  2  om 

1285  7 

0  172 

0  3 

2  05 

827 

0 

IIV6 

1 

EAQKlEKSGNR 

11 

NP  14%12  1 

14% 

0  9665 

ee 

2007-09-04  16  3872  3872  3  om 

2966  5 

1  485 

0  36 

2  05 

109 

0  693 

live 

1 

F  !YQ  SAFFVGIDENNSH3CH.M-SYK 

27 

NP  14%58  1 

1951 

0  976 

41 

2007-09-04  16  5245  5245  3  om 

1538  7 

1  98 

0  39 

201 

695 

0 

Noseme 

1 

SWGWGTGSPGTM-AVR 

18 

AAT 12294  1 

bete  transducm  repeat  contemmo  protem-6 

0  984 

61 

2007-09-04  16  6020  6020  3  om 

2476  3 

1  766 

0  51 

201 

224 

0 

live 

1 

LNQSM'l.LAJKDEE  LE  SEKEK 

22 

NP  149883  1 

420R 

0  9664 

51 

2007-09-04-16  3843  3843  2  om 

1677  9 

1  393 

0  36 

2 

79 

2  079 

l(V6 

1 

GPC^DMVKKALGYSLK 

16 

NP  149851  1 

388R 

0  9942 

1 

2007-09-04  16  1128  1128  2  om 

800  5 

0  745 

03 

1  99 

505 

0 

Noseme 

1 

RlDtAGR 

7 

AAB 86863  1 

act  in 

0  9874 

16 

2007-09-04  16  1276  1276  3  om 

1142  7 

0  056 

0  31 

1  98 

672 

3 

l(V6 

1 

KDIAISKVIR 

10 

NP  149465  1 

0221 

0  9704 

24 

2007-09-04  16  5993  5993  2  om 

1227  7 

1403 

0  36 

1  97 

343 

0 

l(V6 

1 

KLDEIRNlAR 

10 

NP  14%95  1 

232R 

0  9964 

36 

2007-09-04  16  1594  1594  3  om 

1502  9 

1  685 

0  43 

1  % 

305 

0 

l(V6 

1 

QIDRMV1QFKPK 

12 

NP  149475  1 

0121 

0  9794 

44 

2007-09-04-16  3320  3320  2  om 

1607  8 

0  76 

0  36 

1  % 

217 

0 

Noseme 

1 

FlPNCSSLMEPtTR 

14 

ABE26652  1 

pol  potyprotem 

0  9831 

23 

2007-0904  16  6147  6147  2  om 

1205  7 

0  664 

0  36 

1  95 

461 

0 

l(V6 

1 

VDVSTQTKTVK 

11 

NP  14%55  1 

192R 

0  9727 

72 

2007-0904  16  4220  4220  2  oul 

2026  1 

0  037 

0  45 

1  94 

128 

0 

SV 

1 

TAEGTIWVRKVfTSYSSK 

18 

AAT45735  1 

structural  polyprotem 

0  994 

65 

2007-09-04  16  3824  3824  3  out 

2636  4 

0  679 

0  35 

1  92 

173 

0 

Noseme 

1 

NTNRSVTF IIKGELOMC  SV1NIR 

23 

ABE27273  1 

unknown 

1 

5 

2007  0904-16  1319  13192  om 

892  5 

0  837 

0  34 

1  9 

183 

0 

l(V6 

1 

ETVGVLFK 

e 

NP  149770 1 

3071 

0  9901 

83 

2007-09-04  16  3991  3991  3  om 

2569  1 

1  091 

0  42 

1  89 

217 

3 

l(V6 

1 

tgepyicfidtcnkhm-yqfqk 

22 

NP  149548  1 

085L 

0  9791 

67 

2007  09-04-16  54  51  5451  3  om 

2939  4 

0  362 

0  37 

1  89 

176 

0 

IIV6 

1 

ME  MNQKTAF  MGINIKDE  GPSNVMIIK 

26 

NP  149674  1 

2111 

0  9744 

4 

2007-0904  16  1302  1302  2  om 

862  5 

1  477 

0  43 

1  ee 

26  2 

0 

l(V6 

1 

KFEtFAK 

7 

NP  14%811 

218R 

0  988 

35 

2007-09-04  16  3256  3256  3  om 

14%  9 

0  034 

0  38 

i  ee 

69 

1  792 

l(V6)IIV6lltV6|l(V6 

4 

MAPAATVGAVATLPVK 

16 

NP  149912  1 

44% 

0  984 

52 

2007-0904-16  3500  3500  3  om 

1685  9 

1  855 

0  34 

1  65 

336 

0 

l(V6 

1 

mchlrfkifylsk 

13 

NP  149711  1 

248R 

1 

25 

2007-09-04  16  2943  2943  2  om 

1236  6 

0  %l 

0  37 

1  84 

139 

1  386 

Nosama 

1 

EWAQKAGEKTK 

12 

AAU11092  1 

unknown 

0  9774 

73 

2007-09-04  16  4537  4  638  3  om 

2029 

0611 

0  35 

1  83 

506 

0 

Noseme 

1 

F  NVKYIKGE  DNIADGCSR 

18 

ASE26653  1 

pol  potyprotem 

0  9816 

69 

2007  09  04  -16  5134  5134  3  om 

195  7  9 

0  843 

0  48 

1  82 

271 

0 

DWVlDWVIDWVjDWVIDWV 

5 

m-eftdqoksgntvkwr 

17 

ABM64819  1 

potyprotem 

0  9645 

62 

2007  0904-16  4156  4 156  3  om 

2556  1 

1  29 

0  42 

1  82 

iee 

0 

SV 

1 

REM-GSPDSDGGKGQSWAGSDNPMR 

26 

AAL 79021  1 

AF 46 9603  1  potyprotem 

0  9583 

47 

2007-09-04-16  3194  3194  2  om 

1630  8 

0  366 

0  39 

1  61 

304 

1  099 

IJV6 

1 

QENMltESHNM*lR 

14 

NP  149463  1 

4681 

0  %07 

74 

2007-09-04-16  6536  5536  3  om 

2042  2 

1  042 

051 

1  81 

206 

0  693 

No  sama 

1 

€  LSGaDSTRIKAIVE  IR 

18 

AAC47660  1 

mitochondnal-typ#  HSP70 

0  9862 

12 

2007-09  04-16  345  7  3457  2  om 

1102  7 

0  43 

04 

1  8 

409 

0 

Nosama 

1 

PIKSHIYR 

9 

AB069724  1 

unknown 

0  9951 

26 

2007-09-04-16  915  915  3  out 

1360  7 

0  254 

034 

1  79 

293 

3 

Nosema 

1 

EWEAVVKRMGR 

11 

AAC41564  1 

isoleucyt-tRNA  synthetese 

0  9518 

57 

2007-09-04  16  5980  5980  3  om 

1734  9 

1  867 

0  42 

1  76 

297 

0  693 

l(V6 

1 

DVPiGNDfDKATnTK 

16 

NP  149798  1 

3351 

0  9846 

75 

2007-09-04-16  4094  4094  2  om 

2045  3 

0  133 

0  51 

1  76 

260 

3 

Nosema 

1 

RLlNTllGJHlKGrTNlR 

18 

AAD12605  1 

RNA  polymerase  II  largest  subunit 

0  9821 

16 

2007  09-04  16  10%  10%  3  om 

1156  5 

0  484 

0  37 

1  75 

343 

0 

KBVIKBVUAFVjlAPV 

4 

CAMDTPYIDK 

10 

NP  851403  1 

non -structural  polyprotem 

0  9831 

66 

2007-09-04  16  4013  4013  3  out 

2921  4 

0  972 

0  49 

1  74 

156 

0 

l(V6 

1 

MGiSF  CPPlCGNSPf  F  fTFSKINSVSK 

27 

NP  14%15  1 

152R 

0  9542 

59 

2007  09-04  16  3577  3577  2  om 

1746  6 

0  406 

0  47 

1  73 

247 

0 

IIV6 

1 

NCQEKETIYSDNFR 

14 

NP  149500  1 

0371 

0  %26 

60 

2007-0904  16  5181  510"  3  om 

1749  9 

1  8% 

0  36 

1  72 

158 

0 

ltV6 

1 

IFYLSKVNMLCQYK 

14 

NP  149711  1 

248R 

0  9515 

64 

2007  09-04-16  3946  3945  3  om 

1822 

1  426 

044 

1  72 

93 

1  609 

Noseme 

1 

ISNLLKM'PKFNCEIR 

16 

AB069727  1 

unknown 

0  9523 

7 

2007-09  04  16  1097  1097  2  om 

998  5 

1  378 

0  42 

1  71 

123 

2  197 

OWVlOWV|DWV|OWVrjOvVVlOWVlDWVp 

41 

ANESFKM’R 

9 

ABM64052  1 

polyprotem 

1 

62 

2007  09-04-16  6059  6059  2  out 

1763  1 

1  69 

041 

1  7 

241 

0 

Nosema 

1 

RMFVLAVM.F  UTK 

15 

AAL28057  1 

AF406785  6  calmodulin-dependent  protair 

0  9958 

37 

2007-09-04- 16  3734  3734  2  om 

1498  e 

0  246 

0  46 

1  69 

641 

0 

l(V6 

1 

EIFICYREGIKK 

12 

NP  149500  1 

0371 

1 

77 

2007-09-04-16  5660  5660  3  om 

2112  1 

1  606 

0  47 

1  69 

127 

0 

Nosema 

1 

iQYGlEQEaPKEKTSFK 

18 

ABE25651  1 

pol  polyprotem 

1 

49 

2007-09-04-16  4823  4823  3  om 

1666  8 

1  946 

0  43 

1  68 

223 

0 

NV6 

1 

CHNVASYSPVGASRCK 

16 

NP  14%62  1 

19% 

0  984 

17 

2007-09-04  16  1886  1886  3  out 

1144  6 

0  317 

0  35 

1  67 

294 

0 

l(V6 

1 

WSEIPIEDR 

9 

NP  149664  1 

401R 

0  9929 

67 

2007-09-04-16  6576  5576  3  Out 

1939  1 

0  668 

041 

167 

94 

1  099 

Nosem* 

1 

YHK^NINPVKLFIDPK 

16 

ABE26651  1 

pol  potyprotem 

0  9842 

79 

200709-04  16  3982  3982  3  CM 

2338  1 

1  741 

0  52 

1  66 

136 

3 

l(V6 

1 

MY  L  SAVNF  QDE  LF  QYE  NAR 

19 

NP  149570  1 

107L 

0  %26 

66 

200709-04-16  4039  4039  2  om 

1938  9 

h0  688 

044 

1  65 

100 

3 

lfV6 

1 

NPHVDEPAF  NVNEIMGR 

17 

NP  14%12  1 

14% 

0  970s 

48 

2007-09-04-16  6101  6101  3  out 

1664  8 

1  886 

0  47 

1  63 

150 

1  946 

BQCV 

1 

AKVEGSNG VPEAYE  SK 

16 

NP  620564  1 

nonstructurel  potyprotem 

0  992 

10 

200709-04-16  2575  2576  2  out 

1070  6 

0644 

041 

1  62 

618 

0 

l(V6 

1 

UWDWlPK 

e 

NP  149515  1 

052R 

0  9836 

42 

20070904-16  2515  2515  3  om 

1584  9 

1  27 

04 

1  59 

178 

0 

live 

1 

GSLRAQftAEEElR 

14 

NP  14%12  1 

14% 

0  %58 

9 

20070  9  04  16  1554  1554  3  out 

104  9  6 

0  93 

0  37 

1  56 

131 

0 

l(V6 

1 

ElKDNRFK 

8 

NP  149851  1 

388R 

0  9814 

21 

2007  09  04  16  1013  1013  3  om 

1194  6 

0  6C2 

0  43 

1  56 

171 

0 

Nosama 

1 

ayptseernk 

10 

ABV48897  1 

hypothetical  spore  wall  protam 

0  9575 

33 

20070904  16  4575  4676  2  out 

1463  8 

1  773 

044 

1  56 

187 

0 

live 

1 

sltnposyvinlk 

13 

NP  149588  1 

125L 

0  %71 

29 

200709-04  16  6263  6263  3  out 

1408  6 

1  287 

0  53 

1  55 

208 

1  099 

ABPV).ABP  V)A8  P  V:K8V|KB  V]  KBV)KBV|IA 

9 

IDTPM'AOOTSSAR 

14 

AAL05919  1 

capsid  polyprotem 

0  973 

45 

2007-09-04-16  867  867  3  om 

1610  9 

1  061 

0  38 

1  55 

179 

0 

Nosama 

1 

ELASKMHIKIIEAK 

14 

AB069715  1 

unknown 

0  9924 

78 

20070904-16  3670  3670  3  om 

2127  3 

0  261 

0  39 

1  55 

135 

0 

HV6 

1 

UTUSAJlCSIFtSFlFl 

19 

NP  149749  1 

28% 

0  9526 

3 

20070  9  04-16  3097  3097  2  om 

880  5 

1  336 

0  49 

1  54 

283 

0 

IJV6 

1 

NFVKMNK 

7 

NP  149902  1 

43% 

0  %75 

53 

2007  09-04-16  2475  2475  3  om 

1686  9 

0  339 

6.41 

1  52 

65 

0  693 

l(V6 

1 

QSKACfTYGFDKPTK 

16 

NP  149717  1 

254  L 

0  9818 

6 

20070904  16  1641  164<  2  out 

951  5 

0  562 

0  41 

1  5 

447 

0 

Noseme 

1 

NVKGYKDK 

8 

AB069717  1 

unknown 

0  992 

B-4 


T*»t  9 

Sr  Mo 

Fit*  Mam* 

4*1 

*Cn 

XCorr 

Sp 

RSp 

Reference 

No 

Peptide 

AA 

Protein 

PP 

48 

200 7-09-04- 17  3955  3955  2  out 

1790  9 

0  521 

0  63 

3  58 

719 

0 

Nosema 

1 

SYELPDGOWIGSER 

16 

AAB86863  1 

actm 

1 

31 

2007-09-04-17  3045  3045  3  out 

1515  7 

0  261 

0  69 

2  78 

994 

0 

Nosema 

1 

rWHHTFYNE  ^R 

11 

AAB86863  1 

actm 

0  996? 

29 

2007-09  04  17  5232  5233  2  out 

1492  9 

0  706 

041 

234 

345 

0 

Nosema 

1 

VlDNRHtGSKLK 

13 

BAF76326  1 

heat  shock  protein  70 

0  9976 

21 

2007-09-04  17  1066  1066  2  out 

1171  6 

0  25 

071 

2  31 

654 

0 

Nosema 

1 

HKGVMVGMGQK 

11 

AAB86863  1 

actm 

G  9823 

35 

2007-09-04-17  3018  3018  3  out 

1559  8 

1  564 

0  46 

2  28 

581 

0 

l(V6 

1 

M*0€T  QQll  YKFK 

13 

NP  149668  1 

205R 

0  9913 

54 

2007-09-04-17  4441  444 1  2  out 

1932 

1311 

0  49 

2  24 

167 

0 

DWVIDWVIDWVIKakuQofVOV  1  [VDV 1 

6 

AFFGEAFNDLKTLWRR 

17 

NP  853560  2 

potyprotem 

0  9973 

26 

2007-09-04  17  3579  3579  2  out 

1377  7 

0  388 

0  39 

2  18 

87 

1  386 

l(V6 

1 

nennsvgrtqmk 

12 

NP  149530  1 

06  7R 

0  9837 

2 

2007-09-04-17  1405  1405  1  out 

715  4 

0  035 

0  16 

2  16 

347 

0 

HV6 

1 

NIIOK  ^ 

$ 

NP  149495  1 

032R 

1 

71 

2007-09-04  1  7  4  914  4914  3  oul 

2439  3 

0  761 

0  42 

2  15 

325 

0 

l(V6 

1 

YSCLEPYISSLIINIE  RGQlK 

21 

NP  149902  1 

4391  H 

1 

44 

2007-09-04-17  4080  4  080  3  out 

1746  8 

1  359 

042 

2  14 

637 

0 

IIV6 

1 

EEDEVYDFANNFVR 

14 

NP  149731  1 

268L 

0  9853 

50 

2007-09-04-17  6442  644  2  2  oul 

18178 

0  77 

0  37 

2  14 

327 

0 

KBV|KBV 

2 

FMSSLtECDKVEACDK 

16 

NP  851403  1 

non- struct ufa'  potyprotem 

0  9894 

39 

2007-09-04-17  5403  5403  2  oul 

1614  9 

0  272 

0  31 

206 

641 

0 

irvs 

1 

POTKVQNINIEK 

14 

NP  149513  1 

0501 

0  9593 

78 

2007-09-04-17  5234  5234  2  out 

2851  4 

0  856 

0  33 

2  03 

191 

0 

IIV6 

1 

Y  AGF  SEITIINVIVF  S  SIYE  DS  NNR 

25 

NP  149535  1 

072R 

1 

82 

2007-09-04  17  4  351  4351  3  out 

2927  6 

0  828 

0  51 

2  01 

148 

0 

irv6 

1 

qlvtvhhtwlkvkqrelwimfk 

23 

NP  149894  1 

43H 

0  9665 

1 

2007-09-0*  17  2833  2833  1  out 

700  5 

0  927 

0  18 

1  99 

414 

0 

Nosema 

1 

VXDtIK 

6 

ABM26977  1 

RNA  polymefas*  It  largest  subunit 

1 

51 

2007  09-04  17  3468  3468  3  out 

1826 

0  879 

0  38 

1  99 

343 

0 

DWV 

1 

PEMDRILNIAEGLLNK 

16 

ABB36638  1 

potyprotem 

0  9948 

30 

2007-09-04  17  4  321  4321  2  out 

1498  8 

0  197 

0  33 

1  98 

679 

0 

IFV6 

1 

EtFlCYREGlKK 

12 

NP  149500  1 

0371 

0  9982 

65 

2007-09-04-17  4184  4184  3  out 

2293  2 

1  492 

0  47 

1  97 

371 

0 

Nosema 

1 

KMVDLE  PGV1E  SIKN  SE  YR 

20 

AAC47419  1 

alphe-tubulm 

0  9683 

80 

2007-09-04  17  428  7  4  287  3  oul 

2855  4 

0  319 

04 

1  97 

197 

0 

Nosema 

1 

NNY  SDFVM'UDOY  OG  WE  KTl  F  DK 

24 

ABQ69722  1 

unknown 

0  9917 

62 

2007-09-04-17  5631  5631  3  out 

2197 

0  562 

043 

1  95 

120 

0 

live 

1 

MPFFODIIFYPM'W'M'IPK 

20 

NP  149516  1 

053R 

0  9894 

75 

2007  09-04  17  6874  68 74  3  oul 

2754  8 

1  7 

0  54 

1  91 

103 

1  792 

UV6 

1 

VTULLLtAVLLLLLIFM*KVCKQK 

25 

NP  149679  1 

216R 

0  977 

24 

2007-09-04-17  4248  424  8  2  out 

1285  7 

0  584 

0  55 

1  9 

1203 

0 

IIV6 

1 

EAQKIEKKJNR 

11 

NP  149612  1 

1491 

0  9686 

3 

2007-09-04-17  1592  1592  1  out 

730  4 

0  933 

0  26 

1  88 

219 

0 

l(V6 

1 

NLNVDR 

6 

NP  149661  1 

218R 

1 

19 

2007-09-04-17  860  860  2  out 

1142  7 

1089 

0  36 

1  86 

300 

0 

live 

1 

KDIA1SKVIR 

10 

NP  149485  1 

0221 

0  9882 

68 

2007-09-04-17  5996  59%  3  out 

2310  1 

0  542 

0  37 

1  86 

392 

0 

Nosema 

1 

TGELAVADLGCGRM'SERHVHR 

22 

AAT122S4  1 

beta  transduon  repeat  containing  protein 

0  9934 

42 

2007-09-04-17  2829  2829  2  oul 

1719  9 

0  311 

0  37 

1  85 

280 

0 

ABPV 

1 

NVTMQtNSk'KNNSNK. 

15 

NP  066242  1 

capsid  protein 

0  9967 

57 

2007-09-04  17  2732  2732  3  out 

2037  1 

0  833 

0  37 

1  84 

351 

0  693 

l(V6 

1 

YQGLAKPINIVTESNAYR 

18 

NP  149612  1 

1491 

0  9819 

20 

2007-09-04-17  884  884  3  oul 

1156  5 

0  459 

045 

1  8 

272 

0  693 

KBV)KBV11APV)IAPV 

4 

CAMDTPYIDK 

10 

NP  861403  1 

non -structural  potyprotem 

0  9964 

83 

2007-09-04-17  3454  3454  3  out 

2933  5 

0  996 

04 

1  79 

64 

0 

Nosema 

1 

KYDC  V1IOE.4HE  RSLNlOtLL  G  YLK 

25 

AB 069722  1 

unknown 

0  9972 

56 

2007-09-04-17  1755  1755  3  out 

1987  9 

0  667 

044 

1  78 

76 

0 

live 

1 

DMKFGCHEYIEFGKOR 

16 

NP  149538  1 

075L 

0  9578 

14 

2007-09-04-17  1179  1179  2  out 

1074  5 

0  566 

0  39 

1  77 

328 

0 

Nosema 

1 

ENNVAOGLSR 

10 

A8E26651  1 

pot  potyprotem 

0  9967 

46 

2007  09-04-17  2931  2931  3  om 

1776 

1  024 

0  62 

1  77 

470 

0 

Nosema 

1 

LYVGNVEFPLLAKNAK 

16 

A8E27268  1 

unknown 

0  9978 

32 

2007-09  04  17  2644  2644  2  out 

15198 

1  356 

045 

1  74 

361 

0 

NosemaltJosemafNosemaiNosemafNose 

7 

AMEDATVRLDGSVR 

14 

A8M26981  1 

RNA  potymerase  It  larpest  subunit 

0  9886 

7 

2007-09  W-17  &49  849  1  out 

816  5 

0  on 

0  34 

1  71 

216 

0 

Nosema 

1 

NtSNLKK 

7 

ABE27266  1 

unknown 

1 

84 

2007  09-04  17  5206  5206  3  out 

3295  7 

1  59 

0  59 

1  71 

171 

0 

IFV6 

1 

LLLFFHTFLCHTFLCMTFNLLNYYFK 

26 

NP  149634  1 

171R 

0  9778 

11 

2007  09  04  17  2320  2320  2  out 

1016  5 

1  363 

04 

1  69 

301 

0 

l(V6 

1 

FMKNFDSK 

8 

NP  149843  1 

380R 

0  9591 

34 

2007-09-04-17  4161  4161  2  out 

1524  9 

1  069 

04 

1  69 

620 

0 

i(V6 

1 

Si  G  WNE  QLKVNPK 

14 

NP  149859  1 

396c 

0  9942 

25 

2007-09-04  17  3806  3806~  3  out 

1292  7 

1  604 

0  38 

1  68 

262 

1  099 

ABPV 

1 

KVDWNAFGESK 

12 

NP  066241  1 

rapticasa  potyprotem 

0  9928 

28 

2007-09-04-17  5031  5031  2  out 

1488  8 

0  806 

041 

1  68 

92 

1  099 

we 

1 

eiykiwidalpk 

12 

NP  149900  1 

4371 

0  9813 

47 

2007-09-04-17  3276  3276  3  out 

1778  9 

0  126 

041 

1  68 

516 

0 

Nosema 

1 

SVTEDTGYFYDUKK 

15 

ABE26655  1 

pot  potyprotem 

0  9958 

56 

2007  09  04  17  5284  5284  2  out 

’94’ 8 

1  452 

044 

1  66 

128 

0 

Nosema 

1 

FNEOCGREWEVIMSMK 

17 

A8V48900  1 

hypothetical  spore  wall  piotem 

0  9595 

70 

2007-09-04  17  6009  6009  3  out 

2425  2 

0  659 

04 

1  66 

267 

0 

live 

1 

MVLDVAM*IASSEGVSVYFNDKK 

23 

NP  149508  1 

045L 

0  9567 

4 

2007-09-04  17  1918  19‘l8  2  out 

736  5 

0  228 

042 

1  65 

213 

0 

IIV6 

1 

II.IHK 

6 

NP  149680  1 

217L 

1 

13 

2007-09-04-17  7143  7143  2  out 

•1070  6 

1  503 

0  37 

1  65 

379 

0 

l(V6 

1 

LLWDWLPK 

8 

NP  149515  1 

052R 

0  9954 

61 

2007-09-04  17  1736  1736  3  out 

2149 

1  669 

0  57 

1  65 

163 

0 

l(V6 

1 

mpffqdilfypmmmipk 

17 

NP  149516  1 

053R 

0  9808 

73 

2007-09-04  17  4210  4210  3  out 

2619  5 

1  647 

043 

1  65 

256 

0 

IIV6 

1 

EPTllPPlKlE  QIA  YIRAGOE  PR 

23 

NP  149664  1 

201R 

0  9854 

33 

2007-09-04-17  4105  4105  2  out 

1522  9 

0  507 

0  39 

1  64 

462 

0 

lfV6 

1 

ALFKINDILFTID 

13 

NP  149905  1 

4421 

0  9818 

45 

2007-09  04-17  5454  5454  2  out 

1750  9 

1409 

044 

1  63 

169 

0  693 

live 

1 

GHQNLYKNM'ILYIK 

15 

NP  149751  1 

288R 

0  975 

41 

2007-09  04  17  5  54  0  554  0  2  out 

1702 

1  332 

041 

1  6 

249 

0 

Nosema 

1 

AlEElVIVKHGlPQR 

15 

ABE26654  1 

pot  potyprotem 

0  9852 

79 

2007  09-04  17  3026  3026  3  out 

2854  4 

1  546 

0  5 

1  6 

109 

0  693 

Nosema 

1 

NIGLYWPVQWEFSRINM’PDAILSK 

26 

AAB62548  1 

glutaminyt-tRfiiA  synthetase 

0  9925 

74 

2007-09-04  17  4999  4999  3  out 

2653  4 

1  053 

0  42 

1  58 

135 

0 

BQCV 

1 

VKFATNHVSRlM'lLNHVQCDtAK 

24 

NP  620565  1 

structural  potyprotem 

0  9973 

17 

2007-09-04  17  2805  2805  2  oul 

1123  6 

1  524 

05 

1  56 

250 

0 

IIV6 

1 

UTTQNPFIR 

10 

NP  149639  1 

176R 

0  9982 

60 

2007-09-04  17  3062  3062  3  out 

21152 

1496 

0  42 

1  55 

173 

1  099 

i(V6 

1 

iRLAVlVDtEKEVSFlDR 

18 

NP  149615  1 

152R 

0  9923 

9 

2007-09  04  17  3378  3378  2  out 

880  5 

1  12 

0  56 

1  54 

287 

0  693 

live 

1 

NFVKMNK 

7 

NP  149902  1 

4391 

0  9955 

40 

2007-09-04  17  4803  4803  2  out 

1661  9 

0  183 

048 

1  54 

80 

1  386 

VDV1[VDV1 

2 

PVCNRSPM'llFKIK 

15 

YP  145791  1 

potyprotem 

0  9867 

8 

2007-09-04  17  2706  2706  2  out 

858  5 

0  538 

046 

1  52 

273 

0 

KV6 

1 

IfNKNlR 

7 

NP  149647  1 

184R 

1 

49 

2007-09-04-17  4460  4460  2  out 

1810 

0  289 

043 

1  51 

226 

0 

l(V6  1 

1 

FEBALSAQFQ1RSRK 

15 

NP  149612  1 

1491 

0  9905 

16 

2007-09-04  17  1838  1838  2  out 

1113  7 

0  532 

046 

1  5 

154 

0 

irv6 

1 

KUDtPKMR 

9 

NP  149707  1 

2441 

0  9505 

B-5 


Taat  10 


Sr  No 

Fila  Nama 

iM+H) 

*V 

*Cn 

XCorr 

Sp 

RSp 

Retereoca 

No 

Paptda 

AA 

1C* 

Protein 

PP 

45 

2007-09-14-01  3855  3855  2  out 

1790  9 

0  448 

0  63 

364 

745 

0 

Noaama 

1 

SYELPDGQVIKJGSER 

16 

AAB86863  1 

actm 

0  9768 

23 

2007-09-14-0  1  3019  3019  2  out 
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3 
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0  782 

047 

204 

83 

1  386 

IIV6 

1 
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0  9675 

62 
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0  406 

0  37 

1  7 

196 

0 

Nosema 

1 
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284  3  5 
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2 
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24 
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35 
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1 
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14 
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119 
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repkease  polyprotem 

0  9886 

49 

2007-09  14432  3839  3839  3  out 

1881  9 

0  611 

0  39 

1  58 

150 

0 

irv6 

1 

MlNVPlDGNCWFSVIGR 

18 

NP  149696  1 

232R 

0  9786 

48 

2007-09-14-02  1414  1414  3  Out 

184  0  9 

0  445 

043 

1  57 

220 

0 

Nosema 

1 

IYDiSNDDVRRAM’EK 

16 

AB 069724  1 

unknown 

0  9942 

59 

2007-09  14-02  6532  6532  3  out 

1951 

1  069 

0  49 

1  56 

235 

0 

IIV6 

1 

EEILCTKKEQNIDMEK 

16 

NP  149803  1 

34  OR 

0  9549 

100 

20074)9-14-02  6845  6845  3  out 

2634  4 

1  612 

0  39 

1  56 

211 

0 

irve 

1 

typqlsm*dftprtimtksllfk 

23 

NP  149902  1 

439L 

0  9928 

30 

2007-09-14432  1078  10*8  3  out 

1716  7 

1  503 

0  45 

1  55 

189 

0 

irve 

1 

M’NE  KGCVYGGGAFDPR 

17 

NP  149867  1 

4041 

0  9782 

102 

2007  09-14  4)2  5416  5416  3  out 

2653  4 

1  455 

034 

1  55 

195 

0 

bocv 

1 

VKFATNHVSRLM-LLNHVOCDiAK 

24 

NP  620565  1 

Structural  polyprotem 
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700  5 

1  082 

0  19 

1  89 

429 

0 

Nosema 

1 

VXDHK 

6 

A8M26977  1 

RNA  polymeras*  II  largest  subunit 

1 

45 

2007-09-14-05  3649  3649  3  out 

1881  9 

1  633 

0  39 

1  88 

228 

0  693 

IIV6 

1 

MlNVPlDGNCM'FSVIGR 

18 

NP  149695  1 

232R 

0  9831 

25 

20C7-09- 14-05  3069  3069  2  out 

1389  7 

0  524 

0  59 

1  87 

372 

0 

VOVIfVDVI 

2 

nvueckaneek 

12 

YP  145791  1 

poiyprol  em 

0  9942 

52 

2007-09  U -05  7122  7122  3  out 

2057  1 

0  504 

0  37 

1  86 

185 

0 

live 

1 

lOADLQGNGM'VEHKAUK 

20 

NP  149618  1 

1551 

0  9923 

16 

2007  09- 14-05  3693  3693  2  out 

1268  6 

0  249 

0  38 

1  82 

560 

0 

l(V6 

1 

OKMQIYVEDK 

10 

NP  149676  1 

213R 

0  9917 

7 

2007-09-14-05  3507  3507  2  out 

11346 

0  734 

0  33 

1  81 

347 

0 

lAPVUAPV 

2 

vqknnpsgyk 

10 

YP  001040003  1 

structural  polyprotein 

0  9952 

34 

2007-09-^4-05  3066  3066  3  out 

1696 

1  281 

0  43 

1  81 

133 

0 

HV6 

1 

TVlE  RtAS  VLRT1PK 

15 

NP  149758  1 

2951 

0  9516 

20 

2007-09-14-05  3631  3631  2  out 

1333  8 

0  245 

047 

1  73 

297 

0 

SV 

1 

VERLSTILTSSK 

12 

AAT46735  1 

structural  polyprotein 

0  9721 

44 

2007  09-14  05  6981  6981  3  out 

1840  9 

0  345 

0  37 

1  73 

198 

0 

trv6 

1 

gvlcpsdlsslssgeyar 

18 

NP  149513  1 

050L 

0  9881 

30 

2007-09-14-05  3255  3256  2  out 

1532  8 

0  534 

0  42 

1  72 

403 

0 

Nosema 

1 

M'DAPPISREIEIK 

14 

AAF03091  1 

AF 144035  1  transcnption  initiation  factor  TFllC 

0  9984 

12 

2007-09-14-05  6  94  6  94  2  out 

1177  6 

0  405 

0  37 

1  71 

192 

0 

IIV6 

1 

YFLM'VTFLK 

10 

NP  149607  1 

14UR 

0  9963 

24 

2007-09*14435  2525  2525  2  out 

1371  7 

0  507 

0  42 

1  69 

199 

0 

ABPV1A8PVIABPV 

3 

KNNPNKMTTPVK 

12 

AA».  05919  1 

caps»d  polyp'oi*'" 

0  9947 

33 

2007-09-14-05  821  821  3  out 

1679  8 

1  913 

0  44 

1  68 

207 

0 

Nosema 

1 

NKANSDNM-KHGYER 

15 

AAU11092  1 

unknown 

0  9586 

35 

2007-09-14-05  3798  3798  3  out 

1710  9 

1  837 

05 

1  68 

498 

0 

live 

1 

KLD1SVEDRAPOPDK 

15 

NP  149463  1 

4681 

0  9746 

37 

2007  09-14-05  2580  2580  3  out 

1763  9 

1  714 

041 

1  67 

269 

0 

l(V6 

1 

GSSPALIYAICSNLIGGK 

18 

NP  149665  1 

202L 

0  9579 

40 

2007-09-14-05  2421  2421  2  out 

1786 

0  108 

0  42 

1  67 

218 

0 

Nosema 

1 

FYSPUKNSFEUSK 

15 

A8E27277  1 

unknown 

0  9512 

6 

2007-09-14-05  3934  3934  2  out 

1125  6 

1  713 

0  5 

1  66 

336 

0 

l(V6 

1 

nfflentik 

9 

NP  149902  1 

4391 

0  9806 

54 

2007-09-14-05  2663  2663  3  out 

2230  3 

0  035 

045 

1  62 

254 

0 

ABPV 

1 

IAA/KTAF  HTGRLG  IF  FGP  GK 

21 

NP  066242  1 

capsid  protein 

0  9942 

41 

200  7  09  14-05  9  36  9  36  3  out 

1802 

0  372 

048 

1  6i 

231 

0 

l(V6 

1 

KQYTTLSOlDHVLLR 

15 

NP  149508  1 

045L 

0  9915 

14 

2007-09-14-05  3150  3150  2  out 

1203  7 

1  625 

0  41 

1  6 

321 

0 

Nosema 

1 

IQIGDYIUR 

10 

A8E26651  1 

pol  polyptotein 

0  986 

49 

2007-09-14  05  2121  2121  3  out 

2011  1 

0  636 

0  41 

1  58 

255 

0 

Nosema 

1 

VSPVSM'AVGLEKAPDNPRK 

20 

AB 069717  1 

unknown 

0  9995 

39 

2007-09-14-05  2331  2332  3  out 

1775  8 

1  137 

054 

1  56 

157 

0 

IIV6 

1 

SCFNRINTCPM'CRSK 

16 

NP  149620  1 

1571 

0  9579 

10 

2007-09-14-05  342  1  342  1  2  out 

11667 

0  702 

0  42 

1  55 

273 

0 

Nosema 

1 

NAIEELIINK 

10 

ABE26653  1 

pol  polyprotein 

0  998 

53 

2007-09  14  435  5521  5521  3  out 

2103  2 

1  711 

0  4 

1  53 

303 

0 

l(V6 

1 

LKHCLKYDVSAVFiPElK 

18 

NP  149891  1 

428L 

0  9705 

55 

2007-09-14-05  4432  4432  3  out 

2675  5 

0  127 

0  55 

1  51 

113 

0  693 

lfV6 

1 

VEMLLKLQIKM'GLYHlELLNNF 

23 

NP  149919  1 

456R 

0  994 

42 

2007  09-14-05  2717  2717  3  out 

1812  9 

1  986 

0  45 

1  5 

186 

0  693 

IIV6 

1 

ikqalyeytednigr 

15 

NP  149792  1 

329R 

0  9823 

Test  U 


Sr  No 

File  Nam# 

iM*H| 

AM 

»Cn 

XCorr 

Sp 

RSp 

Reference 

No 

Peptide 

aa 

ID* 

Protein 

PP 

30 

2007  09-14-18  3563  3563  2  out 

1790  9 

0  302 

0  66 

3  13 

667 

0 

Nosema 

1 

S  YE  L  PDGQVIKIG  SE  R 

16 

AAB86863  1 

actm 

0  9986 

18 

2007  09  14-18  3517  3517  3  out 

1668 

1  629 

0  39 

2  9 

1020 

0 

Nosema 

1 

iKViQEVQlDHEK 

14 

ABE  27269  1 

unknown 

0  9704 

16 

2007-09-U  18  6119  6119  2  out 

1614  9 

1  376 

03 

2  82 

482 

0 

*IV6 

1 

TKTTKVQNINIEK 

14 

NP  149513  1 

050L 

0  9554 

7 

2007  09-14-18  715  715  2  out 

1171  6 

0  43 

C  64 

2  63 

667 

0 

Nosema 

1 

HKGVMVGMGQK 

11 

AAB8686?  1 

actm 

0  9925 

2 

2007-09-14  18  918  918  1  out 

7154 

1  118 

0  08 

248 

378 

0 

rfV6 

1 

N1IIOK 

6 

NP  149495  1 

032R 

1 

10 

2007-09-14-18  34  26  3426  2  out 

1302  8 

0  552 

0  28 

248 

1098 

0 

IIV6 

1 

MLUNCLQKVK 

11 

NP  149723  1 

26  OR 

0  9954 

24 

2007-09- 14- 18  3640  3640  3  out 

1746  8 

1  451 

04 

2  39 

678 

0 

ifV6 

1 

EEDEVYDFANNFVR 

14 

NP  149731  1 

268L 

1 

4 

2007-09-14-18  2975  2975  2  out 

1130  6 

0  482 

041 

229 

591 

0 

NosemaiNosemalNosemalNosemalNr 

14 

FPGQLNADLR 

10 

AAZ23552  1 

bet  a -tubulin 

0  9981 

29 

2007-09-14  18  3559  3559  3  out 

1785  9 

0  522 

0  42 

2  28 

415 

0 

Nosema 

1 

adgmkieefnkqtm-k 

16 

ABV48897  1 

hypothetical  spora  wall  protein 

0  9925 

51 

2007-09-14  18  3687  3687  3  out 

2185 

0  379 

0  48 

226 

138 

1  609 

Nosema 

1 

SEWGTRVSETSMTCPSLASR 

20 

AAT 12294  1 

beta  transducer  repeat  containing  prolim  lika 

0  9748 

14 

2007-09-14  18  2875  2875  2  out 

1515  7 

0  461 

056 

2  19 

384 

0 

Nosema 

1 

IWHHTFYNELR 

11 

AAB86863  1 

actm 

0  9921 

11 

2007-09  14  18  1630  1631  2  out 

1344  7 

0  589 

036 

2  12 

275 

0 

IIV6 

1 

IENENNLEEIK 

11 

NP  149776  1 

313L 

0  9627 

15 

2007  09-14  18  3761  3761  2  out 

1524  9 

1  248 

0  33 

2  11 

77 2 

0 

IIV6 

1 

SlGWNEQLKVNPK 

14 

NP  149859  1 

3%L 

0  9955 

55 

2007-09-14-18  3532  3532  3  out 

2433  2 

1  567 

0  35 

2  1 

331 

0 

Nosema 

1 

tmrkhedaeayhfeisdhk 

20 

AB069719  1 

unknown 

0  9642 

54 

2007-09-14-18  4931  4931  3  out 

2425  2 

0  176 

0  4 

208 

216 

0 

IIV6 

1 

HVLOVAM  •  LASSE  GVS  VYFNDKK 

23 

NP  149508  1 

04  5L 

0  9884 

1 

2007-09-14  18  2685  2685  1  out 

700  5 

0  993 

02 

2  03 

423 

0 

Nosema 

1 

VXDHK 

6 

ABM26977  1 

RNA  polymerase  II  laroest  subunil 

1 

61 

2007-09-14-18  3888  3888  3  out 

2927  6 

1  148 

0  48 

1  99 

126 

0 

live 

1 

qlvtyhhtmlkviigrelwimfk 

23 

NP  149894  1 

431L 

0  9915 

6 

2007-09-14-18  34  8  3  3483  2  out 

1143  6 

1  497 

0  59 

1  97 

840 

0 

Nosema'Nosema 

2 

LAVNMVPFPR 

10 

AAN35161  1 

beta-tubulm 

0  9988 

49 

2007-09-14  18  6009  6009  3  out 

2075  9 

0  98 

0  36 

1  96 

938 

0 

Nosema 

1 

FNEQCGREM’EVLMSMKK 

18 

ABV48900  1 

hypothetical  spore  waH  protem 

0  9702 

34 

20074)9*14-18  2901  290  2  3  out 

1849 

1  082 

0  58 

1  95 

249 

0 

live 

1 

LDSKRTGLIMDfNNPK 

16 

NP  149642  1 

179R 

0  9755 

33 

2007-09-14-18  6633  6633  3  out 

1848 

1  501 

051 

1  91 

348 

0 

live 

1 

IMQTLSNAKDVGMKIAK 

17 

NP  149639  1 

176R 

0  9989 

22 

2007-09  14  18  6097  6097  3  out 

1689  9 

0  097 

0  49 

1  9 

249 

0 

live 

1 

TTEFDPPSIV'SKKK 

15 

NP  149687  1 

224L 

0  9908 

32 

2007-09-14-18  3196  3197  3  out 

1824 

0  493 

0  44 

1  9 

154 

0 

Nosema 

1 

DEIKILGNfVSKGYFK 

16 

ABE26653  1 

pol  polyprotem 

0  9905 

40 

2007-09-14-18  6642  6642  3  out 

1939  1 

1  781 

0  45 

1  89 

82 

0  693 

Nosema 

1 

YHKLNINPVKLFIDPK 

16 

ABE26651  1 

pol  polyprotein 

0  9529 

28 

20074)9-14-18  5106  5106  3  out 

1782  9 

0  757 

0  42 

1  88 

346 

0 

live 

1 

tttagnacm*sntktllk 

18 

NP  149  843  1 

380R 

0  9589 

19 

2007-09-14-18  6221  6221  3  out 

1671  9 

0  977 

0  41 

1  83 

202 

1  099 

live 

1 

DATNLIKTYNIDYK 

14 

NP  149889  1 

426R 

0  9888 

12 

20074)9 -14  18  3599  3599  2  out 

1377  7 

0  757 

0  37 

1  82 

137 

0 

live 

1 

NENNSVGRTQMK 

12 

NP  149530  1 

06  7R 

0  988 

26 

20074)9-14-18  4531  4531  3  out 

1767  9 

1  834 

0  39 

1  82 

300 

0 

DWV1DWV1  DWVlDWVlKak  uqoVDV  1 

7 

LKTDLMEMGSNPYIR 

15 

NP  853560  2 

polyprotam 

0  9807 

47 

20074)9-14  18  3001  3001  3  out 

2024  8 

1278 

0  39 

1  81 

246 

0  693 

Nosema 

1 

DPNGYVGCM*WSJCGVHDR 

19 

AAU11091  1 

class-ll  photofyas* 

0  995  3 

53 

20074)9-14-18  6367  6367  3  out 

2267  2 

0  724 

0  42 

1  81 

144 

0  693 

live 

1 

FGHSNPPIRYNPPIRYNPK 

19 

NP  149628  1 

165R 

0  9987 

25 

2007  09-14  18  4415  4415  3  out 

1752 

1  764 

0  38 

t  8 

360 

0 

KBVfKBV|KBV>KBV|KBV|KBV 

6 

taangieripvlgeiak 

17 

ABM  94  72  1 

VP4  protem 

0  9995 

21 

2007-09-14-18  2539  2539  3  out 

1676  8 

1  088 

0  39 

1  77 

277 

0  693 

Nosema 

1 

KIAALNSWSPEASM-R 

16 

ABE26650  1 

pol  polyprotam 

0  9937 

36 

2007-09  14-18  3720  3720  3  out 

1892  9 

1  059 

0  43 

1  67 

223 

0 

Nosema 

1 

NLM*NRNFEQFHWIK 

15 

ABE27267  1 

unknown 

0  9837 

35 

2007-09-14-18  2592  2592  3  out 

1889  9 

1  586 

041 

1  66 

155 

0  693 

No$ema|Nosema 

2 

IN  VYYNEAS  SSK  YVPR 

16 

AAN35161  1 

beta-lubuhn 

0  9635 

5 

20074)9-14  18  2839  2839  2  out 

1138  5 

0  085 

041 

1  62 

269 

0 

HV6 

1 

SLM’GNCPSSVK 

12 

NP  149555  1 

092R 

0  9979 

13 

20074)9  14  18  3503  3503  2  out 

1401  8 

0  704 

0  49 

1  62 

220 

0  693 

IIV6 

1 

ELNLL'abFENK 

12 

NP  149803  1 

340R 

0  9957 

41 

2007439-14-18  5828  5828  3  out 

1940  9 

03 

0  43 

162 

275 

0 

SV 

1 

VQMDTGAKEDETANFER 

17 

AAF78779  1 

store  lural  protem  Vpl 

0  9708 

42 

2007-09-14-18  4047  4047  3  out 

1945  9 

0  796 

0  4 

162 

90 

0 

live 

1 

FWHTMYDNSLLYISR 

15 

NP  149611  1 

14  8R 

0  9925 

39 

2007-09-14  18  4605  4605  3  out 

1931  8 

1  447 

0  51 

1  6 

284 

0  693 

Nosema 

1 

EDTSGGEEKNSYGSSEKK 

18 

ABE 2664 8  1 

pol  polyprotein 

0  9969 

23 

2007-09-14-18  2652  2652  3  out 

1694  9 

0  22 

0  47 

1  56 

275 

0 

BQCV 

1 

TSLQLIRDYFHCAK 

14 

AAD27696  1 

helicas*  domain  C 

0  9684 

9 

2007-09  14-18  686  686  2  out 

1297  6 

1  351 

0  42 

1  55 

185 

0 

Nosama 

1 

ADGM’KIEEFNK 

12 

ABV48897  1 

hypothetical  spora  wall  protam 

0  9942 

8 

2007439-14-18  3803  3803  2  out 

1285  7 

0  886 

043 

1  54 

1034 

0 

IIV6 

1 

EAQK1EKIGNR 

11 

NP  149612  1 

149L 

0  9989 

44 

2007-09-14-18  4438  4438  3  out 

1950  9 

0  787 

043 

1  53 

181 

1  386 

VOVIfVDVI 

2 

CQHYVYAPLTAfYVDDR 

16 

YP  145791  1 

polyprotein 

0  9927 

17 

2007-09-14-18  6058  605  8  3  out 

1654  8 

0  827 

0  52 

1  52 

94 

2  996 

Nosema 

1 

PSLDGCGLFFVTRDK 

15 

ABY49796  1 

hypothetical  spore  wall  protam  14 

0  994 

43 

2007-09-14-18  5573  5573  2  out 

1947  8 

1  548 

05 

1  52 

121 

0 

Nosema 

1 

FNEQCGREM'EVLMSMK 

17 

ABV48900  1 

hypothetical  spora  wall  protem 

0  9765 

20 

2007-09-14-18  294  ?  2S47  2  out 

1675  8 

1442 

0  57 

1  5 

145 

0 

DWVIDWVIDVWlDWVIKakuoofVOVI 

7 

LGCEKHGMPCSPFNR 

15 

NP  853560  2 

potyprotem 

0  9876 

B-9 


Test  15 


Sr  No 

Fil«  N*me 

(M+H) 

*M 

*Cn 

XCorr 

Sp 

RSp 

Reference 

No 

Pepttde 

AA 

ID# 

Protem 

PP 

U 

2007-09-04  18  3679  3679  2  out 

1614  9 

1  556 

0  39 

296 

705 

0 

live 

1 

TltTTKVQNINlEK 

14 

NP  149513  1 

050L  H 

0  9771 

35 

2007-09-04  18  3050  3050  3  out 

2754  8 

0  779 

061 

2  7 

312 

0 

1IV6 

1 

VTLLLLLIAVLLLLUFM’KVCKQK 

25 

NP  149679  1 

216R 

0  995 

10 

2007-09-04  18  4146  4146  3  out 

1538  7 

1  054 

0  36 

249 

565 

0 

No»emi 

1 

SM’GWGTGSPGTM’AVR 

18 

AAT12294  1 

bete  transducm  repeat  containing  protetn-tike 

1 

16 

2007-09-04-18  2371  2371  3  out 

1630  8 

0  522 

0  32 

2  35 

577 

0 

HV6 

1 

QENMLIESHNM'IR 

14 

NP  1494  63  1 

468L 

0  9826 

13 

2007-09-04  18  3386  3386  3  out 

1614  8 

1  889 

0  35 

23 

498 

0 

Nosema 

1 

AQENGVSEAINELLK 

15 

ABE26652  1 

pol  polyprotem 

0  9912 

37 

2007-09-04  18  3583  3583  3  out 

2855  4 

0  73 

0  46 

2  29 

408 

0 

Nosemi 

1 

NNYSDFVM’LLDIYQGYVEKTLFDK 

24 

A8069722  1 

unknown 

0  9739 

33 

2007-09-04-18  3108  3108  3  out 

2670  3 

1474 

0  53 

2  28 

234 

0 

IIV6 

1 

ENSRVF  LDYMYVYDNISVF  PAK 

22 

NP  149692  1 

2291 

0  9537 

21 

2007-09-04  18  2590  2590  2  out 

1820  8 

0  357 

0  52 

2  19 

208 

0 

Noseme 

1 

YM’ANLSLKFGESOSOK 

17 

AAF91269  1 

20S  proteesome  alphe  5  subunit 

0  9984 

7 

2007-09-04  18  2046  2046  3  out 

1427  8 

1  802 

0  43 

1  98 

211 

0 

Nosem# 

1 

PLDRNTVLSSVAR 

13 

AAL28055  1 

AF406785  4  pyruvate  dehydrogenise  El  bete  subuni 

0  9854 

22 

2007-09-0-M8  2270  2270  3  out 

1808  9 

0  036 

0  39 

1  94 

125 

0  693 

Noseme 

1 

LIEAGYNSVEALAYAPK 

17 

AAK68858  1 

DNA  repeir  protein 

0  9957 

29 

2007-09-04-18  3373  3373  3  out 

2299  3 

1  872 

041 

1  87 

334 

0 

IIV6 

1 

VRlPSVniSTNQFGANGRlR 

21 

NP  149737  1 

274L 

0  9858 

38 

2007-09-0^-18  3378  3378  3  out 

2947  4 

1  407 

054 

1  79 

183 

0 

Noseme 

1 

LTNKSTSSNSVPANVNIGDSGNGPMKDDK 

29 

ABE26649  1 

pol  potyprotem 

0  9605 

8 

2007-09-04-18  2009  2009  3  out 

1524  7 

1  616 

0  39 

1  71 

143 

0  693 

live  ^ 

1 

flhekmfdqsdk 

12 

NP  149891  1 

428L 

0  9963 

17 

2007-09-04-18  2870  2870  2  out 

1677  9 

0  092 

04 

1  71 

429 

0 

live 

1 

SrVEVSQYLKEIGGR 

15 

NP  149500  1 

0371 

0  965 

4 

2007  09-04-18  2584  2584  2  out 

1285  7 

1  188 

0  53 

169 

1173 

0 

live 

1 

EAQKJEKJGNR 

11 

NP  149612  1 

149L 

0  9979 

9 

2007-09-04-18  2566  2566  2  out 

1524  9 

0  655 

0  52 

1  66 

734 

0 

live 

1 

SlGWNEQLKVNPK 

14 

NP  149859  1 

3961 

0  993 

26 

2007-09-04  18  4169  4169  3  out 

1939  1 

1  088 

0  42 

1  65 

71 

2  303 

No  seme 

1 

YHKLNINPVKIFIDPK 

16 

ABE2665 1  1 

pol  potyprotem 

0  9943 

2 

2007-09-04  18  1659  1659  2  out 

1103  5 

0  08 

0  43 

1  64 

325 

0 

BQCVIBQCVK 

4 

YDOYDPFR 

8 

ABC95162  1 

struct ur»l  polyprotem 

0  9909 

30 

2007-09-04-18  2351  2351  3  out 

2303  2 

1  3 

044 

1  63 

140 

0 

SV 

1 

VMNMATTF  GH  UARVYEPPR 

20 

AAL79021  1 

AF 46  960  3  1  polyprotem 

0  9578 

21 

2007-09-04-18  2159  2159  3  out 

1755  8 

0  434 

041 

1  62 

944 

0 

VDV1JVOV1 

2 

RSSLECQYIEPSTSR 

15 

YP  145791  1 

potyprotem 

0  9971 

19 

2007-09-04-18  3895  3895  3  out 

1725  8 

1  037 

04 

1  58 

174 

0 

Noteme 

1 

PKELVTSOENM'KYR 

15 

ABY49795  1 

hypothetcel  spore  well  protein  13 

0  9595 

15 

2007-09-04-18  2065  2065  3  out 

1623  9 

1  28 

0  57 

1  56 

232 

0 

IIV6 

1 

LWNHAIE1AKT1SK 

14 

NP  149500  1 

037L 

0  9737 

36 

2007-09-04-18  2669  2669  3  out 

2794  4 

0  084 

0  53 

1  54 

219 

0 

IIV6 

1 

YFGAYlCKNEKTSIITEMA-nELR 

24 

NP  149672  1 

209R 

0  9547 

6 

2007-09-04-18  1  967  196  7  3  out 

1353  7 

0  307 

0  42 

1  53 

144 

0  693 

SV 

1 

YPPIDYIVSMR 

11 

AAU10096  1 

nonstaicturel  protein 

0  9883 

1 

2007-09-04-18  2131  2131  2  out 

1070  6 

09 

041 

1  5 

462 

0 

live 

1 

LLWDWLPK 

8 

NP  149515  1 

052R 

0  9836 

5 

2007-09-04-18  4223  4223  3  out 

1292  7 

1  365 

0  45 

1  5 

197 

0 

ABPV 

1 

KVDWNAFGESK 

12 

NP  066241  1 

repkcese  potyprotem 

0  9738 

Test  ISA 


Sr  No 

File  Neme 

iM*H) 

*M 

*Cn 

XCorr 

Sp 

RSp 

Reference 

No 

Peptide 

AA 

ID# 

Protern 

PP 

16 

2007-09  04-19  3171  3171  2  out 

1790  9 

0  354 

0  55 

2  86 

481 

0 

No  seme 

1 

SYEIPDGQV1KIGSER 

16 

AAB86863  1 

actm 

0  9871 

11 

2007  09  04  19  4601  4601  2  out 

1634  8 

1  166 

0  3 

2  48 

324 

0  693 

IAPV11APV 

2 

afetlgftytdelk 

14 

YP  001040002  1 

pofymerese  polyprotem 

0  9898 

9 

2007-09-04-19  3902  3  902  2  out 

1614  9 

0  568 

0  45 

2  42 

461 

0 

live 

1 

tilttkvqniniek 

14 

NP  149513  1 

050L 

0  9648 

29 

2007-09-04-19  36  97  36  98  3  out 

244  0  2 

0  381 

0  37 

2  42 

316 

0 

live 

1 

VIPFESTFKDSlDDtSLEEQK 

21 

NP  149647  1 

184R 

0  9604 

6l 

2007-09-04  19  3505  3505  2  out 

1490  8 

1  664 

0  33 

234 

628 

0 

live 

1 

iNVSVEFlfTLDK 

13 

NP  149490  1 

027  L 

0  979 

7 

2007-09-04-19  968  968  2  out 

1495  7 

1  05 

04 

2  11 

355 

0 

live 

1 

FHNEKrVCSGSFQ 

13 

NP  149713  1 

250L 

1 

30 

2007-09-04-19  4744  4744  3  out 

2444  3 

0  544 

0  43 

206 

250 

0 

irve 

1 

FQINNFIKYFYILQSYKSK 

19 

NP  149761  1 

298  R 

0  9863 

36 

2007-09-04  19  5225  5225  3  out 

2901  4 

0  59 

0  47 

2  03 

197 

0  693 

Noseme 

1 

CAEDFLKSPVSKSVTTVPAYFNDSQR 

26 

AAC47660  1 

mitochondrial-typ*  HSP70 

0  9775 

10 

2007-09-04  19  5109  5109  2  out 

1630  8 

0  907 

044 

1  97 

289 

0  693 

IIV6 

1 

QENMLIESHNM’LR 

14 

NP  149463  1 

468L 

0  9926 

19 

2007-09-04-19  4882  4882  3  out 

2038  1 

1  566 

04 

1  96 

142 

1  609 

live 

1 

AYKECCPLISQISFPLI 

18 

NP  149822  1 

359L 

0  9988 

24 

2007  09-04 -19  5587  5587  3  out 

2111 

0  274 

04 

1  9 

123 

1  386 

Nosema 

1 

SDEDVKM’M’PLSNNTVSRR 

20 

AB  £27267  1 

unknown 

0  9706 

14 

2007-09  04  19  5295  5295  3  out 

172  3  9 

1  863 

0  37 

1  89 

261 

0 

BQCVIBQCV 

2 

LDIAQYVDTETKEAK 

15 

NP  620565  1 

structure!  polyprotein 

0  9987 

20 

2007-09-04-19  5  273  5  27  3  3  out 

2066  1 

1  537 

0  37 

1  87 

245 

0  693 

HV6 

1 

YPIMT1PPTPIPLLGTSNM 

19 

NP  149920  1 

457L 

0  9892 

13 

2007-09-04-19  3731  3731  2  out 

1686  8 

1  417 

04 

1  85 

100 

0  693 

Nosema 

1 

GKYSWNGIYKDIDK 

14 

ABF  26653  1 

pel  polyprotem 

0  9835 

18 

2007-09-04-19  4  396  4  396  2  out 

1964  1 

1  02 

0  52 

1  82 

166 

0 

Nosema 

1 

DMMADLEQKFIPGFK 

17 

ABE27277  1 

unknown 

0  9794 

22 

2007-09-04-19  4640  4640  3  out 

2092  9 

1  187 

0  46 

1  78 

180 

1  609 

KBVIKBV 

2 

TDIEYEDFlDMCLEKTK 

17 

NP. 851403  1 

non-structurat  polyprotem 

0  9686 

35 

2007-09  04  19  3285  3285  3  out 

2777  4 

1  059 

0  45 

1  78 

142 

0  693 

Noseme 

1 

FMSLMEM’NQEGFEFNVLIKTPKK 

24 

ABE27273  1 

unknown 

0  9913 

4 

2007-09-04  19  5039  5039  2  out 

1326  7 

0618 

0  38 

1  74 

301 

0 

IIV6 

1 

MLNFFSPTELK 

11 

NP  149642  1 

179R 

0  9952 

32 

2007-09-04-19  3  751  375  1  3  out 

2551  4 

0  768 

0  39 

1  71 

211 

0 

IPV6 

1 

sceeiifipnydkkltihifk 

21 

NP  149877  1 

4 14  L 

0  9701 

15 

2007-09-04  19  4040  4  040  2  out 

1763  1 

0  122 

0  46 

1  68 

320 

0 

Nosema 

1 

RMFVLAViviFirfK 

15 

AAL28057  1 

AF4  06785  6  calmodulin-dependent  protern  kmese 

0  9572 

23 

2007-09-04  1  9  4  86  5  4  865  3  out 

2097  1 

1  317 

0  43 

1  66 

227 

0 

IIV6 

1 

FTGILSM’LNNRNIM’AEIK 

20 

NP  149599  1 

136R 

0  9865 

33 

2007-09-04-19  3706  3706  3  out 

2619  5 

0  494 

0  52 

1  62 

147 

0 

live 

1 

EPT1LPPIKLEQ1AYIRAGDEPR 

23 

NP  149664  1 

201R 

0  9815 

17 

2007-09-04  19  3905  3905  3  out 

1939  1 

1  432 

0  46 

1  61 

83 

1  792 

Nosema 

1 

yhklninpvklfidpk 

16 

ABE26651  1 

pol  polyprotem 

0  9904 

34 

2007-09-04-19  4993  4993  3  out 

2653  4 

1  872 

0  43 

1  58 

221 

0 

BQCV 

1 

VKFATNHVSRLM’LLNHVQCDiAK 

24 

NP  620565  1 

structure!  polyprotem 

0  9856 

28 

2007-09-04-19  3  369  3  369  2  out 

2280  1 

1  177 

0  42 

157 

216 

0 

IIV6 

1 

IF  SAF  CY  GSlOTAJSNQL  SDK 

21 

NP  149758  1 

295  L 

0  9967 

31 

2007-09-04-19  3530  3530  2  out 

2475  2 

0417 

0  53 

1  55 

140 

0 

IIV6 

1 

IM’NEVGDNIILTGLNYELFYK 

22 

NP  149561  1 

098R 

1 

3 

2007-09-04  19  3907  3907  3  out 

1292  7 

1  992 

0  47 

15 

236 

0 

ABPV 

1 

KVDWNAFGESK 

12 

NP  066241  1 

replicese  polyprotem 

0  9727 

38 

2007-09-04  19  3459  3459  3  out 

3128  6 

1  903 

0  47 

1  5 

103 

1  609 

Nosema 

1 

QM’LKAGSKGSYINISQITSCV  GQQNIESK 

30 

AAD12605  1 

RNA  polymerase  II  largest  subunit 

0  9736 

Test  16 


Sr  No 

File  Name 

(M+H) 

*M 

*Cn 

XCorr 

Sp 

RSp 

Reference 

No 

Peptide 

AA 

ID# 

Protein 

PP 

1 

2007-09-14-07  3136  3136  2  out 

1156  7 

0  532 

0  66 

3  45 

661 

0 

KBV|KBV|KBV!KBV 

6 

IGPISEVASGVK 

12 

ABN49472  1 

VP4  protein 

0  9976 

3 

2007-09-14-07  3902  3902  2  out 

^285  7 

0  314 

054 

2  45 

1170 

0 

lfV6 

1 

EAQKIEKIGNR 

11 

NP  149612  1 

1491 

0  999 

4 

2007-09-14-07  2614  2614  2  out 

1344  7 

0  251 

0  41 

1  72 

403 

0 

IPV6 

1 

ienennleeik 

11 

NP  149776  1 

3131 

0  9997 

2 

2007-09-14-07  3334  3334  2  out 

1159  6 

0  505 

0  49 

1  6 

280 

0 

NosemalNosema 

2 

IAVNM-VPFPR 

11 

AAN35161  1 

beta-tubulin 

0  9992 

Test  16 


Sr  No 

File  Name 

(M+H) 

AM 

*Cn 

XCon 

Sp 

RSp 

Reference 

No 

Peptide 

AA 

ID# 

Protein 

PP 

3 

2008  08  1 3-0 la  1274  1274  2  out 

1156  7 

0  378 

0  68 

3  13 

802 

0 

KBV|KBV|KBV|I 

6 

IGPISEVASGVK 

12 

ABN49472  1 

VP4  protein 

0  9876 

14 

2008-08-1 3-0 la  1670  1670  2  out 

1614  9 

0  202 

0  28 

2  57 

5% 

0 

IIV6 

1 

TILTTKVQNINIEK 

14 

NP  149513  1 

050L 

0  9956 

12 

2008-08-1 3-0 la  957  957  2  out 

1344  7 

1  598 

0  25 

234 

466 

0  693 

live 

1 

IENENNLEEIK 

11 

NP  149776  1 

313L 

0  9897 

9 

2008-08-13-Ola  1599  1599  2  out 

1270  7 

0  457 

04 

2  23 

356 

0 

LAPV1IAPV 

2 

LVLNANPFVAGR 

12 

YP  001040003  1 

structural  polyprotein 

0  9828 

13 

2008-08-13*0 la  1148  1148  2  out 

1475  6 

0  67 

0  29 

2  06 

487 

1  099 

live 

1 

EMNMTCSSGYLTR 

13 

NP  149930  1 

467R 

0  9957 

15 

20 08-08- 13-0 la  1508.1508  2  out 

1630  8 

0  558 

0  29 

1  94 

369 

0  693 

live 

1 

QENMLIESHNM'LR 

14 

NP  149463  1 

468L 

0  9861 

2 

2008-08-13-Ola  1306  1306  2  out 

1143  7 

0  425 

0  43 

1  89 

652 

0 

Nosema 

1 

LISLTRLLSK 

10 

ABE26651  1 

pol  polyprotem 

0  9534 

4 

2008-08-13-01a  1058  1058  2  out 

1158  6 

0  399 

044 

1  7 

214 

0 

HV6 

1 

KRNAEAWQR 

9 

NP  149676  1 

213R 

0  9991 

8 

2008-08-13-01a  1275  1275  2  out 

1264  7 

1  343 

0  46 

1  7 

285 

0 

IJV6 

1 

INGLIDISEYK 

11 

NP  149758  1 

295L 

0  9913 

10 

2008-08-13-01a  1308  1308  2  out 

1273  8 

1  677 

0  38 

1  69 

109 

0  693 

Nosema 

1 

KTESKVELVLK 

11 

AB069724  1 

unknown 

0  9993 

21 

2008-08-13-01a  1373  1373  3  out 

1950  9 

0  248 

0  37 

1  67 

162 

0 

VDVIfVDVI 

2 

CQHWYAPLTAIYVDDR 

16 

YP  145791  1 

polyprotem 

0  994 

7 

2008-08-13-Ola  1541  154  1  2  out 

1214  7 

0  494 

0  34 

1  64 

340 

0 

iAPV|IAPV 

2 

TIADALKKVQK 

11 

YP  001040003  1 

structural  polyprotem 

0  9996 

16 

2008-08-13-Ola  1535  1535  3  out 

1700  9 

1  444 

0  45 

1  61 

164 

0 

live 

1 

CNQiVIDFFWEFK 

14 

NP  149776  1 

313L 

0  967 

23 

2008-08-13-Ola  1523  1523  3  out 

2044  1 

1  495 

0  36 

1  59 

223 

0 

HV6 

1 

LKQLDVMIEFM’KQYNK 

17 

NP  149504  1 

041L 

0  9637 

20 

2008-08-13-Ola  1557  1557  3  out 

1860  9 

1  053 

0  46 

1  57 

157 

0 

Nosema 

1 

YVYEIEIPLCLYSQK 

15 

ABE27273  1 

unknown 

0  9784 

1 

2008-08-13-Ola  1449  1449  2  out 

11225 

0  826 

0  4 

1  52 

141 

1  099 

IIV6 

1 

SLMGNCPSSVK 

11 

NP  149555  1 

092R 

0  9987 

6 

2008-08-13-Ola  1185  1185  2  out 

1184  7 

0  736 

0  38 

1  52 

317 

0 

five 

1 

IKDIIDALQR 

10 

NP  149695  1 

232R 

0  9861 

B-10 


Test  16 


Sr  No 

File  Name 

tM+H) 

*Cn 

XCorr 

Sp 

RSp 

Reference 

No 

Peptide 

AA1 

ID# 

Protem 

PP 

11 

2008*08-13-02  1670  1670  2  out 

1614  9 

0  468 

0  32 

2  61 

649 

0 

l(V6 

1 

TILTTKVQNINIEK 

14 

NIP  149613  1 

060L 

0  9997 

9 

2008-08-13-02  944  944  2  out 

1344  7 

0  486 

0  33 

2  09 

379 

0 

irvG 

1 

IENENNLEEIK 

11 

NP.  149776  1 

313L 

0  9812 

12 

2008-08-13-02  1609  1609  2  out 

1630  8 

0  683 

0  33 

2  03 

369 

0 

irve 

1 

QENMUESHNM'LR 

14 

NP  1494  6  3  1 

468L 

0  9944 

1 

2008-08-13-02  1136  1136  1  out 

700  6 

1  106 

0  19 

1  91 

399 

0 

Nosema 

1 

VXDIIK 

6 

ABM 269 77  1 

RNA  polymerase  II  largest  subunit 

1 

18 

2008-08-13-02  1482  1482  3  out 

1780  9 

0  942 

0  66 

1  91 

227 

0 

Nosema 

1 

QPSLHKMSMMAHKVR 

16 

ABM26979  1 

RNA  polymerase  II  largest  subunit 

0  9689 

8 

2008-08  13-02  1674  1674  2  out 

1272  7 

1  088 

0  43 

1  84 

283 

0 

Nosema 

1 

DIWDfYNHGK 

11 

AAT72741  1 

deoxyundme  6'  tnphospbate  nucleotidebydrolas 

0  9976 

3 

2008-08-13-02  1198  1199  2  out 

1184  7 

0  282 

0  6 

1  78 

270 

0 

HV6 

1 

IKDtIDALQR 

10 

NP  149696  1 

232R 

0  9991 

71 

2008-08-13-02  1779  1779  2  out 

1268  6 

0  309 

043 

1  72 

396 

0 

10/6 

1 

DKMQIYVEDK 

10 

NP  149676  1 

21 3R 

0  9939 

2 

2008-08-13-02  1284  1284  2  out 

1166  7 

0  939 

0  44 

1  7 

229 

0 

KBVIKBVJK 

6 

IGPtSEVASGVK 

12 

ABN49472  1 

VP4  protein 

0  991 

17 

2008-08-13-02  1492  1492  3  out 

1776 

0  604 

041 

1  7 

276 

c 

l(V6 

1 

NHtKALTEQISRlPR 

16 

NP  149688  1 

226R 

0  9996 

13 

2008-08-13-02  1366  1366  3  out 

1732  9 

1  127 

0  46 

1  66 

271 

1  099 

lfV6 

1 

LNESREfVSAEMVKK 

16 

NP  149639  1 

176R 

1 

6 

2000-00-13-02  1260  1260  2  out 

1264  7 

1  644 

0  38 

1  63 

308 

0 

lfV6 

1 

ITMNFKNRLK 

10 

NP  149777  1 

314L 

0  9971 

4 

2008  00-13-02  897  097  2  out 

1197  8 

0  012 

044 

1  61 

177 

0 

lfV6 

1 

ESIULLLRK 

10 

NP  149671  1 

208L 

0  9996 

20 

2008-08-13-02  1624  1624  3  out 

2062  1 

0  764 

0  47 

1  68 

260 

0 

Nosema 

1 

IDAMNAAKSAAT1GDRSLEK 

20 

AAT 12296  1 

chromosome  segregation  protein 

0  9640 

16 

2008  08-13-02  1238  1230  3  out 

1764  0 

1  201 

0  42 

167 

76 

1  099 

Nosema 

1 

DDNPEMLT1HCVIHK 

16 

ABE27267  1 

unknown 

0  9769 

Test  17 


Sr  No 

File  Name 

*Cn 

XCorr 

Sp 

RSp 

Reference 

No 

Peptide 

AA 

ID* 

Protein 

PP 

18 

2007-09-14  11  3602  3603  2  out 

1614  9 

1  224 

0  35 

2  88 

703 

0 

irv6 

1 

TILTTKVQNINIEK 

14 

NP  149513  1 

050L 

0  9534 

7 

2007-09  14  11  3130  3130  2  out 

1166  7 

0  713 

0  59 

264 

436 

0 

KBV1KBV|KBV1KBV}KBV1KBV 

6 

IGPISEVASGVK 

12 

A8N49472  1 

VP4  protein 

0  9946 

20 

2007  09-14-11  2766  2766  3  out 

1704  9 

0  326 

0  45 

2  38 

345 

0 

Nosema 

1 

KINNFIFDDVAAJPK 

15 

ABE 266 51  1 

pol  potyprotem 

0  9666 

12 

2007-09  14  11  2576  2576  2  out 

1344  7 

1  713 

0  36 

2  33 

449 

0 

10/6 

1 

IENENNLEEIK 

11 

NP  149776  1 

313L 

0  %36 

37 

2007-09-14-11  3687  3687  3  out 

2110  1 

1  373 

0  56 

226 

406 

0 

Nosema 

1 

ASLQLKELEMQHNNLVSR 

18 

AAT 12296  1 

chromosome  segregation  protem 

1 

13 

2007-09  14  11  3180  3180  2  out 

1368  7 

0  793 

0  52 

2  24 

678 

0 

IIV6 

1 

Y  QHYAIF  E  AVK 

11 

NP  149681  1 

218R 

0  9607 

9 

2007-09-14-11  657  667  2  out 

1202  7 

1  274 

0  42 

1  94 

483 

0 

lfV6  ' 

1 

KFPTLEIINK 

10 

NP  149600  1 

226R 

0  9928 

10 

2007-09  14  1  1  3058  3850  2  out 

1285  7 

1  149 

041 

1  9 

312 

0 

irve 

1 

EAQKJEKIGNR 

11 

NP  149612  1 

149L 

0  %8 

23 

2007-09  14  11  2712  2712  3  out 

1745 

1  225 

0  36 

1  9 

140 

1  609 

Nosema 

1 

IIIP=»EFELEFLER 

14 

ABE26650  1 

pol  potyprotem 

0  9866 

26 

2007  09-14  11  2946  2946  3  out 

1765  8 

0  007 

0  6 

1  89 

1193 

0 

VDVIfVDVI 

2 

RSSLECQYIEPSTSR 

15 

YP  145791  1 

potyprotem 

0  9917 

6 

2007-09  -1411  2709  2709  2  out 

1146  6 

0  900 

0  44 

1  88 

473 

0 

Nosema 

1 

LSKEMNRlR 

9 

ABY49795  1 

hypothetical  spore  *ali  protein  13 

0  9874 

1 

2007-09-14- 11  2877  2877  1  out 

700  5 

1  008 

0  17 

1  87 

425 

0 

Nosema 

1 

VXDIIK 

6 

ABM269T7  1 

RNA  polymerase  II  largest  subunit 

1 

38 

2007  09  14  11  3262  3252  3  out 

2131  2 

1  663 

04i 

1  07 

133 

0 

Nosema 

1 

LNQTVAEVLRLYKNNDtK 

18 

ABE26661  1 

pol  potyprotem 

0  998 

4 

2007-09-14  1 1  2970  2970  2  out 

1133  7 

0  696 

0  42 

1  86 

229 

0 

lfV6 

1 

DOYILLLLR 

9 

NP  149867  1 

404L 

0  9988 

6 

2007-09  14-11  3575  3575  2  out 

1143  6 

1  71 

043 

1  05 

484 

0 

NosemalNosema 

2 

LAVNMVPFPR 

10 

AAN35161  1 

beta  tubulin 

1 

11 

2007-09  14  11  2901  2901  2  out 

1309  6 

1  525 

0  42 

1  82 

628 

0 

irve 

1 

NVLQTWGIEIK 

13 

NP  149701  1 

238R 

0  9981 

29 

2007  09  14  11  400  480  3  out 

1943 

0  206 

0  37 

1  77 

210 

0 

irve 

1 

SQHGIPDTSLKPSPHWR 

17 

NP  149813  1 

350L 

0  9889 

16 

2007-09  14-11  3464  3464  2  out 

1538  8 

0  381 

0  52 

1  75 

68 

0  693 

irv6  - 

1 

VSELGSKHFCYIR 

13 

NP  149827  1 

364l 

0  9817 

8 

2007-09  14-11  3070  3070  2  out 

1179  7 

1  898 

0  44 

1  74 

238 

0  693 

irve 

1 

PEILPLLTQR 

10 

NP  149731  1 

268  L 

0  992 

3 

2007-09  14  11  3570  3572  2  out 

1122  5 

1  304 

0  42 

1  69 

156 

0 

irv6 

1 

SLMGNCPSSVK 

11 

NP  149555  1 

092R 

0  9964 

16 

2007-09-14-11  3350  3350  2  out 

1429  7 

1  379 

0  5 

1  66 

221 

0 

Kekugc 

1 

PIKECSPISVSNR 

13 

YP  0156%  1 

polyprotem 

0  9976 

40 

200  7  09  14-11  3434  3434  3  out 

2642  3 

1  975 

0  38 

1  66 

89 

0 

Nosema|Nosema|Nosema[Nose 

8 

L  P  GMTM  KE  SF  E  S  QVN  YVLN  KAR 

22 

ABM26981  1 

RNA  polymerase  II  largest  subunit 

0  9941 

14 

2007-09  14  11  3508  3608  2  out 

1377  7 

0  739 

0  54 

1  64 

V 

0  693 

IIV6 

1 

NENNSVGRTQMK 

12 

NP  149530  1 

06  7R 

0  9708 

28 

2007  09  14-11  3633  3633  3  out 

1900  9 

1  373 

0  5 

1  61 

345 

0 

lfV6 

1 

EYM’TITFCNQEHQIK 

16 

NP  14  9752  1 

289L 

0  9921 

32 

2007-09  14  11  2631  2631  3  out 

1990  1 

0  749 

0  39 

1  6 

76 

0 

hV6 

1 

M-HVLTTITKTNTMENK 

18 

NP  149872  1 

4111 

1 

26 

2007-09  14-1 1  2793  2793  3  out 

1779  9 

0  022 

0  41 

1  58 

160 

0  693 

Nosema 

1 

DSELAVLLEDGGCGFVR 

17 

AAT 1229 5  1 

phospholipase  D 

1 

17 

2007  09  14  11  2968  2968  2  out 

1659  8 

1  436 

0  47 

1  57 

105 

0  693 

l(V6 

1 

M-DETQQLLYKFK 

13 

NP  149668  1 

20  5R 

0  9693 

35 

2007-09-14-11  742  742  3  out 

2045  1 

0  086 

0  4 

1  53 

199 

0 

IIV6 

1 

SLM’GNCPSSVKIfVSGATHK 

21 

NP  149655  1 

09  2R 

0  9583 

Test  18 


Sr  No 

File  Name 

(M*H) 

*Cn 

XCorr 

Sp 

RSp 

Reference 

No 

Peptide 

AA 

ID* 

Protem 

PP 

4 

2007-09-14  00  2898  2898  2  out 

1156  7 

0  812 

0  74 

2  83 

593 

0 

KBV|K8V|K8V|KBVIKBV|KBV 

6 

IGPISEVASGVK 

12 

A8N49472  1 

VP4  protein 

0  9954 

3 

2007-09-14-08  3346  3346  2  out 

11436 

1  67 

0  55 

245 

1024 

0 

NosemalNosema 

2 

LAVNMVPFPR 

10 

AAN35161  1 

beta-tubulm 

0  9814 

11 

200  7  09-14  0  8  286  5  2866  2  out 

1389  7 

0  778 

0  58 

2  42 

431 

0 

VDV1IVDV1 

2 

NVIIECKANEEK 

12 

YP  145791  1 

potyprotem 

0  9518 

0 

2007  09-14  08  3601  3501  2  out 

1268  6 

1  68 

0  41 

234 

570 

0 

l(V6 

1 

DKMQIYVEDK 

10 

ftP  ’49676  1 

213R 

0  982 

9 

2007  09-14  08  2528  2528  2  out 

1344  7 

0  403 

04 

2  1 

433 

0 

irve  1 

1 

IENENNLEEIK 

11 

NP  149^76  1 

313L 

1 

35 

2007  09-14-08  2513  2613  3  out 

2295  4 

1  094 

0  48 

2  05 

74 

0 

Nosema 

1 

YVTIKPL  ON  rrSKHI  VATIR 

20 

ABE26650  1 

pol  potyprotem 

0  9808 

22 

2007-09-14-08  2736  2735  3  out 

1766  0 

0  47 

041 

204 

939 

0 

VDV1JVOV1 

2 

RSSLECQYIEPSTSR 

15 

YP  145791  1 

polyprotem 

0  99% 

10 

2007  09  14  08  3216  3216  2  out 

1377  7 

0  679 

0  46 

1  99 

108 

1  099 

live 

1 

NENNSVGRTQMK 

12 

NP  149530  1 

067R 

0  9832 

6 

2007-09  14-08  2585  2585  2  out 

1206  6 

0  336 

0  36 

1  87 

220 

0 

DWV|0  WV|  D  WVIKa  k  ugofVD  V 1  >C 

40 

DDPFDKELAR 

10 

ABB  36639  1 

polyprotem 

0  9938 

13 

2007  09-14-08  2466  2466  2  out 

1656  7 

0  287 

04 

1  83 

256 

0 

8QCV 

1 

KYSFDOWFSFSK 

12 

NP  620564  1 

nonttructural  polyprotem 

0  9931 

5 

2007  09  14-08  3620  3620  2  out 

1196  8 

1641 

0  52 

1  76 

378 

0  693 

irv6 

1 

IILIIQLELK 

10 

NP  149702  1 

239R 

0  9868 

23 

2007-09-14-08  34  0  7  34  0  7  3  out 

1785  9 

0  768 

044 

1  71 

284 

0 

Nosema 

1 

ADGMKlEEFNKQTM'K 

16 

ABV48897  1 

hypothetical  spore  eall  protem 

0  9741 

29 

2007  09  14  08  3129  3129  3  out 

1971  2 

1  153 

0  45 

1  69 

309 

0 

lfV6 

1 

NHLVLAFcHLQKFlLR 

17 

NP  149845  1 

382R 

0  9951 

12 

2007  09-14  08  3364  3364  2  out 

1401  8 

0  825 

0  48 

1  68 

275 

0 

irv6 

1 

elnlltintenk 

12 

NP  149803  1 

34QR 

0  9972 

16 

2007-09  14-08  2927  2927  3  out 

1687  9 

0  34 

044 

1  65 

172 

0 

KBV|K8V|K8V|K8V|K8V|KBV 

6 

fVQNSDSOKLKEALK 

15 

A8N49472  1 

VP4  protem 

1 

36 

2007-09-14  08  6286  6286  3  out 

2296  2 

1  139 

044 

1  65 

98 

1  609 

irve 

1 

FAMFKPHWLTPLEYFNSR 

19 

NP  149788  1 

325 L 

0  9978 

21 

2007-09-14-08  3849  3849  3  out 

1746 

0  306 

0  41 

161 

347 

0 

irve 

1 

ELLKWLLLQEFWK 

13 

NP  149487  1 

024  L 

0  9959 

32 

2007-09-14  08  2909  2909  3  Out 

2165  2 

1  132 

04 

1  61 

172 

0 

irv6 

1 

ynppirynpkhplsppfk 

18 

NP  149628  1 

t65R 

0  998 

34 

2007  09-14-08  2373  2373  3  out 

2286  3 

1  378 

0  38 

1  61 

337 

0 

irv6 

1 

m-viqfkpkeulcidgvapr 

21 

NP  149475  1 

0121 

0  9%6 

7 

2007-09  14  08  3033  3033  2  out 

1209  6 

1  752 

047 

1  59 

168 

0  693 

irve 

1 

VFVN1GCSTNR 

11 

NP  149626  1 

163L 

1 

17 

2007  09-14  08  6582  6682  3  out 

1701  9 

0  231 

0  48 

159 

80 

3  258 

Nosema 

1 

AETEEPSKNLLfTEK 

15 

ABE26661  1 

pol  polyprotem 

0  992 

19 

2007  09-14-08  3124  3124  3  out 

1728  9 

0  54 

04 

159 

200 

0 

ifV6 

1 

DLQKEVDOLAKEWK 

15 

NP  149504  1 

041L 

0  9947 

25 

2007  09-14-08  1131  1131  3  Out 

1849 

0  629 

044 

1  59 

364 

0 

Nosema 

1 

SARTIAKFVLEEIICR 

16 

ABE26648  1 

pol  polyprotem 

0  972 

24 

2007  09-14  08  3702  3702  3  out 

1843  9 

1  303 

0  38 

1  58 

299 

0 

irve 

1 

LLDYYKNDEDDtVTK 

15 

NP  149824  1 

36H 

0  9957 

20 

2007  09  14  08  3794  3794  3  out 

1738  9 

0  171 

0  39 

1  54 

359 

0 

Nosema 

1 

YNFKDDIFTGltHR 

14 

A8E27264  1 

unknown 

0  9957 

18 

2007  09-14-08  6619  6619  3  out 

1713 

1  638 

05 

153 

99 

1  946 

irve 

1 

LVPINADUNFAADVK 

16 

NP  149697  1 

234  R 

0  %93 

Test  18 


Sr  No 

File  Name 

(M+H) 

*Cn 

XCorr 

Sp 

RSp 

Reference 

No 

Peptide 

AA 

ID# 

Protein 

PP 

5 

2008-08-13-04  1289  1289  2  out 

1156  7 

0  484 

0  62 

3  58 

792 

0 

kbv[kbvikbv;kb’ 

6 

IGPISEVASGVK 

12 

AS  N4 94  72  1 

VP4  protein 

1 

12 

2008-08-13-04  1679  1679  2  out 

1614  9 

1  485 

0  35 

2  82 

617 

0 

live 

1 

T1LTTKVQNINIEK 

14 

NP  149513  1 

050L 

0  9945 

16 

2008-08-13-04  1711  1711  3  out 

1795  9 

0  392 

034 

2  32 

375 

0 

Nosema 

1 

MliKMLMSTDSIEKR 

15 

ABE27271  1 

unknown 

0  9629 

11 

2008-08-13-04  1261  1261  2  out 

1389  7 

0  492 

0  65 

2  27 

645 

0 

VDV1IVDV1 

2 

NVLIECKANEEK 

12 

YP  145791  1 

potyprotem 

0  9872 

14 

2008-08-13-04  1067  1067  2  out 

1665  8 

1  735 

0  38 

2  22 

293 

0 

Nosema 

1 

TQSDQGTTTKVQEDK 

15 

ABE26649  1 

pol  polyprotem 

0  9985 

7 

2008-08-13-04  1708  1708  2  out 

1205  7 

1  393 

0  35 

2  12 

311 

0 

live 

1 

VDVSTQTKTVK 

11 

NP  149655  1 

192R 

0  9832 

13 

2008-08-13-04  1521  1522  2  out 

1630  8 

1  543 

0  43 

2  08 

441 

0 

irv6 

1 

QENMLIESHNM'LR 

14 

NP  149463  1 

4681 

0  9622 

6 

2008-08-13-04  1204  1204  2  out 

1184  7 

0  119 

0  43 

2  07 

331 

0 

live 

1 

IKDIIDAIQR 

10 

NP  149695  1 

232R 

0  9892 

10 

2008-08-13-04  958  958  2  out 

1344  7 

0  291 

0  37 

2  06 

429 

0 

live 

1 

IENENNLEEIK 

11 

NP  149776  1 

313L 

0  9884 

3 

2008-08  1  3  04  1494  1494  2  out 

1151  6 

1  656 

0  53 

2  05 

224 

0 

Nosema|Nosema 

2 

LSQEFGKKSK 

10 

AAC4741 9  1 

alpha-tubulin 

0  9877 

9 

2008-08-13-04  1456  1456  2  out 

1268  6 

1  366 

0  32 

1  98 

412 

0 

W6 

1 

DKMQIYVEDK 

10 

NP  149676  1 

213R 

0  9743 

1 

2008-08-13-04  1143  1144  1  out 

700  5 

0  566 

0  17 

1  89 

415 

0 

Nosema 

1 

VXDItK 

6 

ABM26977  1 

RNA  polymerase  II  largest  subunit 

1 

17 

2008-08  13-04  1571  1571  3  out 

2335  2 

0  858 

0  58 

1  75 

374 

0 

fiive 

1 

P$rVAEM*PDlKPNQVM*VHLGK 

23 

NP  149864  1 

401R 

0  9892 

8 

2008-08-13-04  1703  1703  2  out 

1256  6 

0  494 

0  45 

1  65 

282 

0  693 

Nosema 

1 

EFLNDKSEM'K 

11 

ABE27267  1 

unknown 

0  9955 

15 

2008-08  1  3-04  1 744  1  744  3  out 

1700  9 

1  461 

0  52 

1  6 

71 

2197 

IIV6 

1 

CNQfVlDFFWEFK 

14 

NP  149776  1 

313L 

0  9929 

2 

2008-08-13-04  2070  2070  2  out 

1122  5 

1  899 

0  52 

1  55 

178 

0  693 

live 

1 

SLMGNCPSSVK 

11 

NP  149555  1 

092R 

0  9839 

4 

2008-08-13-04  817  817  2  out 

1153  5 

0  738 

0  49 

1  52 

320 

0 

IIV6 

1 

TM*TGIEDASGR 

12 

NP  149548  1 

085L 

0  9897 

Test  18 


Sr  No 

File  Name 

(M+H) 

*Cn 

XCorr 

Sp 

RSp 

Reference 

No 

Peptide 

AA 

ID# 

Protein 

PP 

6 

2008-08-13-05  1288  1288  2  out 

1156  7 

0  394 

0  74 

3  38 

602 

0 

KBV|KBV|KBV|KB\ 

6 

IGPISEVASGVK 

12 

ABN49472  1 

VP4  protein 

1 

17 

2008  08  13-05  1682  1683  2  out 

16M  9 

0  581 

0  21 

2  62 

687 

0 

IIV6 

1 

THJTKVQNINIEK 

14 

NP  149513  1 

050L 

0  9915 

12 

2008-08  13-05  1257  1257  2  out 

1389  7 

1  502 

0  71 

2  29 

639 

0 

VDV1IVDV1 

2 

NVLIECKANEEK 

12 

YP  145791  1 

polyprotem 

1 

11 

2008-08-13-05  1564  1564  2  out 

1377  7 

0617 

0  37 

2  23 

97 

2  197 

IIV6 

1 

NENNSVGRTQMK 

12 

NP  149530  1 

06  7R 

0  992 

10 

2008-08-13  05  932  932  2  out 

1344  7 

1  578 

0  27 

2  19 

355 

0 

live 

1 

IENENNLEEIK 

11 

NP  149776  1 

313L 

0  9888 

9 

2008-08-13  05  1439  1439  2  out 

1258  7 

0  495 

0  29 

2  13 

329 

0 

Nosema 

1 

IEDLNFLIGPK 

11 

AAT12293  1 

DNA  repair  helicase  RAD25 

0  9595 

18 

2008  08-13  05  1619  1619  2  out 

1630  8 

1  133 

0  3 

2  07 

429 

0 

l(V6 

1 

QENMllESHNM'lR 

14 

NP  149463  1 

468L 

0  9713 

24 

2008  08  13-05  1168  1168  3  out 

1849 

1  916 

0  47 

1  98 

268 

0 

live 

1 

LDSKRTGLIMDFNNPK 

16 

NP  149642  1 

179R 

0  9878 

191 

2008-08-13-05  1664  1664  2  out 

1633  9 

0  23 

0  35 

1  97 

391 

0 

live 

1 

M’DKIEELKIEELK 

14 

NP  149512  1 

049L 

0  9579 

4 

2008-08-13-05  1286  1286  2  out 

1149  6 

1  603 

0  32 

1  94 

233 

0 

Nosema 

1 

LENIPHPTTK 

10 

ABE26650  1 

pol  polyprotem 

0  9643 

8 

2008-08-13-05  1966  1966  2  out 

1206  6 

0  163 

0  35 

1  92 

515 

0 

Nosema 

1 

LSTPGYGELNR 

11 

AAN35161  1 

beta-tubulin 

0  9955 

16 

2008*08-13-05  917  917  2  out 

1556  7 

0  553 

0  37 

1  85 

137 

0 

BQCV 

1 

KYSFDDWFSFSK 

12 

NP  620564  1 

nonstructural  polyprotein 

0  9553 

26 

2008-08-13-05  1026  1026  3  out 

2249  2 

0  672 

0  53 

1  84 

182 

0 

IIV6 

1 

HVKT1HHYLVRNYRYIK 

17 

NP  149537  1 

074R 

0  9857 

21 

2008-08-13-05  951  951  3  out 

1758  9 

0  374 

04 

1  82 

135 

0 

Nosema 

1 

ridemgadiekqlik 

15 

ABE27267  1 

unknown 

0  9776 

2 

2008-08-13-05  1480  1480  2  out 

1130  7 

0  854 

0  43 

1  73 

136 

0  693 

KBV|KBV|KBV 

3 

KVLDAGLAJCK 

11 

NP  851403  1 

non-structural  polyprotem 

0.9955 

22 

2008-08-13-05  1516  1516  3  out 

1805  9 

0  991 

0  43 

1  69 

75 

1  099 

Kakuqo 

1 

VEIGQEASECIFKKPK 

16 

YP  015696  1 

polyprotem 

0  9701 

25 

2008-08-13-05  1380  1382  3  out 

2075  1 

0  721 

0  48 

1  63 

70 

0  693 

Nosema 

1 

DKPUVGHWLIWPEESR 

18 

ABE27273  1 

unknown 

0  9665 

15 

2008-08-13-05  1440  1440  2  out 

1554  7 

0  881 

041 

1  57 

303 

0 

DWV 

1 

SSVECQYAEPQASR 

14 

ABM64829  1 

polyprotem 

1 

5 

2008-08-13-05  814  814  2  out 

1153  5 

0  367 

0  47 

1  51 

210 

0 

IIV6 

1 

TMTGLEDASGR 

12 

NP  14  9  548  1 

085L 

0  981 

Test  19 


Sr  No 

File  Name 

(M+H) 

*M 

*Cn 

XCorr 

Sp 

RSp 

Reference 

No 

Peptide 

AA 

ID* 

Protein 

PP 

4 

20 07-09  14-09  3599  3599  2  out 

1143  6 

0  778 

0  67 

3  06 

1048 

0 

NosemalNosema 

2 

LAVNMVPFPR 

10 

AAN35161  1 

beta-tubulin 

1 

9 

2007-09-14-09  4036  4036  2  out 

1614  9 

0  607 

0  42 

2  82 

842 

0 

IIV6 

1 

TILTTKVQNINIEK 

14 

NP  149513  1 

0501 

0  9577 

24 

2007-09-14-09  3677  3677  3  out 

1785  9 

1  434 

0  58 

2  82 

339 

0 

Nosema 

1 

ADGMKIEEFNKQTM'K 

16 

ABV48897  1 

hypothetical  spore  wall  protein 

0  9838 

5 

2007-09-14-09  2168  2168  2  out 

1171  6 

0  641 

0  72 

2  79 

755 

0 

Nosema 

1 

HKGVMVGMGQK 

11 

AAB86863  1 

actm 

0  9601 

3 

2007-09  14  09  3141  3141  2  out 

1130  6 

0  375 

046 

2  53 

454 

0 

NosemalNosema, No 

14 

FPGQLNADLR 

10 

AA2235S2  1 

beta-tubulin 

0  9853 

11 

2007-09-14-09  3641  3641  3  out 

1668 

1  662 

031 

2  53 

847 

0 

Nosema 

1 

IKVIQEVQIDILEK 

14 

ABE27269  1 

unknown 

0  9964 

6 

2007-09-14-09  3474  3474  2  out 

1377  7 

0  766 

047 

2  47 

113 

1  099 

IIV6 

1 

NENNSVGRTQMK 

12 

NP  149530  1 

06  7R 

0  9792 

37 

2007-09  14-09  3729  3729  3  out 

2110  1 

0  641 

0  3 

2  26 

336 

0 

Nosema 

1 

ASLQLKELEMQHNNLVSR 

18 

AAT12296  1 

chromosome  segregation  protein 

0  9722 

7 

2007-09-14-09  3257  3257  2  out 

1401  7 

0  515 

04 

222 

284 

0 

IIV6 

1 

M'LSSCNLSKSTSK 

14 

NP  149862  1 

399R 

0  9516 

8 

2007-09-14-09  3618  3618  2  out 

1401  8 

1  748 

04 

2  09 

496 

0 

IIV6 

1 

ELNLLTLNTENK 

12 

NP  149803  1 

340R 

0  9951 

21 

2007-09-14-09  892  892  3  out 

1763  9 

0417 

0  35 

2  01 

205 

0  693 

irv6 

1 

NVLSM*WSQPSMRRR 

15 

NP  149790  1 

327R 

0  9903 

44 

2007-09-14-09  2884  2884  3  out 

2496  1 

0  328 

04 

2  01 

131 

0 

Nosema 

1 

SPDVFDTEAVYEKFKM’CNNDK 

22 

AB069725  1 

unknown 

0  9  748 

16 

2007-09-14-09  1173  1173  3  out 

1724  9 

0  437 

0  5 

1  94 

310 

0 

Nosema 

1 

FNLTDCV1HADAJHR 

15 

AAT72743  1 

translation  elongation  factor  2 

0  9876 

20 

2007-09-14-09  4499  4499  3  out 

1749  9 

0  88 

0  45 

1  93 

330 

1  099 

lfV6 

1 

IFYLSKVNMlCQYK 

14 

NP  149711  1 

248R 

0  9971 

33 

2007-09-14-09  3184  3184  3  out 

1965  1 

1  968 

044 

1  89 

214 

0  693 

IIV6 

1 

EAPVKLCDALLPWNNNR 

18 

NP  149647  1 

184R 

0  9721 

22 

2007-09-14-09  1625  1625  3  out 

1782 

0  591 

0  46 

1  86 

243 

0  693 

IAPVIIAPV 

2 

TTANGIERIPVIGEIAK 

17 

YP  00104  0  003  1 

structural  polyprotem 

0  9757 

25 

2007-09  14-09  3671  3671  3  out 

1790  9 

1  121 

0  45 

1  82 

320 

0  693 

Nosema 

1 

SYELPDGQV1KIGSER 

16 

AAB86863  1 

actm 

0  9857 

27 

2007-09-14-09  3830  3830  3  out 

1799  9 

1  563 

0  56 

1  8 

201 

0 

l(V6 

1 

kvktgnygnysyydk 

15 

NP  149524  1 

061R 

0  9741 

12 

2007-09-14  09  3002  3002  3  out 

1680  9 

1  078 

0  53 

1  77 

233 

0 

in/6 

1 

PFVHVELPSSINWR 

14 

NP  149500  1 

0371 

0  9691 

1 

2007-09  14-09  1013  1013  1  out 

8174 

0  072 

0  25 

1  74 

300 

0 

Nosema 

1 

NESNLLK 

7 

ABE27273  1 

unknown 

1 

17 

2007-09-14-09  1280  1280  3  out 

1733  9 

0  539 

0  45 

1  72 

293 

0 

l(V6 

1 

M'llFLTVFQYSLSR 

15 

NP  149496  1 

033L 

0  9826 

34 

2007-09-14  09  267S  2675.3  out 

2001  1 

1  14 

0  42 

1  7 

223 

0 

IIV6 

1 

WKIGNYWPUTDEIIK 

17 

NP  149500  1 

037L 

0  9827 

30 

2007-09-14-09  1682  1682  3  out 

1849 

1  953 

0  42 

1  68 

230 

0 

Nosema 

1 

SART1AKFVLEEIICR 

16 

ABE26648  1 

pol  potyprotem 

0  9527 

38 

2007-09  14  09  4988  4988  3  out 

2267  2 

0  581 

0  5 

1  68 

235 

0 

irv6 

1 

FGHSNPPIRYNPPIRYNPK 

19 

NP  149628  1 

165R 

0  9977 

32 

2007-09-14*09  2844  2844  3  out 

1928  1 

1  712 

0  42 

1  67 

82 

2  639 

irv6 

1 

[YNLALELLISILM’HR 

17 

NP  14  9884  1 

421L 

0  9688 

18 

2007-09-14-09  4310  4310  3  out 

1740  9 

0  84 

0  39 

1  63 

290 

0  693 

irv6 

1 

M'QIVQYLLCLM'ILK 

16 

NP  149730  1 

267R 

0  9758 

40 

2007-09-14-09  3336  3336  3  out 

2286  2 

1  822 

0  45 

1  59 

474 

0 

Nosema 

1 

VGINSRRPTVLEGQAM-AEVSR 

22 

AAZ23549  1 

alpha-tubulin 

0  9842 

28 

2007-09-14-09  3634  3634  3  out 

1825  2 

1  964 

04 

1  58 

186 

0 

irv6 

1 

IILIIQLELKILM’QK 

16 

NP149702  1 

239R 

0  984 

13 

2007-09-14-09  4073  4073  3.out 

1693  9 

0  781 

0  38 

155 

427 

0 

IIV6 

1 

IIM-MXQVKKVDIK 

16 

NP  149575  1 

1 12R 

0  9837 

36 

2007-09-14-09  3284  3284  3  out 

2057 

1  746 

0  47 

1  51 

140 

1  946 

Nosema 

1 

ievsvsndhigtvnaalcsk 

20 

AAT72743  1 

translation  elongation  factor  2 

0  9928 

39 

2007-09-14-09  4787  4787  3  out 

2270  1 

0  251 

0  49 

1  51 

74 

1  792 

IIV6 

1 

SKWLLMNPDDFKM-AIM’GLK 

21 

NP  149674  1 

21 1L 

0  9559 

B-12 


Test  20 


Sr  No 

F i)«  Name 

,M  +  H| 

•M 

*Cn 

XCofT 

Sp 

RSp 

Reference 

Nc 

Peptide 

AA 

ID# 

Protetn 

PP 

50 

200 7-09- 14- 12  3882  3882  3  out 

1938  9 

1  26 

06 

2  85 

398 

0 

Nosema 

1 

KASGNLDDLDVMFISGEK 

18 

ABY49795  1 

hypothetical  spore  wall  protein  13 

0  9952 

22 

2007-09-14-12  4715  4715  2  out 

1614  9 

0  647 

034 

2  33 

454 

0 

live 

1 

TUTTKVQNINIEK 

H 

NP  149513  1 

0501 

0  9546 

34 

2007-09-14-12  3052  3052  3  out 

1738  9 

1  589 

0  54 

2  33 

177 

1  386 

Nosema 

1 

VPYASPAFMTEKKNK 

16 

ABE26651  1 

pol  polyprotem 

0  9913 

20 

2007-09-14-12  3862  3862  2  out 

154  3  8 

1  474 

0  33 

2  25 

413 

0 

Nosema 

1 

EVKDPEVEVDQTR 

13 

ABY49795  1 

hypothetical  spore  wall  protein  13 

0  9812 

67 

2007-09  14  12  3652  3652  3  out 

2636  4 

0  895 

0  51 

2  23 

259 

0 

Nosema 

1 

NTNRSVTFlIKGELQMCSVINiR 

23 

ABE27273  1 

unknown 

1 

48 

2007-09  U  12  2940  2940  3  out 

1906  9 

0  922 

0  68 

22 

375 

0 

Nosema 

1 

NKM’VCEDCNNRQPVIK 

17 

AAD12605  1 

RNA  polymerase  II  largest  subunrt 

0  9814 

18 

2007-09-14-12  3552  3552  2  out 

1498  8 

1  342 

0  43 

2  14 

494 

0 

l(V6 

1 

EIFICYREGIKK 

12 

NP  149500  1 

037L 

0  9891 

19 

2007-09  14  12  3550  3550  2  out 

1501 

1  276 

0  32 

2  1 

663 

0 

lfV6 

1 

ILYLLSTPKMK 

13 

NP  149557  1 

0941 

0  9685 

8 

2007-09  14  12  2779  2779  2  out 

11906 

0  654 

0  41 

2  06 

405 

0 

live 

1 

EFNNILQQGK 

10 

NP  149821  1 

358L 

0  9619 

62 

2007-09-14-12  4  9  79  4  9  79  3  out 

2306  1 

1  405 

0  62 

2  03 

207 

0 

10/6 

i 

SYIHTSNWVM-FDHEGKIHK 

21 

NP  149508  1 

045L 

0  9967 

13 

2007-09-14-12  3065  3065  2  out 

1226  7 

0  167 

0  48 

2 

789 

0 

Nosema 

1 

NAGKIAGLDVLR 

12 

BAF76326  1 

heat  shock  protem  70 

0  9595 

33 

2007-09  M  12  3724  3724  3  out 

1734  9 

1  316 

0  49 

2 

257 

0 

IIV6 

DVPlGNDFDKATTTTK 

16 

NP  149798  1 

335L 

0  9504 

54 

2007-09  14-12  2106  2106  3  out 

2049 

1  333 

0  32 

1  97 

136 

0 

Nosema 

1 

MPFGLTUAPATFQC  l  M  *YK 

19 

ABE26649  1 

pol  pofyprotem 

0  9548 

15 

2007-09-14-12  5046  5046  2  out 

1230  7 

0  71 

0  3 

1  94 

336 

0 

10/6 

1 

DKNtAJDLNSK 

11 

NP  149883  1 

420R 

0  972 

59 

2007-09-14-12  2990  2990  3  out 

2194  1 

0  899 

0  54 

1  92 

108 

1  099 

10/6 

1 

NKSHMYDtLQSYLYYQK 

17 

NP  1495  0  7  1 

044 R 

0  9763 

4 

2007-09  14  12  2143  2143  2  out 

11196 

0  B41 

0  45 

1  91 

438 

0 

10/6 

1 

CTNPEKFKK 

9 

NP  149788  1 

3251 

0  9666 

6 

2007-09- 14- 12  468 1  4681  2  out 

1145  7 

051 

0  32 

1  89 

294 

0 

10/6 

1 

DtTUCKtAR 

10 

NP  149768  1 

3051. 

0  9792 

23 

2007-09  14-12  3047  3047  2  out 

1630  8 

1  506 

0  33 

1  88 

311 

0 

lfV6 

1 

QENMLIESHNM-LR 

14 

NP  149463  1 

468L 

0  9572 

3 

2007-09-14-12  2102  2102  2  out 

1117  6 

0  666 

0  39 

1  82 

358 

0  693 

Nosema 

i 

LNM-PDAUSK 

11 

AAB62548  1 

qlutammyt-tRNA  synthetase 

0  9915 

9 

2007-09  14-12  4787  4787  2  out 

1190  7 

0  256 

0  34 

1  82 

332 

0 

Nosema 

1 

RFACAiVLAAR 

11 

AAL28056  1 

AF406785  5  unknown 

0  9917 

10 

2007-09-14-12  3307  3307  2  out 

1205  7 

0  579 

0  46 

1  81 

260 

0 

lfV6 

1 

VDVSTQTKTVK 

11 

NP  149655  1 

192R 

0  989 

5 

2007-09-14-12  4465  4465  2  out 

11366 

1  02 

0  33 

1  78 

226 

0 

lifV6 

1 

NINVDRFMK 

9 

NP  14968 1  1 

218R 

0  9862 

32 

2007-09-14-12  2881  2881  3  out 

1732  9 

0  329 

0  48 

1  75 

171 

0 

lfV6 

1 

KCtGNNfVUTElM'R 

16 

NP  149493  1 

030L 

0  9998 

14 

2007-09  14-12  2776  2776  2  out 

1228  7 

1  471 

0  43 

1  72 

400 

0 

10/6 

kjppiddfkr 

10 

NP  149530  1 

067R 

0  9668 

1 

2007-09-14-12  2514  2514  1  out 

700  5 

0  081 

0  2 

1  71 

428 

0 

Nosema 

VXDfIK 

6 

ABM26977  1 

RNA  polymerase  II  largest  subunit 

1 

28 

2007-09-14-12  4926  4926  3  out 

1704 

1  313 

0  35 

1  69 

255 

0  693 

10/6 

i 

NLPLYSVKTHKIYK 

14 

NP  149792  1 

329R 

0  9826 

11 

2007-09-14-12  2504  2504  2  out 

1210  6 

04 

0  38 

1  67 

306 

0 

Nosema 

i 

WNRTKEFLR 

10 

AB 069723  1 

unknown 

0  9616 

49 

2007-09  14-12  4423  4423  3  out 

1934  9 

0  124 

0  43 

1  67 

335 

0 

10/6 

fvstldetcmffnnk 

16 

NP  14  94  8  5  1 

022L 

0  9583 

17 

2007  09  14  12  2784  2784  2  out 

1432  8 

0  446 

0  54 

1  65 

124 

0 

Nosema 

GAAENFLNSKIIR 

13 

BAF  76326  1 

heat  shock  protern  70 

0  9901 

51 

2007-09  14  12  6182  6182  3  out 

1946 

2 

04 

163 

322 

0 

10/6 

FQMAYGELGYDPSKLVK 

17 

NP  149639  1 

176R 

0  9961 

60 

2007-09-14-12  2450  2452  3  out 

2195 

0  814 

0  37 

1  61 

206 

0 

live 

F  NFAGNNVE  CEKTY  E  SlMK 

19 

NP  149675  1 

2121 

0  957 

65 

2007-09  14-12  3814  3814  3  out 

254  2  3 

1  095 

0  4 

1  59 

347 

0 

Nosema 

EGLFEFLRM’PFGLVNGPATFQR 

23 

ABE26655  1 

pol  polyprotem 

0  9896 

40 

2007  09  14  1  2  469  9  4  6  99  3  out 

1803 

0  307 

041 

1  58 

182 

1  386 

10/6 

mprswwifekjkpr 

14 

NP  149593  1 

130R 

0  996 

46 

2007-09  14  12  3977  3977  3  out 

1843 

0  03 

0  48 

1  58 

190 

1  386 

IJV6 

leldvppltsgdfgnir 

17 

NP  149772  1 

309L 

0  999 

2 

2007-09-14-12  2208  2208  2  out 

1103  5 

0  762 

0  4 

1  57 

291 

0 

BQCV1BQCV1BQCVIBQCV 

4 

ydqydpfr 

8 

ABC  95  1  62  1 

structural  polyprotein 

0  9791 

24 

2007-09  14-12  4626  4626  3  out 

1658  9 

1  072 

0  42 

1  57 

133 

2  079 

8QCV 

" 

VWLGSFPIPTINPTR 

16 

NP  620565  1 

Structural  polyprotem 

0  9628 

56 

20  0  7-09  1  4  1  2  434  9  4  34  9  3  out 

2075  9 

0  651 

0  38 

1  56 

1224 

0 

Nosema 

FNEQCGREWEVLMSMKK 

18 

ABV48900  1 

hypothetical  spore  wall  protem 

0  9817 

21 

2007-09  14-12  2623  2623  2  out 

1612  8 

0  595 

0  5 

1  55 

94 

0  693 

KBV1KBV 

2 

HFQTAESM*SKFKR 

14 

NP  851403  1 

non-structural  polyprotem 

0  9874 

53 

2007-09-14-12  4  782  4  783  3  out 

2009 

1  624 

0  51 

1  54 

30 

3  638 

10/6 

i 

SGYTARPL  WNEWKtC  GK 

17 

NP  149485  1 

022L 

0  9871 

29 

2007-09  14  12  6210  6210  3  out 

1713  8 

1  27 

0  42 

1  53 

239 

0 

Nosema 

i 

M’SGHGSPNTVKFWLK 

18 

ABE26654  1 

pol  polyprotem 

0  9742 

30 

2007-09  14  12  3292  3292  2  out 

1714  8 

1  401 

0  49 

1  53 

542 

0 

D  WV1 DVW1D  WV  ID  WVl  Ka  k  ugofVD  V 1 

7 

TOLM-EWGSNPYIRR 

16 

NP  853560  2 

polyprotem 

1 

38 

2007-09  14  12  5767  5767  3  out 

1783  8 

0  528 

0  44 

1  53 

301 

0 

MSCUT 

' 

NF  WPGGGISKF  GGEDVR 

18 

ABQ96192  1 

vasa 

0  987 

63 

2007-09- 14-12  3095  3095  3  out 

2335  2 

0  662 

0  41 

1  5 

339 

0 

10/6 

P  SIVAE  M  *P  DIKPN  Q  VM  *VHLG  K 

23 

NP  149864  1 

401R 

0  96  96 

B-13 


Tut  21 


Sr  No 

File  Name 

<M*H, 

•Cn 

XCorr 

Sp 

RSp 

Reference 

No 

Papttpa 

AA 

ID* 

Protam 

PP 

46 

2007-09-14-13  3484  3484  2  out 

1790  9 

0  349 

056 

2  76 

552 

0 

Nosema 

1 

SYELPDGQV1KK3SER 

16 

AAB86863  1 

actm 

1 

18 

2007-09-14-13  5087  508  7  2  out 

1614  9 

0  364 

0  47 

2  52 

323 

0 

IIV6 

1 

T1LTTKVQNINIEK 

14 

NP  149513  1 

0501 

0  9589 

13 

2007-09-14-13  254  1  254  1  2  out 

1344  7 

1  507 

0  28 

2  5 

383 

0 

KV6 

1 

lENENNLEEfK 

11 

NP  149776  1 

313L 

0  9931 

4 

2007-09-14-13  1  572  1572  2  out 

1171  6 

0  409 

07 

2  32 

604 

0 

Nosema 

1 

HKGVMVGMGQK 

11 

AAB86863  1 

eclm 

0  9861 

12 

2007-09-14-13  3401  340  1  2  out 

1332  8 

1  595 

0  42 

2  25 

251 

0  693 

Nosema 

1 

VESSIQSTKHK 

12 

ABE27277  1 

unknown 

0  9932 

16 

2007-09- 14-13  3746  3746  2  out 

1498  8 

1  361 

0  46 

225 

619 

0 

•tV6 

1 

EIFICYREGIKK 

12 

NP  149500  1 

0371 

0  9917 

32 

2007-09-14-13  6155  6155  3  out 

1717 

0  986 

05 

2  23 

316 

0 

NV6 

1 

UJFKT1KDYSFIK 

14 

NP  149716  1 

253L  1 

0  9877 

30 

2007-09-14-13  3548  3549  2  out 

1703  8 

0  745 

041 

2  19 

114 

0 

live 

1 

lcfnnnysgntu.dk 

15 

NP  149593  1 

130R 

0  9534 

84 

2007-09-14-13  6690  6690  3  out 

2303  2 

0  356 

0  39 

2  09 

302 

0 

sv 

1 

VMNMATTFGHLIARVYEPPR 

20 

AAL79021  1 

AF 46  960 3  1  potyprotem 

0  9895 

5 

2007-09-14-13  2360  2360  2  out 

1203  6 

0  423 

0  35 

2  08 

581 

0 

ABPV 

1 

NNSNKMATPVK 

11 

NP  066242  1 

capsxJ  protam 

0  9947 

14 

2007-09-14-13  4788  4788  2  out 

1377  7 

0  405 

04 

2  06 

235 

0 

live 

1 

NENNSVGRTQMK 

12 

NP  149530  1 

067R 

0  9953 

21 

2007-09-14  1  3  6  70  7  6  707  3  out 

1665  8 

1  923 

0  45 

2  05 

146 

2  398 

Nosema 

1 

lnlyafnsfgynsr 

14 

AB069717  1 

unknown 

0  9911 

71 

2007-09-14-13  6108  6108  3  out 

2033 

0  349 

0  49 

204 

260 

0 

HV6 

1 

fdydrdistdpieryk 

16 

NP  14%92  1 

229L 

0  9855 

19 

2007-09-14-13  3248  3248  2  out 

1630  8 

1439 

0  38 

2  03 

363 

0 

live 

1 

qenulieshnm-lr 

14 

NP  1494  63  1 

468L 

0  9809 

90 

2007-09-14-13  5371  5371  3  out 

2655  2 

0  142 

0  39 

203 

75 

2  708 

UV6 

1 

STRlNYLPSSQSCAPF  QSHADCDK 

24 

NP  149800  1 

3371 

0  9835 

f 

2007-09-14-13  3583  3583  2  out 

1268  6 

0  775 

0  35 

1  99 

608 

0 

live 

1 

DKMOYVEDK 

10 

NP  149676  1 

213R 

0  9598 

6 

2007-09-14  13  3485  3487  2  out 

1205  7 

1  121 

0  48 

1  97 

292 

0 

live 

1 

VDVSTQTKTVK 

11 

NP  149655  1 

192R 

0  9896 

1 

2007-09-14  13  3496  34%  2  out 

1102  7 

0  677 

0  46 

1  92 

611 

0 

Nosema 

1 

PLKSlILYR 

9 

AB069724  1 

unknown 

0  9965 

83 

2007-09-14-13  549  1  549  1  3  out 

2299  2 

0  875 

043 

1  9 

312 

0  693 

IIV6 

1 

VDVSSLKSCE  EllF  IPNYDK 

20 

NP  149877  1 

414L 

0  9772 

65 

2007-09-14-13  2110  2110  3  out 

1995  9 

1  414 

0  51 

1  88 

258 

0 

Nosema 

1 

YIENEEFKEEM*LFCR 

16 

ABE27267  1 

unknown 

0  9999 

72 

2007-09-14  13  6674  6674  3  out 

2057 

0  836 

0  34 

1  88 

196 

0  693 

Nosema 

1 

IEVSVSNDHIGTVNAAlCSK 

20 

AAT72743  1 

translation  alongatmn  factor  2 

0  9783 

80 

2007-09-14-13  6328  6328  3  out 

2197  2 

1  836 

04 

1  88 

167 

0 

Nosema 

1 

rrlseatavlaewalleir 

19 

AAL28056  1 

AF406785  5  unknown 

0  9997 

42 

2007-09-14  13  4159  4159  2  out 

1769 

1  35 

0  61 

1  87 

145 

0 

IIV6 

1 

LPNfVPPSDGKKSTTSK 

17 

NP  149824  1 

361L 

0  997 

9 

2007-09  14-13  3709  3709  2  out 

1285  7 

0484 

0  56 

1  86 

1137 

0 

IIV6 

1 

EAQKlEKlGNR 

11 

NP  149612  1 

14  9L 

0  9707 

15 

2007 -09- 14- 13  4270  4 270  2  out 

1476  8 

0  783 

0  38 

1  85 

271 

0 

HV6 

1 

EVSEENRtM\LK 

13 

NP  149891  1 

428L 

0  9644 

10 

2007-09-14-13  2570  2570  2  out 

1293  7 

1  79 

044 

1  83 

452 

0 

live 

1 

KSfVEVSQYLK 

11 

NP  149500  1 

037L 

0  9584 

40 

2007-09-14  13  2759  2759  3  out 

1757  9 

0  463 

0  48 

1  83 

131 

0  693 

IIV6 

1 

WGAPEDTPLFRLDIK 

15 

NP  149576  1 

113L 

0  9899 

57 

2007-09-14-13  3124  3124  3  out 

1906  9 

0  546 

0  48 

1  83 

271 

0 

Nosema 

1 

NKM-VCEDCNNRQPV1K 

17 

AAD12605  1 

RNA  pofymerasa  H  laroast  subunit 

0  9689 

45 

2007-09-14-13  2124  2124  2  out 

1782 

1  65 

044 

1  81 

208 

0 

ABPV 

1 

GLEISRNLAELKLPTK 

16 

NP  066241  1 

repkcasa  poiyprotam 

0  9924 

78 

2007-09-14- 1 3  5839  5839  3  out 

2193  1 

145 

034 

1  8 

348 

0 

BQCVIBQCV1BQCV 

3 

evqdgtaf  lnarsie  DSDLL 

20 

NP  620565  1 

structural  polyprotein 

0  9991 

31 

2007-09-14-13  6259  6259  3  out 

1712  9 

1  215 

041 

1  79 

343 

0 

IIV6 

1 

OALLNTAGSSIM'YL  SK 

17 

NP  149618  1 

155L 

0  9725 

56 

2007-09-14-13  2129  2129  3  out 

1879  9 

0  423 

0  56 

1  78 

97 

1  386 

Nosema 

1 

LIDIGYGRM'LDNDVGGR 

18 

AAj.28057  1 

AF406785  6  calmodulm-dapendent  protam  kinase 

0  9897 

39 

2007-09-14  1  3  2  765  2  765  3  out 

1755  8 

0  231 

0  35 

1  76 

670 

0 

VDVIfVDVI 

2 

RSScECOYIEPSTSR 

15 

YP  145791  1 

poiyprot  am 

0  9945 

17 

2007-09-14-13  3862  3862  2  out 

1504  8 

1471 

0  41 

1  75 

220 

0 

live 

1 

pinivtesnayrk 

13 

NP  149612  1 

149L 

0  9611 

50 

2007-09-14  13  4260  4260  3  out 

1801  9 

1  088 

049 

1  75 

112 

1  792 

lfV6 

1 

elfdolsrlynfnr 

14 

NP  149883  1 

420R 

0  9594 

60 

2007-09-14-13  6752  6752  3  out 

1915 

1  444 

0  46 

1  75 

365 

0 

Nosema 

1 

delagtgieehgdkakr 

18 

A8Y49795  1 

hypothetical  spora  wall  protam  13 

0  9755 

66 

2007-09-14-13  6409  6409  3  out 

1999  1 

1  334 

047 

1  75 

181 

0  693 

IIV6 

1 

EFELHlLSKSPNVSLTGK 

18 

NP  149664  1 

201R 

0  9993 

87 

2007-09-14-13  3489  3489  3  out 

254  1  2 

1  801 

0  52 

1  74 

150 

0 

Nosema 

1 

nkfhltsfssgcdlokeveclr 

22 

ABV48890  1 

hypothetical  spore  wall  protein 

0  9826 

26 

2007-09-14-13  3639  3639  3  out 

1686  8 

1  798 

0  4 

1  72 

294 

0  693 

Nosema 

1 

GKYSWNGlYKDlDK 

14 

ABE26653  1 

pol  polypro'.am 

0  9502 

38 

2007-09  14  13  6B20  6820  3  out 

1743  8 

1  962 

034 

1  72 

378 

0 

Nosema 

1 

skgvm-cwlcdeiesk 

16 

ABE27267  1 

unknown 

0  9934 

41 

2007-09-14-13  856  856  3  out 

1763  9 

0  027 

043 

1  72 

194 

0 

IIV6 

1 

NVLSM*WSQPSMRRR 

15 

NP  149790  1 

327R 

0  9975 

44 

2007-09-14-13  1777  1777  3  out 

1778  9 

1  785 

0  36 

1  71 

99 

0  693 

IIV6 

1 

PTKDNWITM*  CVGRNK 

16 

NP  149717  1 

254L 

0  9577 

79 

2007-09-14-13  2665  2665  3  out 

2195 

0  556 

0  35 

1  71 

163 

0 

live 

1 

FNF  AGNNVECDfTYE  SIMK 

19 

NP  149675  1 

212L 

0  9701 

22 

2007-09-14-13  486  1  486  1  3  out 

1670  9 

1  416 

041 

1  7 

105 

2  639 

live 

1 

vlfnnasfltvlir 

14 

NP  149815  1 

352R 

0  9516 

7 

2007-09-14  13  4810  4810  2  out 

1230  7 

0  985 

043 

169 

277 

0 

irve 

1 

DKNLAIDLNSK 

11 

NP  149883  1 

420R 

0  9789 

61 

2007-09-14-13  1258  1258  3  out 

1932  1 

0  806 

0  39 

169 

69 

2  197 

ifV6 

1 

TINKILQKHYYIQNR 

15 

NP  149781  1 

318R 

0  9995 

86 

2007-09-14-13  4121  4121  3  out 

2397  2 

0  114 

044 

1  69 

1% 

0 

Nosema 

1 

SNSCYKVIHGMTISMRSLIEK 

21 

A8E27270  1 

unknown 

0  9864 

58 

2007-09-14-13  5227  5227  3  out 

1911 

1  217 

0  39 

1  68 

321 

0 

Nosema 

1 

EFWVRKJMFYGPIDK 

15 

AAT72743  1 

translation  alongalion  factor  2 

0  9556 

69 

2007-09-14-13  3226  3226  3  out 

2027 

0  674 

0  58 

166 

89 

0 

IIV6 

1 

NVIDAJSQIHTETEDTIK 

18 

NP  149585  1 

122ft 

0  9562 

51 

2007-09-14-13  3152  3152  3  out 

1826 

0  806 

0  36 

1  64 

422 

0 

DWV 

1 

PEMDRlLNlAEGLLNK 

16 

ABB 366  38  1 

polyprotetn 

0  9882 

23 

2007-09-14-13  3706  3706  3  out 

1675 

1  819 

0  46 

163 

528 

0 

IIV6 

1 

PFFANLLSVLNKPSK 

15 

NP  149508  1 

0451 

0  9921 

11 

2007-09-14  13  2563  2563  2  out 

1323  5 

0  51 

052 

162 

181 

0 

Nosema 

1 

EDDESEKNDDK 

11 

A8V48893  1 

hypothetical  spora  wall  protam 

0  9965 

29 

2007-09-14  13  5684  5684  3  out 

1701  8 

1  769 

041 

1  61 

134 

2  485 

DWVlDWVlDWVlDWVlKakuQorVOV  1 

7 

ECLYLDOPKFRM’R 

14 

NP  853560  2 

poiyprotam 

0  9997 

24 

2007-09-14-13  1514  1514  3  out 

1679  9 

1  626 

0  47 

1  58 

129 

0  693 

Nosema 

1 

GNKNDLWWGFINK 

15 

A8E26649  1 

pol  poiyprotam 

0  9885 

48 

2007-09-14-13  814  814  3  out 

1795  9 

1  049 

0  37 

1  58 

208 

0 

Nosema 

1 

MllKMLMSTDSlEKR 

15 

ABE27271  1 

unknown 

0  9859 

81 

2007-09-14-13  4950  4950  3  out 

2267  2 

0  979 

0  53 

1  58 

116 

0 

lfV6 

1 

FGHSNPPIRYNPPIRYNPK 

19 

NP  149628  1 

165R 

0  9925 

33 

2007  09-14-13  5826  5826  3  out 

1730  8 

1  7% 

0  47 

1  55 

207 

0  693 

Nosama 

1 

ESFGFNHYlMEKTK 

14 

AAT72743  1 

translation  elongation  factor  2 

0  9998 

70 

2007-09-14-13  2857  2857  3  out 

2029  1 

1  39 

0  7 

1  55 

71 

0 

IIV6 

1 

VSFMSVSSUCFASGOVGK 

20 

NP  149768  1 

305L 

0  9564 

28 

2007-09-14-13  2411  2411  3  out 

1697  9 

1  689 

0  42 

1  54 

115 

1.099 

Nosama 

1 

lkkfnaniidcpghk 

15 

AAS16360  1 

translation  elongation  factor  1  alpha 

0  9528 

77 

2007-09  14  13  6058  6058  3  out 

2166  1 

0  751 

0  44 

1  54 

90 

1  386 

Nosama 

1 

ISAEDNLLIFDEMVRGGMR 

19 

AAB62549  1 

olutemyi-tRNA  synthetase 

0  9999 

52 

2007-09-14-13  1314  1314  3  out 

1829  8 

1  362 

0  47 

1  52 

115 

1  386 

KBVKBVIKBVIKBV 

4 

TDENUSFFDSGOPER 

16 

YP  308663  1 

VP  3 

0  9866 

55 

2007-09-14-13  2861  2861  3  out 

1849 

0  357 

0  48 

1  51 

228 

0 

IIV6 

1 

ldskrtgumdfnnpk 

16 

NP  149642  1 

179ft 

0  977 

64 

2007-09-14-13  6770  6770  3  out 

1995 

1  563 

04 

1  51 

171 

0  693 

live 

1 

TDLPlWMGSLDKVYNDK 

17 

NP  149668  1 

205R 

0  9775 

36 

2007-09-14  13  2581  2581  3  out 

1739  9 

0  477 

0  38 

1  5 

138 

0 

live 

1 

LQMLFPPPHM’TRKK 

15 

NP  149599  1 

136R 

0  9711 

Test  22 


Sr  No 

File  Name 

{M+H) 

*M 

*Cn 

XCorr 

sp 

RSp 

Reference 

No 

Peptide 

AA 

ID* 

Protem 

PP 

10 

2007-08-16-05  2883  2883  2  out 

1631  8 

1  446 

0  59 

3  14 

737 

0 

Nosema|Nosema 

2 

AVUDIEPGTWTISVR 

16 

AAN35161  1 

beta-tubulin 

0  9545 

11 

2007-08-16-05  3029  3029  2  out 

1790  9 

1  519 

061 

3  1 

520 

0 

Nosema 

1 

SYELPDGQV1KIGSER 

16 

AA086863  1 

actm 

0  995 

5 

2007-08-16-0  5  2  342  2342  3  out 

1324  7 

0  262 

041 

2  11 

337 

0 

Nosema 

1 

FIQVIEDIKR 

10 

ABE 266  50  1 

pol  polyprotem 

0  9719 

9 

2007-08-16-05  766  766  3  out 

1615  8 

0  308 

0  32 

2  1 

425 

0 

IIV6 

1 

vsgegehklldyir 

14 

NP  1494  75  1 

012L 

0  9925 

4 

2007-08-16-05  2468  2468  2  out 

1302  7 

0  768 

0  36 

2  08 

515 

0 

IIV6 

1 

MKOlRYHLVK 

10 

NP  149  7  84  1 

321R 

0  9938 

7 

2007  08-16-05  676  676  2  out 

1495  7 

1.333 

0.39 

2  03 

539 

0 

IIV6 

1 

FHNEKVCSGSFQ 

13 

NP  149713  1 

250L 

0  9982 

3 

2007-08-16-05  2457  2457  3  out 

1299  8 

1  841 

0  37 

1  93 

163 

1  099 

live 

1 

EDKIPLSEIKK 

11 

NP  149752  1 

289L 

0  9  845 

2 

2007-08-16-05  2535  2535  2  out 

1184  7 

0  161 

0  49 

1  75 

435 

0 

IIV6 

1 

IKOIIDALQR 

10 

NP  149695  1 

I232R 

0  9  944 

6 

2007-08-16-05  2651  2651  2  out 

1485  9 

0  077 

0  47 

1  67 

597 

0 

Nosema 

1 

ISRRLTIPLNR 

12 

AAT12296  1 

chromosome  segregation  protein 

0  9745 

13 

2007-08-16-05  2965  2965  3  out 

2238  2 

1.752 

0  49 

1  61 

186 

0 

IIV6 

1 

ETGT1LVYVNNLFSDPNTIK 

20 

NP  149574  1 

111R 

0  9897 

B-14 


Test  22A 


Sr  No 

Fite  Name 

|M+H) 

‘M 

*Cn 

XCorr 

Sp 

RSp 

Reference 

No 

Peptide 

AA 

ID# 

Protein 

PP 

76 

2007-08-16-06  3041  3041  2  out 

1790  9 

0611 

0  63 

3  51 

811 

0 

Nosema 

1 

SYELPDGQV1KIGSER 

16 

AAB86863  1 

act  in 

0  9955 

54 

2007-08-16-06  2966  2966  2  out 

1329  8 

1  51 

0  47 

27 

645 

0 

IIV6 

1 

VEKGLSISQIKK 

12 

NP  149608  1 

145L 

0  9748 

11 

2007-08-16-06  782  782  2  out 

875  4 

0  179 

0 

244 

415 

0 

Nosema 

1 

EIEDEIK 

7 

ABE27271  1 

unknown 

0  9577 

47 

2007  08-16  06  656  656  2  out 

1292  7 

0  429 

0  43 

23 

281 

0 

IIV6 

1 

STDGTQTttSAK 

12 

NP  149523  1 

06 0L 

0  993 

60 

2007-08-16-06  2774  2774  2  out 

1358  6 

1  438 

0  17 

2  3 

475 

0 

ABPV 

1 

LNDFLMDYAEK 

11 

NP  06624 1  1 

replKase  polyprotem 

0  9839 

51 

2007-08-16-06  2883  2883  2  out 

1320  7 

0  649 

0  27 

2  15 

288 

0 

IIV6 

1 

VQFNDTNLKNK 

11 

NP  149852  1 

389L 

0  9867 

62 

2007-08-16-06  2801  2801  2  out 

1392  8 

0  46 

022 

2  13 

560 

0 

Nosema 

1 

SLIM-KANMILDK 

13 

ABV48894  1 

hypothetical  spore  wall  protein 

0  9948 

28 

2007-08-16-06  1011  1011  2  out 

1066  6 

0  253 

0  18 

2  12 

264 

0 

IIV6 

1 

KFIDM'LKR 

9 

NP  149701  1 

238R 

0  9813 

66 

2007-08-16-06  2903  2903  3  out 

1451  7 

1  701 

0  34 

2  12 

462 

0 

Kakugo 

1 

PM*CPRSPM*LLFK 

14 

YP  015696  1 

polyprotem 

1 

4 

2007-08-16-06  579  579  2  out 

759  5 

0  248 

0  06 

2  09 

270 

0  693 

irs/6 

1 

KNKEIK 

6 

NP  149861  1 

401R 

0  9937 

37 

2007-08-16-06  665  665  2  out 

1108  5 

1  56 

0  35 

2  09 

223 

1  099 

sv 

1 

VQM‘DDSIER 

10 

AAL  79021  1 

AF46960  3  1  polyprotem 

0  9911 

69 

2007-08-16-06  3246  3246  2  out 

1498  8 

0  501 

04 

2  08 

502 

0  693 

live 

1 

EIFICYREGIKK 

12 

NP  149500  1 

0371 

1 

77 

2007-08-16-06  2564  2564  2  out 

1826  9 

0  563 

0  16 

2  07 

325 

0 

Nosema 

1 

SNSCYKVLHGMTLSMR 

16 

ABE27270  1 

unknown 

0  9732 

43 

2007  08  16-06  2834  2834  2  out 

1213  7 

1  863 

0  19 

2  03 

283 

0 

live 

1 

ELNLENIIKK 

10 

NP  14  9  748  1 

28  5L 

0  9855 

13 

2007-08  16-06  554  554  2  out 

932  5 

0  065 

0  2 

1  97 

252 

1  099 

live 

1 

NNNKDVTK 

8 

NP  14992 1  1 

458R 

0  9826 

57 

2007-08-16-06  2655  2655  2  out 

1340  6 

0  679 

0  24 

1  97 

841 

0 

KBVJKBV 

2 

DMIEEAYQLTK 

11 

NP  851403  1 

non-structural  potyproiem 

0  9629 

59 

2007-08-16-06  3128  3128  2  out 

1350  8 

0  581 

0  15 

1  96 

503 

0  693 

IIV6 

1 

FLETLLKPFDK 

11 

NP  149666  1 

203L 

0  9589 

65 

2007-08-16-06  2694  2694  2  out 

1450  7 

0  568 

021 

i  96 

655 

0 

IIV6 

1 

M’KQSKDLDLDNK 

13 

NP  149879  1 

416R 

1 

70 

2007-08-16-06  2661  2661  2  out 

1596  8 

1  524 

0  56 

1  9 

198 

0 

Nosema 

1 

EARFNEIKSEM*AR 

14 

BAC15534  1 

elonqaiion  factor  1  alpha 

0  9952 

19 

2007-08-16-06  2243  2243  2  out 

964  6 

1  594 

0  18 

1  89 

384 

0 

IIV6 

1 

FLSQfTKK 

8 

NP  149867  1 

404L 

0  9878 

9 

2007-08  16-06  692  692  2  out 

815  5 

1  317 

021 

1  87 

223 

1  946 

live 

1 

KRSLSPK 

7 

NP  149829  1 

366R 

0  9686 

73 

2007-08-16  06  3222  3222  2  out 

1638  9 

1  464 

0  32 

1  86 

99 

1  792 

IIV6 

1 

VAQLGAFVAQKTDYK 

15 

NP  149508  1 

045L 

0  9611 

6 

2007-08-16-06  565  565  2  out 

787  5 

1  455 

0  14 

1  84 

436 

0 

Nosema 

1 

KAAEKIK 

7 

BAF76326  1 

heat  shock  protein  70 

0  9967 

30 

2007-08  16  06  2181  2181  2  out 

1070  6 

0  402 

0  17 

1  83 

192 

0 

IAPVIIAPV 

2 

VCLVHNDDR 

9 

YP  001040002  1 

polymerase  polyprotem 

0  9865 

22 

2007-08  16-06  691  691  2  out 

1016  6 

0  519 

0  18 

1  82 

237 

0  693 

IIV6 

1 

EAGLKVLMR 

9 

NP  149716  1 

25  3L 

0  9699 

46 

2007-08-16-06  3659  3659  2  out 

1280  8 

1  233 

0  58 

1  8 

327 

0 

IIV6 

1 

YKLEIILFNK 

10 

NP  149544  1 

081L 

0  9931 

8 

2007-08-16-06  2487  2487  2  out 

789  5 

0  366 

0  34 

1  78 

455 

0 

Nosema 

1 

YPKfIR 

6 

AAC47660  1 

mrtochondnaMype  HSP70 

0  9976 

71 

2007-08-16-06  1313  1313  3  out 

1606  8 

1  142 

04 

1  77 

95 

1  386 

IIV6 

1 

TCGTNGLPMTQNEIK 

15 

NP  149500  1 

037L 

0  9697 

18 

2007-08-16-06  591  591  2  out 

960  5 

0  063 

0  18 

1  76 

265 

0 

Nosema 

1 

SDEDILR 

8 

ABM26980  1 

RNA  polymerase  It  largest  subunit 

0  9893 

48 

2007-08-16-06  3164  3164  2  out 

1300  8 

0  815 

0  36 

1  76 

89 

2  079 

Nosema 

1 

WKEGTAVLRlK 

11 

AAB62548  1 

gtutammyt-tRNA  synthetase 

0  9758 

68 

2007-08-16-06  2682  2682  2  out 

1459  8 

0  422 

0  44 

1  74 

469 

0 

IIV6 

1 

WPHYVWKSPMR 

13 

NP  149567  1 

104L 

0  9554 

23 

2007-08  16-06  2697  2697  2  out 

1030  6 

0  406 

0  39 

1  73 

233 

0 

IIV6 

1 

VLKVMVGER 

9 

NP  149485  1 

0221 

0  9878 

24 

2007-08-16-06  511  511  2  out 

1032  6 

0  713 

0  19 

1  72 

261 

0 

NV6 

1 

EAGLKVLM'R 

10 

NP  149716  1 

253  L 

0  9637 

72 

2007-08-16-06  2163  2163  3  out 

1615  8 

1  136 

04 

1  72 

434 

0 

IIV6 

1 

VSGEGEHKLLDYIR 

14 

NP  149475  1 

0121 

0  9512 

78 

2007-08-16-06  256  7  256  7  2  out 

1913  9 

0  674 

0  32 

1  69 

102 

0  693 

Nosema 

1 

AEPTRHHDRYAYIER 

15 

ABV48889  1 

spore  wall  protein 

0  9677 

3 

2007-08-^6-06  613  613  2  out 

753  4 

0  521 

0  19 

1  68 

213 

0  693 

IIV6 

1 

QAFIFK 

6 

NP  149735  1 

2721 

0  9815 

53 

2007-08-16-06  2814  2814  2  out 

1327  7 

1  768 

0  26 

1  67 

261 

0 

IAPVIIAPV 

2 

KCVSKTYEEIK 

11 

YP  00  1  04  0  002  1 

polymerase  potyprotem 

0  9656 

32 

2007-08  16-06  1065  1065  2  out 

1072  5 

0  82 

0  25 

1  66 

156 

1  386 

VDV1|VDV1 

2 

QWDYMKLK 

9 

YP  145791  1 

polyprotem 

0  9815 

33 

2007-08-16-06  2125  2125  2  out 

1088  6 

0  63 

0  26 

i  66 

223 

0  693 

KBV1KBV!KBV|KBV 

4 

GCGEQIVNLR 

10 

YP  308663  1 

VP  3 

0  9607 

58 

2007-08-16-06  2995  2995  2  out 

1.344  7 

1  938 

0  27 

1  65 

281 

0 

Nosema 

1 

GVSTWGEIQDIK 

13 

ABE  27273  1 

unknown 

0  9856 

14 

2007-08  16-06  2735  2735  2  out 

946  6 

0  562 

0  47 

1  64 

350 

0 

Nosema 

1 

LGFLKRGR 

8 

AAT 12296  1 

chromosome  segregation  protein 

0  9854 

52 

2007-08  16  06  2419  2419  2  out 

1326  8 

1  582 

0  33 

1  62 

125 

1  099 

ABPV|ABPV|ABPV|KBV 

9 

PIEkVDQLKTR 

11 

ABQ16543  1 

nonstructural  protein 

0  9832 

7 

2007-08-16-06  1424  1424  2  out 

789  4 

0  294 

0  28 

1  59 

305 

0 

Nosema 

1 

NLADTKK 

7 

AAQ91615  1 

group  II  large  subunit  cataiase 

0  9929 

41 

2007-08-16-06  885  885  2  out 

1183  6 

0  769 

0  27 

1  55 

97 

1  609 

Nosema 

1 

FISPTDYNVK 

10 

ABQ69717  1 

unknown 

0  9584 

55 

2007  08  16  06  3632  3632  2  out 

1332"  8 

0  277 

0  28 

1  53 

153 

0  693 

Nosema 

1 

VESSIQSTKIIK 

12 

ABE27277  1 

unknown 

0  959 

17 

2007-08-16-06  1070  1070  2  out 

959  4 

0  726 

0  26 

1  51 

178 

0 

IIV6 

1 

ETFFNSSK 

8 

NP  1494  8  3  1 

020L 

0  9895 

Test  23 


Sr  No 
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tM*H) 

*Cn 

XCon 

Sp 

RSp 
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No 

Peptide 

AA 

10# 

Protein 

PP 

11 

2007-09  04  20  3156  3155  2  out 

1614  9 

1  318 

0  28 

2  96 

607 

0 

IIV6 

1 

TILTTKVQNINIEK 

14 

NP  1495  1  3  1 

050L 

0  9732 

30 

2007-09-04-20  3003  3003  3  out 

2728  4 

1  567 

0  33 

2  24 

89 

1  099 

IAPVIIAPV 

2 

STSENPKVGPiSEVASGVKTTANGlER 

27 

YP  001040003  1 

structure  polyprotem 

0  9949 

19 

2007-09-04  20  5337  5337  3  out 

2316  3 

0  862 

034 

2  11 

131 

1  609 

Nosema 

1 

E  VE  D  VYP  SEKLLDIVKAOLK 

20 

ABE26640  1 

pol  polyprotem 

0  9744 

10 

2007-09-04-20  5520  5520  3  out 

2147  2 

0  455 

051 

2  07 

156 

1  386 

Nosema 

1 

MPIVOKHKISGIGYVYTGR 

19 

BAC15534  1 

elongation  factor  i  alpha 

0  9926 

14 

2007-09-04-20  5360  5360  3  out 

1797  9 

0  538 

0  35 

204 

449 

0 

live 

1 

QGELLLNTIQPFDGPR 

16 

NP  149758  1 

295l 

0  995 

12 

2007-09-04-20  5678  5670  2  out 

1630  0 

1  573 

0  31 

2  01 

422 

0 

itve 

1 

OENMLIESHNWLR 

14 

NP  14946  3  1 

4601 

0  9673 

1 

2007-09-04-20  2624  2624  1  out 

700  5 

1  112 

0  17 

1  98 

417 

0 

Nosema 

1 

VXDlIK 

6 

ABM26977  1 

RNA  polymerase  II  largest  subunit 

0  9922 

2 

2007-09-04-20  24  8  3  24  83  2  out 

912  5 

0  593 

0  65 

1  % 

799 

0 

IIV6 

1 

WirvEPR 

7 

NP  149675  1 

212L 

0  9976 

e 

2007^)9-04  20  2489  2409  2  out 

1493  9 

0  226 

0  5 

1  SM 

127 

0 

l(V6 

1 

ALDClRKLPSHlK 

13 

NP  149590  1 

127l 

0  9778 

9 

2007-09-04-20  2291  2291  2  out 

1495  7 

1  343 

0  31 

1  93 

439 

0 

IIV6 

1 

fhnekivcsgsfq 

13 

NP  149713  1 

250L 

0  970 

25 

2007-09-04-20  5171  5171  3  out 

2552  5 

1  523 

0  34 

1  91 

156 

1  099 

Nosema 

1 

M-FVLAV1VLF  L  (TkKlLN  SM  *  AR 

24 

AAc28057  1 

AF406785  6  catmodulm -dependent  protein  kmasa 

0  9831 

21 

2007-09-04  20  3476  3476  3  out 

2427  2 

0  145 

0  35 

1  86 

229 

0 

Nosema 

1 

sivm-nkynfkdoiftglihr 

21 

ABE27264  1 

unknown 

0  9977 

28 

2007-09-04-20  4644  4644  3  out 

2673  5 

0  891 

0  37 

1  8 

76 

1  792 

IIV6 

1 

tfkiinfvifm-pfvfifkfmk 

22 

NP  149511  t 

G48R 

0  976 

27 

2007-09-04  20  5348  5348  3  out 

2671  4 

0  178 

0  39 

1  77 

127 

0  693 

Nosema 

1 

tiqvarhpailsegvlywshhek 

23 

AAT  12295  1 

phospholipase  D 

0  9897 

17 

2007-09-04-20  5  340  534  0  3  out 

21452 

0  897 

0  37 

1  74 

241 

0  693 

KBV]KBV|KBViKBV 

4 

TNPQKYIKOWTLOS7VLK 

10 

AAT76528  2 

structural  potyprotem 

0  9982 

15 

2007-09-04-20  2744  2744  3  out 

1990  1 

1  472 

0  34 

1  73 

133 

0 

VDVIfVDVI 

2 

TLWADLQRVGSEISTSVK 

18 

YP  145791  1 

polyprotem 

0  9768 

23 

2007-09-04  20  4718  4718  3  out 

254  0  2 

1  429 

0  45 

1  62 

152 

1  792 

IIV6 

1 

VlPVNCLSSYEDDQANNPCFRR 

22 

NP  149676  1 

213R 

0  9789 

3 

2007-09-04-20  2451  2451  2  out 

920  5 

1  674 

041 

1  58 

520 

0 

Nosema 

1 

MSEirVK 

8 

AAT? 274 1  1 

deoxyundme  5  tnphosphate  nucteotidehydrolas 

1 

B-15 


Test  24 


Sr  No 

File  Name 

(M+H) 

*Cn 

XCorr 

Sp 

RSp 

Reference 

No 

Peptide 

AA 

ID# 

Protein 

PP 

30 

2007-09-14-15  3528  3528  2  out 

1790  9 

0  302 

0  62 

3  38 

813 

0 

Nosema 

1 

SYELPDGQVIKJGSER 

16 

AAB86863  1 

act  in 

0  9904 

17 

2007-09-14-15  3678.3678  2  out 

1422  7 

1.779 

0  48 

3  01 

1124 

0 

Nosema 

1 

NKLLNYLACNEK 

12 

A6E26651  1 

pol  polyprotem 

0  988 

41 

2007-09-14-15  3593  3593  3  out 

2110  1 

1.755 

0  37 

271 

250 

0 

Nosema 

1 

ASLQLKElEMQHNNLVSR 

18 

AAT1 22%  1 

chromosome  segregation  protein 

0  9756 

4 

2007-09  14  15  3476  3476  2  out 

11436 

0  118 

0  53 

27 

852 

0 

NosemafNosema 

2 

LAVNMVPFPR 

10 

AAN35161  1 

beta-tubu  m 

0  9%1 

18 

2007-09-14-15  4166  4166  2  out 

1426  7 

0  647 

05 

2  37 

390 

0 

IIV6 

1 

SIDLIMYEVSEK 

12 

NP  149485  1 

022L 

0  9868 

21 

2007-09-14-15  3959  3959  2  out 

1614  9 

0  255 

03 

2  32 

328 

0  693 

l(V6 

1 

T1LTTKVQNINIEK 

14 

NP  149513  1 

050L 

0  9757 

5 

2007-09-14-15  774  774  2  out 

1171  6 

0  35 

0  68 

231 

388 

0 

Nosema 

1 

HKGVMVGMGQK 

11 

AA686863  1 

actm 

0  9562 

10 

2007-09-14-15  2705  2705  2  out 

1344  7 

0  69 

0  39 

23 

462 

0 

live 

1 

lENENNuEEIK 

11 

NP  149776  1 

3 1 3L 

0  9959 

12 

2007-09-14-15  4433  4433  2  out 

1377  7 

1  62 

0  48 

2  24 

185 

0 

IIV6 

1 

NENNSVGRTQMK 

12 

NP  149530  1 

067R 

0  9597 

29 

2007-09  14-15  4303  4303  3  out 

1783 

0  046 

0  45 

2  11 

263 

0 

live 

1 

TmQKLlETKY  GM’K 

16 

NP  149589  1 

126R 

0  998 

6 

2007-09-14-15  3721  3721  2  out 

1213  7 

1  65 

029 

2  06 

307 

0 

l(V6 

1 

ELNLENIIKK 

10 

NP  149748  1 

2851 

0  9964 

9 

2007-09-14  15  1177  1177  2  out 

1293  8 

1  908 

0  5 

1.95 

291 

0 

live 

1 

NLFVRFKELK 

10 

NP  14985^  1 

388R 

0  997 

11 

2007-09  14  15  3668  3670  2  out 

1358  8 

0  889 

04 

1  92 

323 

0 

Nosema 

1 

ALVDTGSTVNLIR 

13 

AEE26655  1 

pot  polvprotein 

0  9948 

23 

2007-09-14-15  2754  2755  3  out 

16%  9 

0  691 

04 

1  9 

262 

0 

lfV6 

1 

KSTVDLY  SISGSN  WK 

16 

NP  149642  1 

179R 

0  99% 

26 

2007-09-14-15  3604  3604  3  out 

1746  8 

144 

0  43 

1  86 

273 

0 

l(V6 

1 

EEDEVYDFANNFVR 

14 

NP  149731  1 

268L 

0  9947 

1 

2007-09-14-15  687  687  1  out 

703  4 

1.1 

0  14 

1.85 

197 

0  693 

live 

1 

TIDNIK 

6 

NP  149800  1 

337L 

1 

31 

2007-09  14  15  3227  3227  3  out 

1826 

0  746 

0  42 

1  84 

335 

0 

DWV 

1 

PEMDRILNIAEGLLNK 

16 

ABB36638  1 

potyprotem 

0  9999 

22 

2007-09-14-15  2845  2845  3  out 

1659  8 

0  466 

0  48 

1  83 

358 

0 

Nosema 

1 

GEDDLTYKYSDIIK 

14 

AAD12605  1 

RNA  polymerase  II  largest  subunit 

0  9933 

2 

2007-09  14  15  3562  3562  2  out 

1102  7 

0  563 

0  49 

1  82 

559 

0 

Nosema 

1 

PLKSIILYR 

9 

AS 069724  1 

unknown 

0  9953 

27 

2007-09-14-15  2934  2934  2  out 

1755  8 

0419 

0  45 

1  78 

379 

0 

VDVIfVDVI 

2 

RSSLECQYIEPSTSR 

15 

YP  14  579 1  1 

potyprotem 

0  9884 

8 

2007-09-14-15  4306  4306  2  out 

1230  7 

1  161 

0  42 

1  72 

219 

0 

IPV6 

1 

DKNiAJDLNSK 

11 

NP  149883  1 

420R 

0  9568 

19 

2007-09-14  15  3074  3074  2  out 

1485  9 

0  227 

0  42 

1  69 

673 

0 

Nosema 

1 

ISRRLTFIPLNR 

12 

AAT122%  1 

chromosome  segregation  protein 

0  9%5 

33 

2007-09-14-15  2894  2894  2  out 

1849 

0  129 

0  47 

1  67 

166 

0 

!fV6 

1 

LDSKRTGtIMDFNNPK 

16 

NP  149642  1 

179R 

0  971 

14 

2007-09-14-15  3006  3006  2  out 

1389  7 

1  512 

0  49 

1  63 

192 

0 

VDVIfVDVI 

2 

NVLIECKANEEK 

12 

YP  145791  1 

polyprotem 

0  9964 

25 

2007-09-14-15  4360  4360  3  out 

1728 

1  34 

0  39 

1  62 

527 

0 

NosemafNosema 

3 

NLKADLNAJWAVSKGK 

16 

AEM26981  1 

RNA  polymerase  II  largest  subunit 

0  9737 

20 

2007-09-14-15  35%  35%  2  out 

1516  8 

0  456 

0  48 

1  6 

160 

0 

live 

1 

ihclpfllnyqr 

12 

NP  149487  1 

024L 

0  985 

28 

2007-09-14-15  720  720  3  out 

1756  9 

1  721 

0  46 

1  6 

204 

0 

Nosema 

1 

MALRTACLHDCREVR 

15 

AAT 12295  1 

phospholipase  D 

0  999 

3 

2007-09-14-15  3684  3684  2  out 

1122  5 

0  602 

0  42 

1  58 

217 

0  693 

live 

1 

SLMGNCPSSVK 

11 

NP  149555  1 

092R 

0  9829 

Test  25 


Sr  No 

File  Name 

(M+H) 

*M 

*Cn 

XCorr 

Sp 

RSp 

Reference 

No 

Peptide 

AA 

ID# 

Protein 

PP 

29 

2007-09-14-16  3605  3605  2  out 

1790  9 

0  303 

0  63 

3  3 

727 

0 

Nosema 

1 

SYELPDGQVIKJGSER 

16 

AAB86863  1 

actm 

0  9978 

9 

2007-09-14-16  2693  2693  2  out 

1344  7 

1  543 

0  36 

2  39 

411 

0 

IV6 

1 

IENENNLEEIK 

11 

NP  149776  1 

313L 

0  9821 

13 

2007-09  14  16  3834  3834  2  out 

1614  9 

0  131 

0  33 

2  36 

630 

0 

live 

1 

TILTTKVQNINIEK 

14 

NP  149513  1 

050L 

0  963 

14 

2007-09-14-16  3593  3593  3  out 

1668 

0  251 

0  52 

2  33 

779 

0 

Nosema 

1 

IKV1QEVQIDILEK 

14 

ABE  2726  9  1 

unknown 

0  9901 

26 

2007-09-14-16  2374  2374  3  out 

1783  8 

0  513 

0  51 

22 

1234 

0 

Nosema 

1 

RIDWSE  NLQM'NF  SK 

15 

ABE26653  1 

pol  potyprotem 

1 

32 

2007-09-14-16  3281  3281  3  out 

1829  9 

1  56 

0  33 

2  15 

384 

0 

lfV6 

1 

DiPDFlRSEYKSMK 

15 

NP  149530  1 

067R 

0  9909 

6 

2007-09-14-16  3540  3540  2  out 

11436 

0  761 

0  5 

2  13 

921 

0 

NosemaJNosema 

2 

LAVNMVPFPR 

10 

AAN35161  1 

bet  a -tubulin 

0  9876 

23 

2007-09-14  16  2885  2885  3  out 

1755  8 

0  75 

0  54 

2  13 

802 

0 

VDVIfVDVI 

2 

RSSLECQYIEPSTSR 

15 

YP  145791  1 

potyprotem 

0  9982 

8 

2007-09-14-16  624  624  2  out 

1182  5 

1  667 

0  32 

2  12 

101 

1  792 

live 

1 

EMEQYNIQK 

9 

NP  149809  1 

346R 

0  9958 

19 

2007-09-14-16  3398  3398  2  out 

1691  9 

1  872 

04 

2  09 

245 

0 

Nosema 

1 

ENIKWYT1NGPKTK 

14 

AB069724  1 

unknown 

0  9831 

24 

2007-09  14  16  2780  2780  3  out 

1764  9 

1492 

0  39 

2  03 

191 

0  693 

Nosema 

1 

EAKTKV1AGE  NCG  VAF  K 

17 

BAC 15534  1 

elongation  factor  1  alpha 

0  99% 

2 

2007-09-14-16  2214  2214  1  out 

715  4 

0  277 

0  16 

2 

319 

0 

IIV6 

1 

NIIIDK 

6 

NP  149495  1 

C32R 

1 

12 

2007-09-14-16  3659  3659  2  out 

1608  9 

1  662 

0  44 

1  % 

382 

0 

IIV6 

1 

VDEVLHKVDWQTK 

14 

NP  149701  1 

238R 

0  9758 

15 

2007-09-14-16  3  84  0  3  84  0  3  out 

1676  7 

1  217 

0  36 

1  94 

297 

0  693 

IIV6 

1 

EEYCLMNPNSPDCR 

14 

NP  149800  1 

337L 

0  9829 

21 

2007-09-14  16  5146  5146  3  out 

1734 

1  552 

0  48 

1  92 

311 

0 

IIV6 

1 

nXPlQNQLCFSITK 

15 

NP  149540  1 

077L 

0  9802 

46 

2007-09-14  16  3616  36^6  3  out 

2425  2 

0  143 

0  38 

1  88 

329 

0 

IIV6 

1 

HVLDVAM ‘LASSE  GVSVYFNDKK 

23 

NP  149508  1 

045L 

0  %72 

11 

2007-09-14-16  3102  3102  2  out 

1485  9 

0  325 

0  49 

1  83 

536 

0 

Nosema 

1 

ISRRLTFIPLNR 

12 

AAT122%  1 

chromosome  segregation  protein 

0  9985 

39 

2007-09-14-16  2410  2410.3  out 

1987  1 

1  004 

0  43 

1  81 

208 

0 

DWVfDWV 

2 

EXSPISVSNRFAPLESLK 

18 

NP  853560  2 

polyp'otem 

0  9914 

3 

2007-09  14  16  3446  3446  2  out 

1109  6 

0  026 

043 

1  72 

311 

0 

irve 

1 

M*AM*LRLNTK 

11 

NP  149463  1 

468L 

0  9979 

18 

2007-09-14-16  4989  4989  3  out 

1688  8 

1439 

0  51 

1  68 

273 

0 

live 

1 

FLEEASSSFNIDVCK 

15 

NP  149564  1 

101L 

0  9994 

4 

2007-09-14-16  3388  3388  2  out 

1122  5 

0  68 

041 

1  65 

249 

0 

live 

1 

SLMGNCPSSVK 

11 

NP  149555  1 

092R 

0  9747 

42 

2007-09-14-16  5828  5828  3  out 

2075  9 

0  208 

04 

1  65 

670 

0 

Nosema 

1 

FNEOCGREVTEVLMSMKK 

18 

ABV48900  1 

hypothetical  spore  wall  protein 

0  9997 

5 

2007-09-14  16  2315  2315  2  out 

1140  7 

0  321 

0  42 

1  64 

587 

0 

IIV6 

1 

RTLPHYIIK 

9 

NP  149639  1 

176R 

0  9985 

31 

2007-09-14  16  3155  3155  3  out 

1799  9 

1  036 

0  53 

1  64 

121 

0 

live 

1 

SVANDDDIQIPDLEKK 

16 

NP  149669  1 

206R 

0  9  848 

25 

2007-09-14-16  2605  2605  3  out 

1774  8 

0  891 

0  41 

1  61 

139 

0  693 

Nosema 

1 

DEDKWETLM'TLYSK 

15 

ABE  2  664  8  1 

pol  polyprotem 

0  9997 

34 

2007-09-14-16  3004  3004  3  out 

1849 

0  517 

0  52 

1  58 

228 

0 

live 

1 

ldskrtgumdfnnpk 

16 

NP  149642  1 

179R 

0  9897 

35 

2007-09-14  16  4033  4033  3  out 

1859  9 

0  745 

0  54 

1  58 

294 

0 

Nosema 

1 

IDLRYSTWTWTVYR 

14 

AAT 1229 5  1 

phospholipase  D 

0  9984 

28 

2007-09-14-16  6539  6539  3  out 

1788  8 

0419 

0  43 

1  56 

148 

1  609 

Nosema 

1 

HGAGSAGERAKSTGEDMK 

18 

AAU11092  1 

unknown 

1 

38 

2007-09-14-16  4040  4040  3  out 

1950  9 

0  237 

0  41 

1  55 

149 

1  099 

VDVIfVDVI 

2 

cqhwyapltajyvddr 

16 

YP  145791  1 

polyprotem 

0  9988 

1 

2007-09-14-16  2314  2314  1  out 

713  5 

0  93 

0  18 

1  54 

336 

0 

live 

1 

LINLLK 

6 

NP  149877  1 

4 14L 

1 

17 

2007-09-14-16  3221  3221  2  out 

1683  9 

0  472 

0  43 

1  54 

147 

0 

live 

1 

QWKMELFLNLSFK 

13 

NP  149723  1 

26QR 

0  9938 

16 

2007-09-14  16  3810  3810  3  out 

1679  9 

1  247 

0  43 

1  51 

160 

1  099 

KBV1KBV 

2 

TGM*EAM*IKRIGDLGR 

17 

NP  851403  1 

non  structural  polyprotem 

0  9994 

47 

2007-09-14  16  3184  3184  3  out 

2751  4 

0  953 

0  5 

1  5 

98 

1  099 

Nosema 

1 

M*EIGLIGIGNM*GRELALNINDKGYK 

27 

AB069727  1 

unknown 

0  %25 

B-16 


Test  26 


Sr  No 

Filt  Name 

|W*H| 

*Cn 

XCorr 

Sp 

RSp 

Reference 

No 

Pepbde 

AA 

Ho5 

Proiem 

PP 

11 

2007-09-04  21  992  992  2  out 

1117  6 

0  809 

056 

2  82 

857 

0 

SV1SV1SV1SV1SV1SV1SVISV 

21 

VNNlHEVTK 

9 

NP  049374  1 

polyprotem 

1 

65 

2007-09-04  21  4863  4863  3  out 

2502  3 

1  753 

0  45 

2  37 

374 

0 

l(V6 

1 

IOEVIVPKE IAQ  SITf  PDFVTJK 

22 

NP  149639  1 

176R 

0  9751 

6i 

2007-09-04-21  4492  4492  3  out 

2310  1 

0  347 

0  39 

2  29 

253 

0 

Nosema 

1 

TGELAVADiGCGRM'SERHVHR 

22 

AAT 12294  1 

beta  transducm  rapaat  containing  protein-Mce 

0  9906 

38 

2007-09-04-21  4600  4600  2  out 

1614  9 

1  467 

0  29 

2  28 

344 

0 

irv6 

1 

TH.TTKVQNINIEK 

14 

NP  149513  1 

0501 

0  991 

62 

2007-09-04-21  3422  3422  3  out 

2332  1 

1  128 

0  42 

2  19 

142 

1  386 

Nosema 

1 

RCSFEETVEILLEASCFAER 

20 

AAD 12605  i 

RNA  polymerise  II  largest  subunit 

0  9504 

23 

2007  09-04-21  1911  1911  3  out 

1260  7 

0  144 

0  33 

2  14 

523 

0  693 

irve 

1 

EM-ULPNESAK 

12 

NP  149674  1 

211L 

0  9896 

15 

2007  09-04-21  1894  1894  2  out 

1164  6 

048 

0  49 

2  11 

513 

0 

Nosema 

1 

KESSELTNEK 

10 

ABV48896  1 

hypothetical  spore  wall  proiem 

0  9919 

59 

200  7  09-04-21  5480  5480  3  out 

2145  1 

1  663 

034 

2  1 

267 

0 

irV6 

1 

EEDTQKIOVUDQNEDLK 

18 

NP  149611  1 

148R 

0  9924 

26 

2007  09-04-21  2236  2236  2  out 

1344  7 

1  576 

0  31 

2  08 

425 

0  693 

irv6 

1 

ienennleeik 

11 

NP  149776  1 

313L 

0  9547 

67 

2007-09-04  21  3479  3479  3  out 

2669  3 

0  764 

0  57 

204 

95 

1  609 

lAPVflAPV 

2 

KST  AKF  VE  SDPNDfVDVTMQ  MWK 

23 

YP  001040002  1 

polymerase  polyprotem 

0  9511 

58 

2007  09-04-21  5438  5439  3  out 

2144  1 

1  602 

0  45 

2  02 

107 

1  386 

SVISVISVISViSVtSVISViSV 

17 

TLrVAAAGLVM‘AVGSJFGM*YK 

23 

NP  049374  1 

polyprotem 

0  9583 

66 

2007-09-04-21  5267  5267  3  out 

2628  3 

1  611 

04 

1  99 

178 

0 

irv6 

1 

hyvdpplsnqdvgusfvpcndak 

24 

NP  149750  1 

28  7R 

0  9977 

19 

2007-09-04  21  2045  204  5  2  out 

1232  6 

1  379 

0  36 

1  98 

238 

0 

KB  V|KBV  |KBV|K  BVJKBV 

5 

QVSM’QIATPNK 

12 

ABM  94  72  1 

VP4  protein 

0  955 

33 

2007-09-04-21  3575  3575  2  out 

1474  7 

0  877 

0  33 

1  % 

281 

0 

IIV6 

1 

VM'KDVYANVIDK 

13 

NP  149500  1 

037L 

0  9817 

39 

2007  09-04-21  3017  3017  2  out 

1626 

1  215 

044 

1  96 

135 

0 

irvs 

1 

LTKLVNSGNAIRlVK 

15 

NP  149639  1 

176R 

0  9933 

50 

2007  09-04  21  3185  3185  3  out 

1844 

1  232 

0  34 

1  95 

334 

0 

irv6 

1 

KOQLIDFAOSLGLNPGK 

17 

NP  149695  1 

232R 

0  9588 

4 

2007-09-04-21  651  651  2  out 

872  5 

0  334 

0  41 

1  94 

340 

0 

irv6 

1 

KGKNIGQK 

8 

NP  149852  1 

38  9L 

0  9913 

64 

2007-09-04-21  3809  3809  3  out 

2470  2 

1  995 

0  45 

1  9 

230 

0 

No  5  am  a 

1 

SSVIPEKPr  SWGDNLWDTIGR 

21 

A8E27270  1 

unknown 

0  9986 

35 

2007-09-04-21  4959  4959  2  out 

1492  9 

0  411 

036 

1  89 

298 

0 

Nosema 

1 

VlDNRHLGSIKLK 

13 

BAF76326  1 

heat  shock  protein  70 

0  9954 

3 

2007-09-04  21  824  824  2  out 

8165 

02 

0  24 

1  87 

253 

1  099 

IIV6 

1 

KDTJVLK 

7 

NP  149618  1 

155L 

0  9841 

5 

2007-09-04-21  2304  2304  2  out 

912  5 

0  454 

0  69 

1  86 

766 

0 

IIV6 

1 

WUVEPR 

7 

NP  149675  1 

2121 

0  9943 

40 

2007  09-04-21  2888  2888  2  out 

1630  8 

0  735 

0  33 

1  84 

361 

0 

IIV6 

1 

QENMLIESHNWLR 

14 

NP  149463  1 

468L 

0  9567 

44 

2007  09  04  21  1413  1413  3  out 

1742  7 

1  05 

0  49 

1  84 

135 

0 

Nosema 

1 

HPECWCPSNCEIHAR 

16 

AAB62548  1 

glutammy  -iRNA  synthatase 

0  9957 

7 

2007-09-04-21  1656  1656  2  out 

923  4 

1  24 

0  26 

1  82 

535 

0 

Nosema 

1 

FDDTNPSK 

8 

AAB62549  1 

glutamyl-tRNA  synthetase 

0  9704 

68 

2007-09-04-21  3137  3138  3  out 

2804  5 

0  451 

0  37 

1  81 

103 

0  693 

irV6 

1 

EL1ALVQLHHLRFEMHQQRHLR 

22 

NP  149726  1 

26  3L 

0  986 

47 

2007-09-04-21  3359  3359  2  out 

1767 

1  74 

0  39 

1  8 

101 

0  693 

Nosema 

1 

(TKLMFMSLSK1NLK 

15 

ABE27273  1 

unknown 

0  9897 

30 

2007-09-04  21  1463  1463  3  out 

1404  8 

0  58 

0  47 

1  79 

216 

0 

l(V6 

1 

WTltCIDGIIGAGK 

14 

NP  149606  1 

14  3R 

0  9859 

54 

2007-09-04-21  3280  3280  3  out 

1970  9 

0  144 

0  45 

1  78 

373 

0 

Nosema 

1 

AEVRSM  *TET$  WNQ  ETIK 

18 

ABE26654  1 

pol  polyprotem 

0  9577 

53 

2007-09-04  21  2818  2818  3  out 

1955  2 

0  089 

0  42 

1  76 

190 

0 

irv6 

1 

M11VLAFLI-LOKFLLR 

16 

NP  149845  1 

382R 

0  9901 

27 

2007  09-04  21  2813  2813  2  out 

1366  7 

1438 

0  3 

1  74 

978 

0 

irv6 

1 

INLVIFDHHCR 

11 

NP  149818  1 

355R 

1 

8 

2007-09-04-21  2562  2562  2  out 

959  6 

0  583 

0  37 

1  69 

317 

0 

KBVIKBVIIAPV1IAPV 

4 

EAALLAFPK 

9 

NP  851403  1 

non-structural  polyprotein 

0  9916 

36 

2007-09  04-21  4821  4821  3  out 

1536  8 

1  118 

0  36 

1  69 

244 

0  693 

IIV6 

1 

SPKSWTVQSIAFPK 

15 

NP  149829  1 

366R 

0  9806 

22 

2007-09 -04  21  3084  3084  2  out 

1255  7 

1  595 

0  39 

1  68 

194 

0  693 

IFV6 

1 

MDIFFLTKIK 

10 

NP  149587  1 

124L 

0  9951 

63 

2007  09-04-21  4845  4845  3  out 

2433  2 

1  75 

0  37 

1  66 

222 

0 

irv/6 

1 

KTGSJITTRLLEWMGVSGEYK 

21 

NP  149883  1 

420R 

0  9836 

14 

2007-09-04  21  2146  2146  2  out 

1154  6 

1  421 

0  38 

1  65 

116 

1  609 

irV6 

1 

QSQPNVAALAR 

11 

NP  149696  1 

232R 

1 

52 

2007  09  04  21  3498  3498  2  out 

1877  8 

1  639 

0  38 

1  65 

131 

0  693 

irv6 

1 

VGEDNDU  NAE  DO  STDR 

17 

NP  149792  1 

329R 

0  987 

60 

2007  09-04-21  2728  2728  3  out 

2192  3 

0  529 

0  42 

1  65 

171 

0 

Nosema 

1 

RSTRDWUVLGDFLGYLR 

19 

BAC  75455  1 

putative  spore  surface  protein 

0  9634 

34 

2007-09-04-21  3064  3064  2  out 

1481  9 

1  168 

0  45 

1  62 

227 

0  693 

Nosema 

1 

LALKANATKCHIAK 

14 

ABE26648  1 

pol  polyprotem 

0  9872 

56 

2007-09-04-21  4892  4892  3  out 

2057 

0  822 

0  41 

1  6 

155 

1  386 

irV6 

1 

nscsvtityncitiqrtk 

18 

NP  149513  1 

0501 

0  991 

21 

2007-09-04  21  2603  2603  2  out 

1252  7 

1426 

0  69 

1  58 

594 

0 

Nosema 

1 

YTKEWEAWK 

10 

AAC41564  1 

isoleucyi-tRNA  synthetase 

1 

9 

2007-09-04  21  849  849  2  out 

1093  6 

0  081 

0  36 

1  57 

198 

0  693 

SV|SV|SV 

3 

IST11TSCKK 

10 

AAl  79021  1 

AF469603  1  polyprotem 

0  993 

1(f 

2007-09-04-21  2162  2162  2  out 

1103  5 

026 

0  34 

1  56 

294 

0 

BQCVIBQCVIBQCVIBQCV 

4 

yoqydpfr 

8 

ABC  95162  1 

structural  polyprotem 

0  969 

45 

200  7  09-04-21  1764  1764  3  out 

1746  9 

1  938 

0  42 

1  55 

257 

0 

irV6 

1 

YDESEMLLQKIYSK 

14 

NP  149813  1 

350L 

0  9864 

55 

2007  09-04-21  2908  2908  3  out 

2001  1 

0  818 

0  38 

1  55 

223 

0 

irv6 

1 

FIINICVPCKSYFKWK 

17 

NP  149891  1 

428L 

0  968 

20 

2007-09-04  21  2148  2148  3  ouT 

1240  7 

1  12 

0  6 

1  54 

304 

0 

•rv6 

1 

GRTlGGVTLPGGR 

13 

NP  149676  1 

213R 

1 

12 

2007-09  04  21  4184  4184  2  out 

11225 

0  552 

0  36 

1  53 

181 

0 

irv6 

1 

SlMGNCPSSVK 

11 

NP  149555  1 

092R 

0  9681 

17 

2007-09-04  21  1037  103  7  2  out 

11926 

1  225 

0  35 

1  53 

105 

0  693 

Nosema 

1 

hhlakccprk 

10 

ABV48892  1 

hypothetical  spore  wall  proiem 

0  9888 

28 

2007  09-04  21  2878  2878  2  out 

1378  8 

1  978 

0  52 

1  53 

173 

0 

lAPVHAPV 

2 

masgwylrqvr 

12 

YP  001040002  1 

polymerase  polyprotem 

0  9933 

2 

2007  09-04  21  795  795  2  out 

724  4 

0  245 

044 

1  51 

356 

0  693 

I1V6 

i 

KSQFSK 

6 

NP  149824  1 

36 1 L 

0  9867 

24 

2007-09  04  21  1782  1782  3  out 

1293  7 

1  625 

0  38 

1  5 

118 

0  693 

irve 

i 

EVAIOCQLFKK 

11 

NP  149485  1 

0221 

0  9586 

41 

2007-09  04-21  1242  1242  3  out 

1630  9 

1  053 

0  39 

1  5 

241 

0 

Nosema 

1 

QATDFHA1AEPVSR 

15 

AAT12293  1 

DNA  repair  helicase  RAD25 

0  9646 

Test  27 


Sr  NO 

Fila  Nam# 

iM+H) 

*Cn 

XCorr 

Sp 

RSp 

Reference 

No 

PeptxJe 

AA 

ID# 

Protein 

PP 

37 

2007  09  04-22  3108  3108  2  out 

1790  9 

1  654 

0  61 

2  83 

565 

0 

Nosema 

1 

SYELPDGQVIKIGSER 

16 

AAB86863  1 

act  in 

0  9786 

1 

2007  09  04  22  2503  2503  2  out 

700  6 

04 

0  23 

231 

400 

0 

Nosema 

1 

VXDIIK 

6 

ABM26977  1 

RNA  polymerase  H  largest  subunrt 

0  9887 

25 

2007  09  04  22  3319  3319  2  out 

1498  8 

1  594 

0  25 

2  29 

270 

0 

irV6 

1 

EIF  CYREGIKK 

12 

NP  149500  1 

0371 

0  9884 

40 

2007  09  04  22  4370  4370  3  out 

2652  3 

0  538 

0  37 

1  95 

207 

0  693 

Nosema 

1 

NTRDE IYEAF  DN 1 Y  PVLTQ  Y  KK 

22 

AAF03091  1 

AF 144035  1  transcnption  initiation  factor  TFIID 

0  9722 

13 

2007-09  04  22  2848  2848  2  out 

1235  7 

1  804 

0  32 

1  91 

280 

0 

irV6 

1 

IFLOUMOKK 

10 

NP  149745  1 

282R 

0  989 

17 

200  7  09-04  22  294  3  294  3  2  out 

1377  7 

0  596 

0  35 

1  89 

193 

0  693 

irV6 

1 

NENNSVGRTQMK 

12 

NP  149530  1 

067R 

0  9841 

34 

2007-09  04  22  3129  3130  2  out 

1763  1 

0  177 

0  38 

1  88 

346 

0 

Nosema 

1 

RMFVLAV1VLFLITK 

15 

AAL28057  1 

AF406785  6  calmodulin  dependent  protein  kinase 

0  9904 

20 

200  7  09-04-22  24  ^9  2419  2  out 

1413  9 

0  275 

0  34 

1  86 

187 

1  609 

Nosema 

1 

EVUKNKEILSK 

12 

A8V48897  1 

hypothetical  spore  wall  protem 

0  9836 

2 

2007-09  04-22  2155  2155  1  out 

713  5 

0  886 

0  25 

1  85 

404 

0 

IIV6 

1 

lINLLK 

6 

NP  149877  1 

414L 

1 

29 

200  7  0  9-04-22  295  0  2950  2  out 

1630  8 

1  064 

0  33 

1  82 

370 

0 

irV6 

1 

QENWLIESHNM-LR 

14 

NP  149463  1 

4681 

0  9759 

31 

2007-09-04-22  2098  2098  3  out 

1696 

1  348 

0  42 

1  8 

107 

1  099 

IIV6 

1 

lDAIEILPTKPGEATK 

16 

NP  149485  1 

022L 

0  9719 

12 

200  7  0  9-04-22  3117  3117  2  out 

1234  8 

1  059 

0  39 

1  79 

510 

0 

IIV6 

1 

ilktqffklp 

10 

NP  149558  1 

095L 

0  9681 

9 

2007  09-04-22  1414  1414  3  out 

1156  5 

0  363 

0  36 

1  75 

413 

0 

KBV|KBV|IAPV|IAPV 

4 

CAMDTPYDK 

10 

NP  851403  1 

non  structural  polyprotem 

0  9631 

11 

2007  09  04  22  785  785  3  out 

1230  6 

1  709 

036 

1  75 

200 

0 

Nosema 

1 

EVEILDVEER 

10 

ABE27265  1 

unknown 

0  9952 

30 

200?  09  04  22  2431  2431  3  out 

1631  9 

0  285 

05 

1  75 

151 

0  693 

live 

1 

SPNYIUNIPNFVK 

14 

NP  149475  1 

012L 

0  9998 

38 

2007-09-04-22  4827  4827  3  out 

2353  3 

0  652 

0  4 

1  74 

322 

0 

live 

1 

SSISSGPIPYPARGHPFKITGAL 

23 

NP  149880  1 

4171 

0  9827 

6 

2007-09-04-22  2880  2880  2  out 

1068  7 

0  65 

0  44 

1  68 

467 

0 

irve 

1 

ILKIVEHK 

9 

NP  149635  1 

172L 

0  9866 

7 

2007-09-04-22  2206  2206  2  out 

11035 

1  533 

0  38 

167 

254 

0  693 

BQCVIBQCVIBQCVIBQCV 

4 

YOQYDPFR 

8 

ABC95162  1 

structural  polyprotem 

0  9849 

8 

2007-09-04-22  2910  2910  2  out 

1122  5 

0  511 

0  44 

1  67 

374 

0 

irve 

1 

SLMGNCPSSVK 

11 

NP  149555  1 

092R 

0  978 

23 

2007-09-04-22  2691  2691  2  out 

1485  9 

0  064 

0  57 

1  66 

515 

0 

Nosema 

1 

ISRRITFIPINR 

12 

AAT 12296  1 

chromosome  segregation  protem 

0  998 

43 

2007-09-04-22  3112  3112  3  out 

2833  5 

0  209 

0  47 

1  66 

184 

0 

live 

1 

NEIGIM*EPFEHTPNIIKGETPPLIK 

26 

NP  149676  1 

21 3R 

0  9838 

35 

200  7  09  04  22  2822  2822  3  out 

1767  8 

1  541 

0  39 

1  65 

192 

0 

live 

1 

CDRCVHCTTPRADYK 

15 

NP  149639  1 

176R 

0  9905 

16 

2007-09-04-22  2841  2841  2  out 

1366  7 

1  673 

0  37 

1  63 

779 

0 

live 

1 

INLVIFOHHCR 

11 

NP  149818  1 

355R 

0  9966 

36 

2007  09-04-22  3134  3134  2  out 

1779  9 

0431 

043 

1  63 

97 

1  099 

irve 

1 

NIUSEIENGCGYLNK 

16 

NP  149767  1 

304R 

0  9561 

15 

200  7-09-04  22  1593  1  593  3  out 

1339  8 

0  778 

0  65 

1  61 

131 

0 

live 

1 

lAELKOLNVLAK 

12 

NP  149695  1 

232R 

0  9886 

24 

2007  09-04-22  4430  4430  2  out 

1490  9 

1  024 

0  5 

1  6 

22  3 

0 

irve 

1 

MT1AAIVLAFLSLK 

14 

NP  149823  1 

360R 

0  9965 

3 

200  7  09-04  22  1360  1  360  2  out 

873  5 

0  624 

0  37 

1  59 

219 

1  099 

irve 

1 

KNITELR 

7 

NP  149806  1 

34  31 

0  9964 

10 

200  7  09  04-22  894  8  94  3  out 

1221  6 

0  329 

04 

1  58 

166 

0 

live 

1 

SSFSGVLWFCK 

12 

NP  149699  1 

2361 

0  997 

26 

2007  09-04  22  1161  1161  3  out 

15198 

0  721 

0  49 

1  57 

114 

0 

N  osem*|N  oaema  |No  sem  a  IN 

7 

AMEDATVRlDGSVR 

14 

A8M26981  1 

RNA  polymerase  II  largest  subunit 

0  9523 

41 

2007  09-04  22  34  8  7  3487  3  out 

2686  4 

1  823 

0  46 

1  51 

179 

0 

IIV6 

1 

INHILSWEGLSKSLSIYIEONDK 

24 

NP  149901  1 

4381 

0  9987 

B-17 


Teal  28 


Sr  No 

File  Nam* 

(VkH) 

*Cn 

XCorr 

Sp 

RSp 

Reference 

No 

Peptide 

AA 

ID# 

Protein 

PP 

30 

2007  09-14-20  3632  3632  2  out 

1790  9 

0  324 

0  56 

3  14 

661 

0 

Nosema 

1 

SYELPDGQVIKIGSER 

16 

AAB86863  1 

actm 

0  9842 

6 

2007-09-14-20  3555  3555  2  out 

1143  6 

0  167 

0  5 

2  58 

632 

0 

Nosema|Nosema 

2 

LAVNMVPFPR 

10 

AAN35161  1 

beta-tubulin 

0  9975 

16 

2007  09  14  20  3611  3611  2  out 

1377  7 

0  684 

0  38 

2  53 

165 

0  693 

live 

1 

NENNSVGRTQMK 

12 

NP  149530  1 

067R 

0  9976 

52 

2007-09-14-20  3176  3176  3  out 

2198  3 

0  125 

0  43 

2  37 

262 

0 

live 

1 

KDQUDFAQSLGLNPGKLLK 

20 

NP  149695  1 

232R 

0  9737 

15 

2007-09-14-20  2461  2461  2  out 

1344  7 

1  58 

0  38 

2  26 

313 

0  693 

live 

1 

IENENNLEEIK 

11 

NP  149776  1 

3131 

0  9708 

46 

2007-09-14-20  3377  3377  3  out 

2003 

1  337 

0  49 

2  23 

408 

0 

live 

1 

UMVTONNNNKYYEMK 

16 

NP  149564  1 

1 0 1 L 

0  9992 

43 

200 7  09- 14-20  3909  3909  3  out 

1952  1 

0  85 

051 

2  12 

313 

0 

Nosema 

1 

NISNLKKSFDVAJDF1K 

17 

ABE27266  1 

unknown 

0  9931 

21 

2007-09-14-20  4431  4431  3  out 

1686  8 

0  951 

05 

2  11 

241 

0 

IIV6[IIV6 

2 

NTECFNATKLCNSGGK 

16 

NP  149778  1 

3151 

0  9999 

42 

2007  09-14-20  4067  4067  3  out 

1949  1 

1  027 

0  38 

2  11 

317 

0 

l(V6 

1 

GQSIYINGRLSKLQSER 

17 

NP  149492  1 

029R 

0  9851 

19 

2007-09-14-20  979  979  3  out 

1659  9 

0  991 

034 

2  07 

616 

0 

IIV6 

1 

QCA1APYUTPDAKR 

15 

NP  149635  1 

1 72L 

0  9807 

12 

2007  09  14  20  643  643  2  out 

1202  7 

1  299 

034 

2  02 

295 

0 

l(V6 

1 

kfptleiink 

10 

NP  149688  1 

225R 

0  9879 

18 

2007-09-14-20  4260  4260  2  out 

1426  7 

1  57 

0  59 

1  % 

204 

0 

l(V6 

1 

SIDUMYEVSEK 

12 

NP  149485  1 

0221 

0  9979 

31 

2007-09-14-20  319  319  3  out 

1791 

0  949 

0  46 

1  95 

173 

0  693 

Noserra 

1 

LKIDTTSLKNM*LEIR 

16 

ABE26651  1 

pol  potyprotem 

0  9954 

39 

2007  09-14-20  3317  3317  3  out 

1887  1 

1  782 

0  34 

1  92 

188 

0 

l(V6 

1 

RlQLLLlGWGVTSKiTK 

18 

NP  149548  1 

085L 

0  9922 

1 

2007-09-14-20  2864  2864  1  out 

700  5 

1  061 

0  19 

1  9 

419 

0 

Noserra 

1 

VXD!  IK 

6 

ABM26977  1 

RNA  potymeras#  II  largest  subunit 

1 

3 

2007-09-14-20  3619  3619  2  out 

1122  5 

0  844 

0  42 

1  87 

225 

0 

IIV6 

1 

SLMGNCPSSVK 

11 

NP  149555  1 

092R 

0  9  962 

17 

2007-09-14  20  3086  3086  2  out 

1389  7 

0441 

0  53 

1  87 

298 

0 

VDVIfVOVI 

2 

NVIIECKANEEK 

12 

YP  145791  1 

potyprotem 

0  9838 

2 

2007-09-14-20  3668  3668  2  out 

1102  7 

0  316 

0  48 

1  86 

441 

0 

Noserra 

1 

PLKSIILYR 

9 

AB069724  1 

unknown 

0  9985 

5 

2007-09-14-20  2993  2993  2  out 

1135  5 

1  859 

0  34 

1  85 

216 

0 

l(V6 

1 

GEENLTTEDK 

10 

NP  149839  1 

3761 

0  9968 

29 

2007-09-14-20  3628  3628  3  out 

1785  9 

0  75 

0  37 

1  84 

228 

0 

Noserra 

1 

AOGMKIEEFNKQTW'K 

16 

ABV48897  1 

hypothetical  sport  wall  protein 

0  9834 

11 

2007-09-14-20  591  591  2  out 

11997 

1  976 

0  5 

1  77 

231 

0 

l(V6 

1 

KVNlQNKDtK 

10 

NP  149674  1 

21 1 L 

0  9918 

4 

2007-09-14-20  3902  3902  2  out 

1130  6 

1  924 

04 

1  76 

170 

0 

Noserra 

1 

EV1GIEDOLK 

10 

ABQ69725  1 

unknown 

0  9826 

91 

2007  09  14  20  533  533  2  out 

1189  6 

0  022 

0  46 

1  76 

98 

2  197 

IIV6 

1 

KGDKNTQVGOK 

11 

NP  149914  1 

45U 

1 

14 

2007-09-14-20  3211  3211  2  out 

1328  8 

1  414 

0  4 

1  76 

514 

0 

Noserra 

1 

DEIKILGNIVSK 

12 

ABE26653  1 

pol  polyprotein 

1 

10 

2007-09-14  20  3309  3309  2  out 

1194  6 

0  807 

041 

1  75 

248 

0  693 

IIV6 

1 

EAM'EEIKSNK 

11 

NP  149485  1 

0221 

0  9983 

34 

2007-09-14-20  3320  3320  3  out 

1826 

0  367 

041 

1  75 

325 

0 

OWV 

1 

PEMDR11NLAEGILNK 

16 

AB836638  1 

potyprotem 

0  9817 

7 

2007-09-14-20  2671  2671  2  out 

1166  6 

0  712 

0  37 

1  73 

140 

0 

irv6 

1 

LNISM*KESTK 

11 

NP  149681  1 

218R 

0  9729 

44 

2007  09-14  20  3  334  3  334  3  out 

1955  2 

0  567 

0  36 

1  72 

149 

0 

IIV6 

1 

MILVLAFLHLQKFLLR 

16 

NP  149845  1 

382R 

0  9656 

49 

2007-09-14-20  3950  3950  3  out 

2091  1 

1  377 

0  36 

169 

176 

0 

ITV6 

1 

tmisnedfvkfnynkik 

17 

NP  149904  1 

*41R 

0  9909 

13 

2007-09-14-20  3236  3236  2  out 

1303  7 

0  578 

0  42 

1  68 

253 

0  693 

KBV)KBV|KBV)KBV 

4 

SKSTKPTSENPK 

12 

YP  308661  1 

VP4 

0  9879 

25 

2007-09-14-20  3046  3046  3  out 

1719  9 

0  898 

041 

167 

210 

0  693 

ABPV 

1 

NVTMQINSKKNNSNK 

15 

NP  066242  1 

capsid  protein 

0  9795 

47 

2007-09-14-20  3059  3059  3  out 

2034  1 

1768 

041 

1  63 

316 

0 

Noserra 

1 

LYPGTEAGLVKQGETVCIR 

19 

AAT12296  1 

chromosome  segregation  protein 

0  9947 

32 

2007-09-14-20  3658  3658  3  out 

1794 

1  975 

0  4 

1  58 

142 

0 

8QCV 

1 

VESSEV1IHPNSUEK 

16 

NP  620564  1 

non  structural  potyprotem 

0  9987 

22 

2007-09-14-20  4084  4084  3  out 

1688  8 

0  653 

0  38 

1  57 

460 

0 

lfV6 

1 

FLEEASSSFNIDVCK 

15 

NP  149564  1 

1 0 1 L 

0  9939 

37 

2007-09-14-20  3158  3158  3  out 

1839  9 

1  061 

0  56 

1  57 

113 

0  693 

l(V6 

1 

NRKFN7YGFVFTSCR 

15 

NP  149907  1 

444R 

0  9939 

33 

2007-09-14-20  3088  3088  3  out 

1814 

0  138 

0  44 

1  54 

161 

1  099 

Noserra 

1 

TFCALAKVQIDFSRSK 

16 

ABE26655  1 

pol  potyprotem 

0  9902 

8 

2007  09  14  20  4292  4292  2  out 

11846 

0  269 

0  53 

1  53 

419 

0 

l!V6 

1 

PSDIPDTVRGK 

11 

NP  149901  1 

438l 

0  9934 

38 

2007  09-14-20  1072  1072  3  out 

1842  9 

1  214 

0  46 

1  52 

172 

1  099 

f 

1 

4 

I 

< 

1 

< 

6 

VYT  SN  D  WDO  Y  ATTT  S  R 

16 

NP  853560  2 

potyprotem 

1 

45 

2007-09-14-20  929  929  3  out 

1958  9 

0  277 

056 

1  5 

238 

0  693 

live 

1 

TOONAiANAE  RVDAQ  DL  K 

18 

NP  149548  1 

085L 

0  9999 

Ttst  29 


Sr  No 

File  Name 

(M+H) 

*Cn 

XCorr 

Sp 

RSp 

Reference 

No 

Peptide 

AA 

ID# 

Protein 

PP 

30 

2008-08-01  01  1860  1861  2  out 

1614  9 

0  446 

0  28 

2  59 

662 

0 

IIV6 

1 

T1LTTKVQNINIEK 

14 

NP  149513  1 

050L 

0  9%5 

28 

2008-08-0 1  01  1842  1842  2  out 

1384  8 

0  34 

0  31 

24 

440 

0 

live 

1 

FVGADWLLEPII 

13 

NP  149910  1 

447L 

0  9886 

37 

2008-08-01  01  2475  2475  3  out 

1776  9 

0  773 

042 

2  15 

98 

1  386 

II V  6 

1 

EDNFNTVGGSKIWIGK 

17 

NP  149538  1 

075L 

0994 

24 

2008-08-01  01  1928  1928  2  out 

1356  8 

0  738 

0  29 

2  08 

352 

0  693 

IIV6 

1 

WVHIIQVFIIK 

12 

NP  149648  1 

185L 

1 

29 

2008-08-01  01  1467  1467  2  out 

1475  7 

0  934 

021 

2  04 

297 

0 

IIV6 

1 

KNMDCHIYPINK 

12 

NP  149928  1 

465R 

0  9781 

10 

2008-08-01  01  1166  1166  2  out 

1157  6 

0  887 

0  27 

2  03 

127 

1  099 

liive 

1 

LNDSPISOKR 

10 

NP  149891  1 

4281 

0  9828 

17 

2008-08-01  01  1963  1963  2  out 

1268  6 

0  307 

0  41 

1  96 

483 

0 

IIV6 

1 

DKMQIYVEDK 

10 

NP  14%  76  1 

213R 

0  9874 

23 

2008-08-01  01  1117  1117  2  out 

1344  7 

0413 

0  36 

1  91 

392 

0  693 

IIV6 

1 

IENENNLEEIK 

11 

NP  149776  1 

313L 

0  9976 

1 

2008-08-01  01  1327  1327  1  out 

700  5 

1  122 

0  22 

1  9 

414 

0 

Nosema 

1 

VXDUK 

6 

ABM26977  1 

RNA  polymerase  11  largest  subunit 

1 

26 

2008-08-01  01  1692  1692  2  out 

1371  8 

0  253 

041 

1  9 

152 

1  386 

Noserra 

1 

NNIISLIKESIK 

12 

AB 0697 14  1 

unknown 

0  9  949 

19 

2008-08-01  01  1468  H68  2  out 

1309  8 

0  767 

0  34 

1  89 

306 

0 

IIV6 

1 

IKHIKAtDClR 

11 

NP  149590  1 

1271 

0  9956 

34 

2008-08-01  01  1741  1741  3  out 

1699 

1  822 

0  38 

1  87 

130 

1  099 

Nosema 

1 

DGGKIVAlGSrVEVLTK 

17 

AA$i6360  1 

translation  elongation  factor  1  alpha 

0  9993 

12 

2008-08-01  01  1540  1540  2  out 

1164  6 

0  681 

0  39 

1  85 

110 

1  386 

HV6 

1 

GGIISLCM’GLGK 

13 

NP  149635  1 

172L 

0  9945 

25 

2008-08-01  01  1638  1638  2  out 

1366  7 

1  669 

0  34 

1  84 

558 

0 

IIV6 

1 

INIVIFDHHCR 

11 

NP  149818  1 

355R 

1 

42 

2008  08-01  01  1633  1633  3  out 

1826 

0  321 

0  35 

1  84 

302 

0 

DWV 

1 

PEMDRILNLAEGLLNK 

16 

ABB 366 38  1 

potyprotem 

0  9529 

2 

2008-08-01  01  1910  1910  2  out 

1102  7 

0  597 

0  34 

1  81 

354 

0 

Nosema 

1 

PLKSIILYR 

9 

AB 06  9724  1 

unknown 

1 

27 

2008-08-01  01  1729  1729  2  out 

1379  8 

0  084 

0  27 

1  79 

467 

0 

live 

1 

YICEISIKLGIK 

12 

NP  149689  1 

226R 

0  9932 

46 

2008-08-01  01  2071  2071  3  out 

1915 

0  948 

0  45 

1  79 

264 

0 

Nosema 

1 

DELAGTGIEEllGDKAKR 

18 

ABY49795  1 

hypothetical  spore  wall  protein  13 

0  9845 

36 

2008-08-01  01  2440  2440  3  out 

1760  9 

0  715 

0  45 

1  77 

109 

1  609 

Nosema 

1 

VYLDOIMIYSKSWK 

14 

ABE26648  1 

pol  potyprotem 

0  9895 

22 

2008-08-01  01  1568  1568  2  out 

1328  8 

1  65 

0  35 

1  72 

328 

0 

Nosema 

1 

DEIKILGNIVSK 

12 

ABE26653  1 

pol  potyprotem 

0  9967 

35 

2008-0841  01  1365  1365  3  out 

1701  8 

0  993 

0  47 

1  71 

283 

0 

IIV6 

1 

EKDNLKENANQNER 

14 

NP  149642  1 

179R 

0  9719 

52 

2008  08-01  01  4255  4255  3  out 

2138  1 

0  037 

0  44 

1  7 

205 

0  693 

live 

1 

NSLNNEEREILINAVPNAK 

19 

NP  149672  1 

209 R 

0  9582 

41 

200848-01  01  24 19  2419  3  out 

1793 

1  413 

0  4 

1  68 

244 

0 

IIV6 

1 

ELTSKEEiELYPTlK 

15 

NP  149701  1 

238R 

1 

7 

2008  4  8  4  1  01  2182  2182  2  out 

1154  5 

0  499 

0  32 

167 

331 

0 

Nosema 

1 

MEDSKSSENK 

10 

AAQ91615  1 

group  II  large  subunit  catalase 

0  9505 

45 

20084841  01  2196  2196  3  out 

1831  9 

0  304 

0  46 

167 

161 

0 

live 

1 

RDEEETtNPTlTSKAK 

16 

NP  149512  1 

Q49L 

0  9947 

49 

20084841  01  3002  3002  3  out 

1979 

0  372 

0  48 

1  66 

204 

1  386 

Nosema 

1 

ONNUNKIMTIFNEDR 

17 

ABE27266  1 

unknown 

0  9948 

40 

20084841  01  558  558  3  oul 

1782  8 

0  529 

0  44 

1  65 

160 

0 

IIV6 

1 

nqlqm-lsesldm-wr 

16 

NP  14%05  1 

142R 

0  9903 

6 

2008  4  8  4  1  01  798  798  2  Out 

1143  7 

0  846 

0  32 

1  61 

176 

0 

Nosema 

1 

lisltrllsk 

10 

A8E26651  1 

pol  potyprotem 

0  9935 

39 

2008  08-01  01  422  424  3  out 

1781  1 

0  02 

04 

1  58 

236 

0 

Nosema 

1 

PCKVILRAANG^GlIVR 

17 

ABE26655  1 

pol  potyprotem 

0  973 

48 

20084841  01  2116  2116  3  out 

1971 

1  708 

0  46 

1  58 

191 

0  693 

IPV6 

1 

SDP1ARFFKYQSGDVIK 

17 

NP  149917  1 

454R 

0  9667 

4 

20084841  01  194  194  2  out 

11166 

1  661 

0  36 

1  57 

201 

0 

Nosema 

1 

SGAKGNLTQIK 

11 

AAS16360  1 

translation  elongation  factor  1  alpha 

0  983 

50 

2008  4  8  4  1  01  2460  2460  3  out 

1980  1 

0  85 

04 

1  53 

203 

0 

MSCUT 

1 

RFLNNYLFLAVGfVGGAR 

18 

ABO%192  1 

vasa 

0  9912 

9 

2008  0841  01  315  315  2  out 

11575 

1  621 

0  32 

1  52 

234 

0 

live 

1 

FMEDVM'NQK 

10 

NP  149508  1 

045L 

0  9977 

13 

20084841  01  1183  1183  2  out 

1182  6 

0  556 

0  38 

1  52 

121 

1  099 

live 

1 

VLVHCQAGlSR 

11 

NP  149586  1 

123R 

0  9919 

18 

20084  84  1  01  3917  3917  2  out 

1277  7 

0  464 

0  57 

1  52 

103 

0 

live 

1 

NNPPRRSPSPR 

11 

NP  149695  1 

232R 

1 

20 

20084841  01  2134  2134  2  out 

1311  8 

1  904 

0  37 

1  52 

169 

0 

ABPV 

1 

NVIVDGKIVNIK 

12 

NP  066241  1 

repl tease  potyprotem 

0  9857 

33 

2008  4  8  4  1  01  4144  4144  3  out 

1696 

0  614 

041 

1  52 

137 

0 

live 

1 

LDAIEILPTKPGEATK 

16 

NP  149485  1 

022L 

0  9953 

14 

2008  4  8  4  1  01  84  9  84  9  2  out 

1189  6 

0  212 

0  34 

1  51 

253 

0 

IIV6 

1 

LYGIQHCDIK 

10 

NP  149843  1 

38  OR 

0  9964 

43 

2008  4  84  1  01  1620  1620  3  out 

1827  9 

1  039 

041 

1  5 

283 

0 

live 

1 

ENKNLFIPDTDPPLSK 

16 

NP  149750  1 

28  7R 

0  9848 

53 

20084841  01  1788  1788  3  out 

2692  4 

0  09 

0  48 

15 

88 

0  693 

Nosema 

1 

TCLEAAETIERSGVSCEV1NLVSIR 

25 

AAL28055  1 

AF406785  4  pyruvate  dehydrogenase  El  beta  subun 

0  9997 

B-18 


Test  30 


Sr  No 

File  Name 

<M*H) 

* Cn 

xCorr 

Sp 

RSp 

Reference 

No 

Peptide 

AA 

10* 

Protein 

PP 

37 

2008-08-0" -02  1846  1W6  2out 

1790  9 

1  365 

0  63 

3  83 

718 

0 

Nosema 

1 

SYELPDGQV1KIGSER 

16 

AABB6863  1 

•Clin 

0  9991 

26 

2008  08-01-02  1828  1828  3  out 

1668 

0  999 

0  42 

2  98 

1010 

0 

Nosema 

1 

IKVIQEVQOLEK 

14 

ABE27269  1 

unknown 

0  9651 

23 

2008-08-01-02  2338  2338  2  out 

1614  9 

0  218 

041 

251 

670 

0 

IIV6 

1 

TVrrXVQNINIEK 

14 

NP  149513  1 

050L 

0  9977 

33 

2008-08-01-02  1917  1917  3  out 

174  6  8 

1  652 

034 

242 

475 

0 

HV6 

1 

EEDEVYDFANNFVR 

14 

NP  149731  1 

268L 

0  9969 

14 

2008-08-01-02  1341  1341  2  out 

1315  7 

0  439 

0  35 

2  24 

295 

0 

IIV6 

1 

NEFNIL€NIP 

11 

NP  149589  1 

126R 

0  9987 

31 

2008-03-01-02  3453  3453  3  out 

1722  8 

0  805 

04 

2  22 

330 

0 

Nosem* 

1 

N1VSCSAOGAPNMMGKK 

17 

ABE27267  1 

unknown 

1 

53 

2008-08-01-02  2636  2636  3  oul 

2320  2 

1  74 

04 

2  1 

191 

0 

IPV6 

1 

EHKLOSYSLNFVAKHFLGSK 

20 

NP  149500  1 

037L 

0  9983 

21 

2008-08-01-02  2237  2237  2  out 

14158 

0  647 

0  37 

2  07 

235 

1  099 

IIV6 

1 

(TTVGAROLWQR 

12 

NP  149548  1 

08  5L 

0  9977 

12 

2008-08-01-02  2024  2024  2  out 

1268  6 

0  553 

0  54 

2  03 

337 

0 

IPV6 

1 

DKMQIYVEDK 

10 

NP  149676  1 

213R 

0  952 

20 

2008-08-01-02  1866  1866  2  out 

1411  7 

0  352 

0  3 

1  95 

581 

0 

IPV6 

1 

FKERASHFDFK 

11 

NP  149818  1 

355R 

0  9688 

1 

2008-08-01-02  1209  1209  1  out 

700  5 

1  125 

0  21 

1  94 

419 

0 

Nosem* 

1 

VXDIIK 

6 

ABM 2697  7  1 

RtAA  potym#f»s#  H  l*rgest  subunit 

1 

15 

2008-08-01-02  986  986  2  out 

1344  7 

0  356 

0  35 

1  93 

384 

0 

IPV6 

t 

lENENNLEEK 

11 

NP  149776  1 

313L 

0  9993 

44 

2008-08-01-02  1347  1347  3  out 

1849 

0  945 

051 

1  93 

155 

0 

IPV6 

1 

L  DSKRT  GL IMDF  NNPK 

16 

NP  149642  1 

179R 

0  9518 

6 

2008-08-01-02  1 1 16  11 16  2  out 

1158  6 

0  936 

036 

1  91 

106 

1  099 

IPV6 

1 

KRNAEAWQR 

9 

NP  149676  1 

213R 

0  9531 

54 

2008-08-01-02  4106  4106  3  out 

2513  2 

0  638 

041 

1  91 

252 

0 

IPV6 

1 

ITNSFSUMFSGNNCTYCQELK 

22 

NP  149659  1 

196R 

1 

5 

2008-08-01-02  702  702  2  out 

1133  7 

0  183 

0  37 

1  84 

270 

0 

Nosem* 

1 

laaryrldr 

9 

AAT12295  1 

phospholipase  D 

0  9767 

13 

2008-08-01-02  2048  2048  2  out 

1285  7 

1  014 

0  48 

1  79 

980 

0 

KV6 

1 

EAQKIEKIGNR 

11 

NP  149612  1 

149L 

0  999 

28 

2008-08-01-02  1283  1284  3  out 

1686  9 

0  756 

0  45 

1  72 

168 

0  693 

SV|SV1SV1SV|SV 

5 

LGFPHGKGKSDAVAM'R 

17 

NP  049374  1 

polyprotein 

0  9935 

41 

2008-08-01-02  1553  1553  3  out 

182  7  9 

0  774 

0  35 

1  72 

267 

0 

HV6 

1 

ENKNLFiPDTDPPLSK 

16 

NP  149750  1 

287R 

0  %99 

52 

2008-08-01-02  2586  2588  3  out 

2275  3 

1  646 

051 

1  72 

214 

0 

Nosem  *|Nosem  *|  Nosem  *|Nos< 

8 

rstrowlpvlnofshylk 

19 

ABV48889  1 

spore  wall  protein 

0  9984 

10 

2008-08-01-02  1509  1509  2  out 

1228  7 

1  748 

047 

1  7 

165 

0 

HV6 

1 

RIKQGEWLAK 

10 

NP  149624  1 

161L 

0  9978 

38 

2008-08-01-02  666  666  3  out 

1795  9 

1  861 

0  38 

1  7 

117 

0 

Nosem* 

1 

MIIKMlMSTDSlEKR 

15 

ABE27271  1 

unknown 

0  9884 

17 

2008-08-01-02  2002  2002  2  out 

1393  7 

0  482 

0  5 

1  67 

155 

0 

Nos#™* 

1 

AKAYPTSEERNK 

12 

ABV48897  1 

hypothetical  spor#  wall  protein 

0  9529 

34l 

2008-08  01-02  1845  1845  2  out 

1763  1 

0  283 

05 

1  67 

547 

0 

Nos#™* 

1 

RMF  VLAVTVIF  UTK 

15 

AAL28057  1 

AF 4 06  785  6  calmodulin -dependent  protein  kin»s# 

0  9%  2 

3 

2008-08-01-02  2766  2766  2  out 

1122  5 

0  069 

045 

1  64 

299 

0 

IPV6 

1 

SLMGNCPSSVK 

11 

NP  149555  1 

092R 

0  9548 

46 

2008-08-01-02  2291  2291  3  out 

1970  9 

1  442 

0  39 

1  63 

116 

1  099 

Nosem* 

1 

AEVRSM  -TETSMNQETIK 

18 

ABE 26654  1 

pol  polyprcrtem 

0  9796 

39 

2008  08-01-02  760  760  3  out 

17%  9 

0  292 

0  38 

1  62 

156 

0 

IPV6 

1 

ElKStDilMYEVSEK 

15 

NP  149485  1 

022L 

0  9982 

30 

2008-08 -01 -02  4 182  4 182  3  out 

1714  8 

1  486 

04 

1  61 

156 

0  693 

DWViDVW1DWV}DWV)K»k  wjo 

5 

TTXM'EM'GSNPYIRR 

16 

NP  853560T 

polyprotein 

1 

51 

2008  08-01-02  2504  2504  3  out 

2143  1 

0  261 

04 

1  59 

270 

0  693 

IPV6 

1 

IKIEOOGTTM'IHNDGQVIK 

20 

NP  149508  1 

04  SL 

0  9838 

7 

2008-08  01-02  2283  2283  2  out 

1164  6 

0  565 

044 

1  58 

410 

0 

IPV6 

1 

LLTQNfTM'SK 

11 

NP  149513  1 

050L 

0  9767 

19 

2008-08-01-02  1122  1122  2  out 

1405  8 

0  187 

041 

1  58 

286 

0 

IPV6 

1 

KDtKNSFMPWK 

12 

NP  149647  1 

184R 

0  9977 

11 

2008  0  8  01  02  1364  1364  2  oul 

1264  7 

0  486 

0  53 

1  53 

393 

0 

IPV6 

1 

INGLIOISEYK 

11 

NP  149758  1 

295L 

0  9641 

45 

20  08-0  8-0 1-02  4 174  4 174  3  out 

1882  1 

1  911 

043 

1  52 

216 

0  693 

IPV6 

1 

rVTmHGNK  HMVKYK 

16 

NP  149836  1 

3731 

0  9979 

25 

2008-08-01-02  2343  2343  3  out 

1662  9 

1  266 

0  4 

1  5 

126 

0 

NOS#™* 

1 

IEKLLCYPMPTNLK 

14 

ABE26654  1 

pol  polyprotein 

0  9932 

Test  31 


Sr  No 

File  Name 

|M*H) 

*Cn 

XCorr 

Sp 

RSp 

Reference 

No 

Peptide 

AA 

ID* 

Protein 

PP 

23 

2008-08-01-04  1707  1707  2  Out 

1320  7 

1  737 

034 

2  63 

236 

1  609 

irv6 

1 

vofndtnlknk 

11 

NP  149852  1 

389L 

0  9743 

19 

2008-08-01-04  918  918  2  out 

1274  7 

0  446 

0  32 

2  25 

466 

0 

BQCV 

1 

ELDGQIFDPLK 

11 

NP  620564  1 

nonstructural  polyprotein 

0  9794 

37 

2008  08-01  04  2976  2976  2  out 

1614  9 

1  632 

0  35 

2  25 

482 

0 

irv6 

1 

tilttxvqniniek 

14 

NP  149513  1 

050L 

0  9533 

44 

2008  08-01  04  2903  2903  2  out 

1724 

1  708 

031 

2  23 

153 

0 

irv6 

1 

M  *  L  PIN  1 HHAL  RHQK 

15 

NP  149928  1 

46  5R 

0  9743 

32 

2008-08-01-04  2464  2464  2  oul 

1492  8 

0  615 

0  28 

2  18 

394 

0 

Nosema 

1 

AMKAMGL  GTTHGL  K 

15 

AAF91269  1 

20 S  proteasome  alpha  5  subunit 

0  9833 

1 

2008  08-0  1  04  1204  1204  1  out 

700  5 

1  145 

021 

2  16 

412 

0 

Nosem? 

1 

VXDIIK 

6 

ABM  269  77  1 

RNA  polymerase  II  largest  subunit 

1 

25 

2008-08-01  04  992  992  2  out 

1344  7 

1  63 

0  25 

2  13 

354 

0 

live 

1 

1ENENNLEEIK 

11 

NP  149776  1 

313L 

0  9886 

40 

2008-08-01-04  275  275  3  oul 

1674  9 

1  315 

0  64 

2  09 

233 

0 

irv6 

1 

ALLEVFNKLNDOKR 

14 

NP  149851  1 

38  8R 

0  9794 

31 

2008-08-01-04  1433  1433  2  oul 

1485  9 

1  85 

034 

2  08 

543 

0 

Nosem  a 

1 

ISRRLTFIPLNR 

12 

AAT 12296  1 

chromosome  segregation  protein 

0  992 

34 

2008-08-01*04  2091  2091  2  oul 

1524  9 

1  473 

0  32 

2  04 

599 

0 

l(V6 

1 

SLGWNEQLKVNPK 

14 

NP  149859  1 

396L 

1 

21 

2008-08-01-04  2120  2120  2  out 

1285  7 

0  212 

0  38 

1  94 

828 

0 

HV6 

1 

EAQKIEKIGNR 

11 

NP  1496  1  2  1 

149L 

0  9538 

56 

2008  08-01  04  2340  2340  2  out 

1831  8 

0  635 

0  32 

1  9 

260 

0 

Nosem  a 

1 

RM*VHSDQFDPEVA£R 

16 

AAC47660  1 

mitochondrial  type  HSP7Q 

0  96  9  3 

27 

2008  0801  04  1738  1738  2  out 

1377  7 

0  879 

034 

1  86 

171 

1  792 

irv6 

1 

NENNSVGRTQMK 

12 

NP  149530  1 

06  7R 

0  9722 

2 

200  8  0  801-04  7  86  788  1  out 

730  4 

1  656 

0  42 

1  85 

219 

0 

irv6 

1 

NLNVDR 

6 

NP  149681  1 

218R 

1 

51 

2008  08-01  04  1726  1726  2  out 

1769  8 

1  563 

0  38 

1  85 

438 

0 

irv6 

1 

FEASEMYSWYKSNK 

14 

NP  149902  1 

439L 

0  %55 

48 

2008  0  801-04  2169  2169  2  out 

1746  8 

1  438 

0  32 

1  82 

247 

0 

irve 

1 

NCQEKETIYSDNFR 

14 

NP  149500  1 

037L 

0  9946 

54 

2008-08-01-04  1466  1466  3  out 

1776  9 

0  362 

0  42 

1  82 

193 

0  693 

Nosem  s 

1 

MVCE  DCNNRQPVKK 

15 

AAD 12605  1 

RNA  polymerase  II  largest  subunit 

0  9838 

62 

2008  08  01  04  2217  2217  3  oul 

1985  1 

0  789 

0  36 

1  81 

197 

0 

Nosem  a 

1 

F IVY1K  SIL  DNIKTC  SK 

17 

ABE27277  1 

unknown 

0  9881 

12 

20080801-04  1667  1667  2  oul 

1161  6 

1  65 

0  31 

1  8 

168 

1  609 

SVjSV 

2 

AGAMGIRAESK 

11 

NP  049374  1 

polyprotem 

0  9914 

68 

2008080104  4458  4458  3  out 

2357  2 

0  586 

0  42 

1  8 

136 

1  386 

Nosem  a 

1 

KEESFWHKNEVHSEELLVR 

20 

AAL28052  1 

AF406785  1  unknown 

0  983 

42 

20080801-04  3918  3918  3  out 

1722  8 

1  858 

0  36 

1  79 

298 

0 

Nosem  a 

1 

N1VSCSADGAPNMMGKK 

17 

ABE27267  1 

unknown 

0  9602 

8 

2008  08-01  04  1031  1031  2  out 

1124  6 

1  569 

031 

1  78 

151 

0 

IIV6 

1 

SQIEKDYNK 

9 

NP  149758  1 

295L 

0  9505 

30 

20080801  04  2073  2073  2  out 

1429  6 

0  974 

051 

1  77 

273 

0 

IIV6 

1 

RTETTIDEWCSK 

13 

NP  149633  1 

1 7  0L 

0  9931 

53 

200808-0 1-04  4 138  4 138  3  out 

1775 

1  081 

0  52 

1  77 

299 

0 

SV]SV)SV|SV 

4 

vkltacgiygtvallpr 

17 

NP  049374  1 

poly  protein 

0  9881 

38 

200808-01  04  1689  1689  2  out 

1630  8 

0  062 

0  29 

1  75 

287 

0  693 

live 

1 

QENMLIESHNM’LR 

14 

NP  14  9463  1 

468L 

0  96  28 

63 

20080  801-04  2295  2295  3  out 

2027 

1  052 

0  44 

1  75 

335 

0  693 

irv6 

1 

NMLTMSSYKKMISHDIK 

17 

NP  149902  1 

439L 

0  969 

18 

2008  0  801-04  2609  2609  2  out 

1268  6 

0  948 

0  34 

1  74 

163 

1  099 

live 

1 

DKMQIYVEDK 

10 

NP  1496  76  1 

213R 

0  96  5  7 

39 

20080801-04  3974  3974  3  out 

1666  9 

1  999 

0  4 

1  7 

512 

0 

KBVIKBV 

2 

NVRVDGEVINMKHR 

14 

NP  851403  1 

non- structural  polyprotein 

0  9857 

3 

2008080104  548  548  1  out 

859  5 

0  %5 

0  43 

1  68 

279 

0 

irv6 

1 

SIKNLER 

7 

NP  149686  1 

223L 

1 

17 

2008080104  850  850  2  out 

1244  5 

1  069 

0  3 

1  67 

215 

0 

IIV6 

1 

MNIMDYENSK 

10 

NP  149540  1 

077L 

0  982 

6 

2008  0  8  01-04  65  3  6  53  2  out 

1118  6 

0  775 

0  28 

1  66 

212 

0 

live 

1 

LISLDOEGTR 

10 

NP  149800  1 

337L 

0  973 

26 

2008080104  3340  3340  2  out 

1368  7 

1  013 

0  35 

1  65 

180 

0 

m 

1 

DILVEQVQTAPR 

12 

NP  149737  1 

274L 

0  9925 

16 

2008-080104  1272  1272  2  out 

1218  6 

0  445 

0  33 

1  61 

177 

0  693 

KV6 

1 

DEGPSNVM’IIK 

12 

NP  149674  1 

2 1 1 L 

0  9925 

24 

2008  08-0104  2607  2607  2  out 

1332  8 

0  546 

031 

1  6 

207 

0 

Nosema 

1 

VESSIQSTKIIK 

12 

ABE27277  1 

unknown 

0  983 

41 

20080  8  0  1  04  518  518  3  out 

16% 

0  527 

043 

1  59 

323 

0 

IPV6 

1 

TVlERtASVLRTlPK 

15 

NP  149758  1 

295  L 

0  9794 

47 

2008080104  1296  1296  3  out 

1746 

1  355 

0  37 

1  59 

120 

0 

irve 

1 

WQYKPEILPLLTQR 

15 

NP  149731  1 

268L 

0  %61 

5 

2008-08  0  1  04  1407  1407  2  out 

11156 

1  188 

0  38 

1  57 

202 

1  099 

lfV6 

1 

VQTAIQKEAK 

10 

NP  149585  1 

122R 

0  9854 

65 

2008080  1  04  3091  3091  3  out 

2270  1 

1  386 

0  46 

1  56 

49 

2  944 

irv6 

1 

SKWLLMNPDDFKM*AIM*GLK 

21 

NP  149674  1 

2 1 1 L 

0  9543 

10 

20080  80  1  04  725  725  2  out 

1133  7 

0  259 

041 

1  54 

153 

0 

Nosema 

1 

LAARYRLDR 

9 

AAT  12295  1 

phospholipase  D 

1 

55 

2008080104  4206  4206  3  out 

1784  9 

1  98 

0  36 

1  54 

118 

0 

lfV6 

1 

KYSELSIKESENETK 

15 

NP  149852  1 

389L 

0  9893 

45 

2008080104  1294  1294  3  out 

1724  9 

1  294 

04 

1  53 

233 

0 

Nosema 

1 

FNLTDCVLHAOAJHR 

15 

AAT72743  1 

translation  elongation  factor  2 

0  9804 

50 

2008080104  1913  1913  2  out 

1763  1 

1  057 

041 

1  52 

350 

0 

Nosema 

1 

RMFVLAVTVLF  LfTK 

15 

AAL28057  1 

AF406785  6  calmodulin-dependent  protein  kinase 

0  99  "M 

66 

20080  8  01-04  3648  3648  3  out 

2315  1 

0  915 

041 

1  52 

151 

0 

Nosema 

1 

FlEECDAiHADVKGVDELRR 

20 

AAC4766C  1 

mitochondnal-type  HSP70 

0  98  72 

49 

20080  8  0  1  04  1762  1762  3  out 

1761 

0  305 

0  43 

1  51 

252 

0 

IIV6 

1 

SLLNM*PLILKKSM*LK 

17 

NP  149751  1 

288R 

1 

52 

20080  80  1  04  2832  2832  3  out 

1774 

1  5 

0  39 

1  51 

264 

1  099 

Kakugo 

1 

WRPMCPRSPMLLFK 

15 

YP  015696  1 

polyprotein 

0  9636 

69 

20080801-0-1  2883  2883  3  oul 

2743  3 

0  574 

0  48 

1  51 

116 

0 

irve 

1 

SGML  VEAL  SSCPF  SGHYDGFTKIYK 

25 

NP  14  9735  1 

2721 

0  9583 

B-19 


Test  32 


Sr  No 

Fila  Nama 

(M+H) 

*Cn 

XCorr 

Sp 

RSp 

Reference 

No 

Peptide 

AA 

ID# 

Protein 

PP 

18 

2008-08-01-05  2663  2663  2  out 

1457  9 

0  577 

0  72 

38 

1482 

0 

NosematNosemalNosama|t 

5 

IIAQWSSJTASLR 

14 

AAZ23550  1 

alpha -tubulm 

0  9807 

7 

2008-08-01  -05  1941  1941  2  out 

1143  6 

0  677 

0  62 

346 

%8 

0 

NosemajNosema 

2 

LAVNMVPFPR 

10 

AAN35161  1 

beta-tubulin 

0  %55 

38 

2008-08-01  05  2003  2003  2  out 

1790  9 

0  483 

05 

2  82 

868 

0 

Nosema 

1 

SYELPDGQV1KIGSER 

16 

AAB 86863  1 

actm 

0  9923 

21 

2008-08-01-05  3709  3709  2  out 

1614  9 

0  498 

0  27 

2  53 

613 

0 

live 

1 

TILTTKVQNINIEK 

14 

NP  1495  1  3  1 

050L 

0  9793 

2 

2008-08-01-05  767  767  1  out 

715  4 

1  048 

0  07 

243 

354 

0 

live 

1 

NIIIDK 

6 

NP  149495  1 

032R 

1 

8 

2008-08-01-05  509  509  2  out 

1171  6 

0  366 

0  57 

24 

426 

0 

Nosema 

1 

HKGVMVGMGQK 

11 

AAB86863  1 

actm 

0  9822 

5 

2008-08-01-05  1498  1498  2  out 

1130  6 

0  582 

0  45 

2  37 

426 

0 

Nosema!Nosema1Nosema|t 

14 

FPGQLNADLR 

10 

AAZ23552  1 

beta-tubulin 

0  9884 

13 

2008-08-01-05  2196  21%  2  out 

1268  6 

1.711 

04 

2  27 

390 

0  693 

irv6 

1 

DKMQIYVEDK 

10 

NP  14%76  1 

213R 

0  9831 

47 

2008-08-01-05  2397  2397  2  out 

1959 

1  194 

0  56 

2  23 

336 

0 

live 

1 

ytslplsslfedaslstk 

18 

NP  1495%  1 

1321 

0  9907 

15 

2008  08-01-05  1859  1859  2  out 

1377  7 

1  855 

04 

2  17 

202 

0 

live 

1 

NENNSVGRTQMK 

12 

NP  149530  1 

067R 

0  9907 

17 

2008-08-01-05  2358  2358  2  out 

1452  8 

0  856 

0  33 

2  17 

517 

0 

IIV6 

1 

VDSEMAFERIKK 

12 

NP  14%06  1 

143R 

1 

39 

2008-08-01-05  3051  3051  3  out 

1826 

1  029 

051 

2  17 

630 

0 

DWV 

1 

PEMDRILNLAEGLLNK 

16 

ABB 36638  1 

poly  protein 

0  9805 

40 

2008-08-01-05  3856  3856  3  out 

1834 

0  343 

0  44 

2  13 

121 

1  386 

IIV6 

1 

LNIEIQKFCLDLEKK 

15 

NP  149506  1 

04  3L 

0  9734 

10 

2008-08-01-05  2261  2261  2  out 

1199  7 

0  653 

04 

2  12 

398 

0  693 

live 

1 

AQDINAKKALK 

11 

NP  149701  1 

238R 

1 

41 

2008-08-01-05  46  46  3  out 

1847  1 

1  3 

05 

2  08 

288 

0 

WV6 

1 

KUNEKYLQTINIEK 

15 

NP  149642  1 

179R 

0  9976 

12 

2008-08-01-05  1931  1931  2  out 

1229  6 

1  677 

0  39 

2  07 

242 

0  693 

NosemalNosama 

2 

ISDQFSVMFR 

10 

AAN35161  1 

bet  a-tubulm 

0  9738 

66 

2008-08  01-05  2848  2848  3  out 

2320  2 

2 

0  42 

2  07 

145 

0 

IIV6 

1 

EHKLDSYSLNFVAKHFLGSK 

20 

NP  149500  1 

037L 

0  9  846 

44 

2008-08-01-05  630  630  3  out 

1932  1 

0  56 

044 

206 

279 

0 

live 

1 

LTINEINFIVDFIQPR 

16 

NP  149806  1 

34  3L 

0  9802 

20 

2008-08-01-05  2981  2981  2  out 

1570  8 

1  973 

0  42 

2  04 

345 

0 

live 

1 

YE  NDTVPIPVAKPK 

14 

NP  14%  12  1 

149L 

0  959 

27 

2008-08  01-05  2%3  2963  3  out 

1695  8 

0  404 

041 

204 

252 

0  693 

Nosema 

1 

SECLGGAVLSM'AACVIR 

18 

AA128056  1 

AF4  06785  5  unknown 

0  9506 

3 

2008-08-01  05  2050  2050  2  out 

1102  7 

1  281 

0  45 

1  99 

535 

0 

Nosema 

1 

PLKSMlYR 

9 

AB069724  1 

unknown 

0  9789 

1 

2008-08-01-05  1235  1235  1  out 

700  5 

1  163 

0  21 

1  98 

410 

0 

Nosema 

1 

VXDIIK 

6 

ABM26977  1 

RNA  potymerasa  N  largest  aubunit 

1 

36 

2008-08-01-05  2363  2363  3  out 

1763  9 

1  489 

0  38 

1  95 

368 

0 

Nosema 

1 

TKLITEKCLECQLNK 

15 

ABE26650  1 

pol  potyprotem 

0  %91 

30 

2008-08-01-05  863  863  3  out 

1719  9 

0  8% 

0  33 

1  88 

243 

0 

IIV6 

1 

yfkglgttkhedvpk 

15 

NP  149508  1 

0451 

0  9723 

55 

2008-08-01-05  1343  1343  3  out 

2063 

1  087 

0  37 

1  87 

141 

1  099 

BQCV 

1 

MVAQSGPVMSQSLSDRVDR 

19 

NP  620564  1 

nonstructural  polyprotein 

0  9805 

37 

2008-08-01-05  825  825  3  out 

1775  8 

1  55 

0  47 

1  86 

171 

0 

IIV6 

1 

SCFNRLNTCPM-CRSK 

16 

NP  14%20  1 

157L 

0  %91 

65 

2008-08-01-05  2580  2580  3  out 

2320  1 

1  042 

0  39 

1  8 

129 

0  693 

IIV6 

1 

CAKGCCILNFTNEIHHFKNK 

20 

NP  149877  1 

414L 

0  9595 

31 

2008  08-01-05  3060  3060  3  out 

1722  9 

0  974 

0  44 

1  76 

319 

0 

live 

1 

KCIFTPLRGDLNDCK 

15 

NP  149747  1 

284R 

0  9584 

34 

2008-08-01-05  4457  4457  3  out 

1761  9 

0  989 

054 

1  76 

191 

0 

DWV 

1 

VEVGQEAGECIFKKPK 

16 

AAP49283  1 

potyprotem 

0  974 

46 

2008-08  01  05  2674  2674  3  out 

1954  1 

0  358 

0  45 

1  76 

59 

1  386 

live 

1 

ILPETTLSIIQEIVGSIK 

18 

NP  14%92  1 

229L 

0  9738 

57 

2008-08  01-05  743  743  3  out 

2142  2 

1  834 

0  39 

1  74 

175 

0 

KBV1KBV 

2 

PSIVHGM1SDKTKPAYIR 

20 

NP  851403  1 

non-structural  poiyprotam 

0  9733 

51 

2008-08-01-05  3208  3208  3  out 

1993  1 

0  201 

0  34 

1  73 

26t 

0 

I1V6 

1 

SIKTEHELYSLLMSLTK 

17 

NP  149765  1 

302L 

0  9753 

19 

2008-08-01-05  2073  2073  2  out 

1516  8 

0  457 

0  44 

1  72 

171 

0 

IIV6 

1 

IHCLPFLLNYQR 

12 

NP  1494  87  1 

024L 

0  9752 

64 

2008-08  01-05  3138  3138  3  out 

2302  2 

1  673 

0  35 

1  72 

325 

0 

Nosema 

1 

CAKEM’GiVPVlCLDTRGPEVR 

22 

ABQ69719  1 

unknown 

0  9702 

14 

2008-08  01-05  3783  3783  2  out 

1299  8 

1  765 

0  43 

1  68 

368 

0 

live 

1 

VKMRAQNVlQL 

11 

NP  149874  1 

410L 

0  9898 

25 

2008-08-01-05  2254  2254  3  out 

1681 

0  783 

0  39 

1  65 

198 

0 

live 

1 

IDNISLFFKPLFVK 

14 

NP  149806  1 

343L 

0  9926 

53 

2008-08-01  05  1222  1222  3  out 

2034  9 

1  8 

0  37 

1  65 

151 

0 

irv6 

1 

rsilgewsem-rqym-qk 

19 

NP  14%74  1 

211L 

0  9994 

48 

2008-08-01-05  4290  4290  3  out 

1970 

0  119 

04 

1  64 

189 

0 

IIV6 

1 

(VDYKPNGKFIGSGLSM-K 

19 

NP  149803  1 

34  OR 

0  9995 

6 

2008-08-01-05  4116  4116  2  out 

11326 

1  776 

0  5 

1  63 

252 

0 

Nosema|Nosema|N  os  email 

5 

PSfVMEGMlR 

10 

ABM26981  1 

RNA  polymerase  II  largest  subunit 

0  9725 

29 

2008-08-01-05  1145  1145  3  out 

1716 

1  871 

0  38 

1  63 

269 

0 

IIV6 

1 

ESIKDSIKVSILEVR 

15 

NP  149548  1 

0851 

0  9525 

43 

2008-06-01-05  1264  1264  3  out 

1900 

1  707 

0  49 

1  63 

189 

0  693 

Nosema|Nosema|Nosema 

3 

KLDMGAKEYSLM-GLLSK 

18 

ABM26981  1 

RNA  polymerase  It  largest  subunit 

0  9844 

9 

2008-08-01-05  1295  1295  2  out 

11906 

1  778 

0  47 

1  62 

120 

0 

Nosama 

1 

NElQAFIDIK 

10 

ABE27268  1 

unknown 

1 

28 

2008  08  01  05  1551  1551  3  out 

1710  8 

0  577 

0  37 

1  54 

198 

0 

live 

1 

NIDDVTNWQFLEKK 

15 

NP  149832  1 

3691 

0  9874 

52 

2008-08-01-05  976  976  3  out 

1998 

1  33 

043 

1  52 

313 

0 

IIV6 

1 

KLYGENCFINIQAEDIK 

17 

NP  1  9535  1 

072R 

0  9808 

24 

2008-08-01-05  191  191  3  out 

1674  9 

1  363 

0  36 

1  5 

242 

0 

live 

1 

ALIEVFNKLNDDKR 

14 

NP  149851  1 

388R 

0  9723 

26 

2008-08-01-05  3608  3608  3  out 

1693  9 

0  562 

0  47 

1  5 

21 2 

0 

live 

1 

IIWMXQVKKVDIK 

16 

NP  149575  1 

112R 

0  %86 

Test  33 


Sr  No 

File  Nama 

(M+H) 

*Cn 

XCorr 

Sp 

RSp 

Refarance 

No 

Paptida 

AA 

ID# 

Protam 

PP 

21 

2008-08-01-07  1768  1769  2  out 

1614  9 

1  519 

0  34 

2  94 

687 

0 

IIV6 

1 

TILTTKVQNINIEK 

14 

NP  149513  1 

05  0L 

0  9579 

12 

2008-08-01-07  1970  1970  2  out 

1285  7 

0  362 

0  48 

254 

1136 

0 

IIV6 

1 

EAQKIEKIGNR 

11 

NP  149612  1 

1491 

0  9707 

7 

2008-08-01-07  1495  1495  2  out 

1172  7 

1  654 

0  36 

2  24 

520 

0 

Nosema 

1 

SIVLGCKILVK 

11 

ABE26650  1 

pol  polyprotein 

0  9748 

15 

2008  08-01-07  1099  1099  2  out 

1344  7 

0  523 

0  27 

2  17 

487 

0 

live 

1 

IENENNLEEIK 

11 

NP  149776  1 

313L 

0  9986 

27 

2008-08-01-07  1860  1860  3  out 

1746  8 

1  915 

04 

2  1 

118 

1  099 

live 

1 

EEDEVYDFANNFVR 

14 

NP  149731  1 

268L 

0  9743 

22 

2008-08-01-07  1606  1606  2  out 

1630  8 

0  597 

0  35 

2  08 

309 

0  693 

IIV6 

1 

QENMLIESHNM'LR 

14 

NP  14946  3  1 

4681 

0  9851 

13 

2008-08-01-07  1351  1351  2  out 

1315  7 

0  317 

0  31 

2  07 

313 

0 

IIV6 

1 

NEFNIIIENLP 

11 

NP  149589  1 

126R 

0  9944 

4 

2008-08-01-07  925  925  2  out 

1144  6 

0  181 

0  36 

204 

488 

0 

Nosema 

1 

VIHGMTISMR 

10 

ABE27270  1 

unknown 

0  9  844 

8 

2008  08-01-07  1160  1160  2  out 

1203  6 

0  461 

0  33 

2  03 

232 

0 

ABPV 

1 

NNSNKMATPVK 

11 

NP  066242  1 

capsid  protem 

0  9823 

17 

2008-08-01-07  2207  2207  2  out 

1419  7 

1  894 

041 

1  95 

363 

0 

Noaema 

1 

LESICATAAEGAKR 

14 

AAT72742  1 

60S  riboaomai  protein  H0a 

0  9987 

28 

2008-08-01  07  5174  5174  3  out 

1751 

0  468 

0  41 

1  95 

134 

0  693 

KV6 

1 

MKIFTFYFIKIDGK 

14 

NP  149715  1 

252l 

0  9835 

6 

2008-08-01-07  1132  11 32  2  out 

1158  6 

0  619 

0  3 

1  91 

135 

1  099 

IIV6 

1 

KRNAEAWQR 

9 

NP  149676  1 

21 3R 

0  9964 

25 

2008-08-01-07  953  953  3  out 

1718  9 

1  494 

0  45 

1  91 

191 

0  693 

live 

1 

QIMSGLQLCDINAKGK 

16 

NP  149579  1 

116L 

0  9925 

30 

2008-08-01-07  1  646  1  64  6  2  out 

1757 

1  27 

041 

1  88 

92 

0 

sv 

1 

AFVRNQTHKTATAGVR 

16 

AAT45735  1 

structural  polyprotein 

0  9685 

26 

2008-08  01-07  1890  1890  3  out 

1738  9 

0  074 

0  46 

1  86 

131 

0 

BQCV 

1 

YWTGSLVYTFKFVK 

14 

NP  620565  1 

structural  potyprotem 

0  9%1 

35 

2008  08-01-07  1578  1578  3  out 

1825  9 

0  288 

0  53 

1  79 

122 

0  693 

BQCV 

1 

FQDEVREIALGLSGYE 

16 

NP  620564  1 

nonstructural  potyprotem 

0  %24 

20 

2008-08-01-07  1826  1826  2  out 

1532  7 

0  767 

0  43 

1  78 

427 

0 

ABPV 

1 

NKDEFTKM'CWSK 

13 

NP  066241  1 

replicase  polyprotam 

0  9876 

36 

2008-08-01-07  2230  2230  3  out 

1831  9 

1  964 

041 

1  74 

142 

0 

live 

1 

RDEEETINPTITSKAK 

16 

NP  149512  1 

049L 

0  9722 

19 

2008-08-01-07  1394  1394  2  out 

1485  9 

0  343 

0  43 

1  72 

406 

0 

Nosama 

1 

ISRRLTFIPLNR 

12 

AAT12296  1 

chromosome  sagregation  protem 

0  9922 

29 

2008-08-01-07  1364  1364  3  out 

1754 

0  507 

0  37 

1  69 

171 

0 

IIV6 

1 

NEIKKJFSLLHHFK 

14 

NP..  149837  1 

374R 

0  9562 

39 

2008-08-01-07  734  734  3  out 

1891 

1  588 

0  38 

1  69 

348 

0 

live 

1 

RKNINFTEISNNDPTK 

16 

NP  149611  1 

148R 

0  9872 

14 

2008-08-01-07  1049  1049  2  out 

1323  5 

0  586 

0  38 

1  68 

74 

1  099 

Nosama 

1 

EDOESEKNDDK 

11 

ABV48893  1 

hypothetical  apore  wail  protem 

0  9931 

37 

2008-08-01-07  2168  2168  3  out 

1835  9 

1  188 

0  39 

1  67 

249 

0 

Nosema 

1 

ERIFSQEVKGHYSQK 

15 

ABE27274  1 

unknown 

0  9591 

16 

2008-08-01-07  1614  1614  2  out 

1399  6 

1  745 

0  51 

1  62 

295 

0 

BV6 

1 

FRSDMQESIMR 

11 

NP  149676  1 

213R 

0  9975 

5 

2008-08-01-07  1810  1810  2  out 

1145  6 

0  077 

0  38 

1  6 

137 

0 

IIV6 

1 

FFFSFVKHS 

9 

NP  149924  1 

461R 

0  9988 

10 

2008  08-01-07  1290  1290  2  out 

1264  7 

0  9% 

043 

1  58 

341 

0 

IIV6 

1 

UMNFKNRLK 

10 

NP  149777  1 

3141 

0  9521 

32 

2008-08-01-07  1  634  1634  2  out 

1769  8 

1  61 

0  38 

1  58 

424 

0 

IIV6 

1 

FEASEMYSWYKSNK 

14 

NP  149902  1 

439L 

0  9878 

18 

2008-08-01-07  1200  1200  2  out 

1441  8 

1  82 

0  37 

1  57 

117 

0 

HV6 

1 

KNIVKIEDEWR 

12 

NP  149513  1 

050L 

0  998 

44 

2008-08-01-07  966  966  3  out 

2049 

0  325 

0  52 

1  57 

288 

0 

Nosema 

1 

rnim*nrnfeqfhwlk 

16 

ABE27267  1 

unknown 

0  9945 

9 

2008-08-01-07  720  720  2  out 

1214  6 

1  551 

041 

1  55 

185 

0 

MV6 

1 

AQVYGCVSFIK 

11 

NP  149485  1 

mi 

0  9858 

34 

2008-08-01-07  %7  967  3  oul 

1817  9 

1  28 

0  39 

1  55 

274 

0 

KBVIKBVIKB^ 

3 

TPfVlEAQTSGDNMTLK 

17 

NP  851403  1 

non-structural  polyprotein 

0  9669 

46 

2008-08-01-07.1157  1157  3  out 

2143  1 

1  781 

0  43 

1  54 

125 

1  386 

HV6 

1 

IKIEDDGTTM'IHNDGQVIK 

20 

NP  149508  1 

04  5L 

0  9892 

31 

2008-08-01-07  1787  1787  2  out 

1763  1 

0  152 

0  56 

1  53 

371 

0 

Nosema 

1 

RMFVLAVTVLFLfTK 

15 

AAL28057  1 

AF406785  6  calmodulin -dependent  protem  kinase 

0  9876 

43 

2008-08-01-07  2098  2098  3  out 

2016  1 

1  606 

0  46 

1  52 

308 

0 

DWV 

1 

IPGKTRIFSISPVQGPYR 

18 

ABD39713  1 

polyprotem 

0  9754 

B-20 


Test  34 


Sr  No 

File  Name 

*Cn 

XCorr 

Sp 

RSp 

Reference 

No 

Peptide 

AA 

ID# 

Protein 

PP 

11 

2008  08  01  08  2091  2091  2  out 

1268  6 

1  594 

0  38 

2  58 

430 

1  099 

IIV6 

1 

DKMQfYVEDK 

10 

fJP  149676  1 

21 3R 

0  9843 

29 

2008-08-01-08  4325  4325  2  out 

1614  9 

0  554 

026 

2  52 

481 

0 

irs/6 

1 

T1LTTKVQNINIEK 

14 

NP  149513  1 

050L 

0  9512 

33 

2008-08-01  08  1 968  1968  3  out 

1670  8 

0  257 

0  34 

2  43 

586 

0 

l(V6 

1 

EM'LDLRLMMEDMK 

14 

NP  149463  1 

4681 

0  9873 

21 

2008-08- -01-08  1846  1846  2  out 

1377  7 

1  782 

0  35 

2  28 

179 

0 

live 

1 

NENNSVGRTQMK 

12 

NP  149530  1 

06 7R 

0  9926 

20 

2008  08-01  08  989  989  2  out 

1344  7 

1  459 

029 

2  15 

360 

0  693 

l(V6 

1 

IENE  NNLEEIK 

11 

NP  149776  1 

31 3L 

1 

28 

2008-08  01-08  -1328  1328  2  out 

1592  8 

0  381 

0  33 

2  15 

312 

0 

l(V6 

1 

NYPHQDEMKLLK 

13 

NP  149675  1 

2121 

0  9925 

2 

2008-08-01-08  797  797  1  out 

715  4 

0  96 

0  03 

2  12 

317 

0 

irv6 

1 

NIIIDK 

6 

NP  149495  1 

032R 

1 

27 

2008-08  01 -08  1587  158  7  2  out 

1534  8 

1  783 

043 

2  05 

519 

0 

Nosema 

1 

MPF  GL  VNGPATF  OR 

14 

ABE26655  1 

pol  polyprotem 

0  9731 

17 

2008-08-01-08  1605  1605  2  out 

1332  7 

0  171 

034 

204 

439 

0 

irs/6 

1 

TWILLGSSNVDK 

12 

NP  14  9524  1 

06 1R 

0  9879 

16 

2008-08-01  08  2134  2134  2  out 

1314  8 

1  407 

0  47 

2  02 

171 

0 

ltV6 

1 

VTLNEEIQKJK 

11 

NP  149561  1 

098R 

1 

5 

2008-08-01-08  2654  2664  2  out 

1122  5 

0  761 

041 

1  98 

272 

0 

l(V6 

1 

SLMGNCPSSVK 

11 

NP  149555  1 

092R 

0  9685 

26 

2008-08-01-08  2424  2424  2  out 

1490  8 

0  401 

043 

1  91 

413 

0 

IIV6 

1 

INVSVEFIITLDK 

13 

NP  149490  1 

02  7L 

0  9895 

19 

2008-08-01-08  2655  2655  2  out 

1338  7 

1  06 

0  36 

1  9 

430 

0 

l(V6 

1 

TMKLYEAGAINK 

12 

NP  149612  1 

1491 

0*944 

35 

2008-08-01-08  402  402  3  out 

1698  8 

1  922 

045 

1  89 

142 

0 

Nosema 

1 

GT SEAE  IF  ST GDWMR 

16 

ABE26648  1 

pol  potyprotem 

0  9781 

3 

2008-08-0  1  08  974  974  2  out 

1103  5 

0  725 

0  46 

1  86 

370 

0 

BQCVIBQCVIBQCVIBQCV 

4 

YDQYDPFR 

8 

ABC  95162  1 

structural  pcfyproteic 

1 

51 

2008  08  01-08  3974  3974  3  out 

2075  9 

0  882 

0  39 

1  85 

942 

0 

Nosema 

1 

FNEQCGREM’EVLMSMKK 

18 

ABV48900  1 

hypothetical  spore  wall  protem 

0  9981 

1 

2008-08-01-08  783  783  1  out 

713  5 

1  085 

0  16 

1  84 

365 

0 

l(V6 

1 

UN  UK 

6 

NP  149877  1 

414L 

1 

6 

2008-08-01-08  1173  1173  2  out 

1129  6 

1  534 

0  39 

1  84 

638 

0 

l(V6 

1 

KRNAWDIAR 

9 

NP  149752  1 

2891 

0  9914 

30 

2008-08-01-08  4  354  4  354  3  out 

1666  9 

1  387 

0  46 

1  84 

201 

1  099 

KBV1KBV 

2 

NVRVDGEVINMKHR 

14 

NP  851403  1 

non-structural  polyprotem 

0  9886 

56 

2008-08  01  08  3006  3006  3  out 

2292  2 

1  891 

041 

1  84 

174 

0 

l(V6 

1 

RVNAEYPTVPVEGM’LAJWCK 

21 

NP  149872  1 

411L 

0  9835 

10 

2008-08-01-08  2216  2216  2  out 

1266  7 

1  729 

0  35 

1  83 

605 

0 

svisvisv 

3 

KFIATDEDLSK 

11 

NP  049374  1 

potyprotem 

0  9688 

34 

2008-08-0 1  08  780  780  3  out 

1673  9 

1  517 

0  45 

1  83 

128 

1  609 

ABPV 

1 

ENGDMVPLLNGLFVR 

15 

NP  066241  1 

repbcase  polyprotein 

0  9773 

8 

2008-08  01-08  1455  1455  2  out 

1186  7 

1  523 

0  37 

1  81 

271 

0 

irs/6 

1 

HHAPIKINEK 

10 

NP  149858  1 

395R 

0  9779 

47 

2008-08-01-08  2879  2879  2  out 

194  7  8 

1  143 

0  55 

1  81 

107 

0 

Nosema 

1 

FNEQCGREM'EVLMSMK 

17 

ABV48900  1 

hypothetical  spore  wall  protein 

0  9737 

57 

2008-08-01-08  1962  1962  3  out 

2378  2 

0  866 

0  48 

1  8 

207 

0 

Nosema 

1 

TE  GDF  M IYQ  VE  LKATAGTYIK 

21 

ABE27265  1 

unknown 

0  9502 

12 

2008-08-01-08  1154  1154  2  oul 

1269  6 

0  56 

04 

1  78 

107 

1  946 

Nosema 

1 

GGMREYCVRAK 

11 

AAB62549  1 

glutamyt-tRNA  synthetase 

1 

46 

2008-08-01  08  2464  2464  2  out 

1875  1 

1  292 

0  44 

1  77 

110 

0 

IIV6 

1 

ILNFV1FMPFVF1FK 

15 

NP  149511  1 

04  8R 

0  9956 

44 

2008  08  01  08  74  74  3  out 

1 847  1 

1  185 

04 

1  75 

155 

1  609 

UV6 

1 

KILNEKYLQTINtEK 

15 

NP  149642  1 

179R 

0  9953 

58 

2008-08-01-08  1972  1972  3  out 

2479  4 

0416 

0  46 

1  75 

203 

0 

IIV6 

1 

GSDLPFGGlQLIlSGDLLQLPWK 

24 

NP  1494  9  3  1 

030L 

0  9919 

24 

2008-08-01  08  1460  1460  2  out 

1485  9 

0  355 

0  36 

1  74 

443 

0 

Nosema 

1 

ISRRLTFIPLNR 

12 

AAT12296  1 

chromosome  segregation  protein 

0  9959 

15 

2008-08-01-08  1176  11 76  2  out 

1308  6 

0  656 

0  36 

1  72 

389 

0 

HV6 

1 

EDCLSLVTSSSR 

12 

NP  149485  1 

0221 

0  9925 

55 

2008-08-01-08  2097  2097  3  out 

2169  2 

0  006 

049 

1  71 

231 

0 

l(V6 

1 

IDADt.  QGNGMVE IIKAL  IKK 

20 

NP  149618  1 

1551 

0  9786 

25 

2008-08  Oi  08  784  784  2  out 

1486  7 

1  247 

04 

1  7 

151 

0  693 

irV6 

1 

YVE  KDTEMKTDK 

12 

NP  149856  1 

393L 

0  9901 

18 

2008-08-01-08  1922  1922  2  out 

1332  8 

0  281 

0  43 

1  69 

203 

0  693 

Nosema 

1 

VESSIQSTKKK 

12 

ABE27277  1 

unknown 

0  9854 

V 

2008-08  01-08  269  269  3  out 

1757  8 

0  045 

0  45 

1  68 

341 

0 

ABPV 

1 

VIAGDFSTFDGSLNVCI 

17 

AAD02102  1 

RNA  polymerase 

0  9697 

7 

2008-08-01-08  736  736  2  out 

1133  7 

0  145 

0  43 

1  67 

213 

0  693 

Nosema 

1 

LAARYRLDR 

9 

AAT12295  1 

phospholipase  D 

0  9827 

36 

2008-08-0  1  08  4530  4530  3  out 

1717 

0  644 

0  45 

1  67 

164 

0 

l(V6 

1 

TUFKTKDYSFIK 

14 

NP.  149716  1 

253L 

0  9792 

45 

2008-08-0 ‘’-08  1259  1259  3  out 

1849 

1  786 

0  44 

1  65 

217 

0 

1IV6 

1 

LDSKRTGLIMDFNNPK 

16 

NP  149642  1 

179R 

0  9867 

4 

2008  08-01  08  720  720  2  out 

1105  6 

1  594 

04 

1  64 

120 

1  099 

KBVIKBVtKBVIKBVIKBVItr 

13 

LM‘APDTVSQK 

11 

YP  308662  1 

VP2 

0  99 

14 

2008-08  0i  08  2493  2493  2  out 

1294  6 

1  22 

0  39 

1  63 

142 

0  693 

IIV6 

1 

GGLSFFIFPYM* 

12 

NP  149692  1 

2291 

0  9846 

50 

2008-08-01-08  4280  4280  3  out 

2042  2 

1  323 

048 

1  58 

168 

0  693 

Nosema 

1 

IELSQADSTRIKALVELR 

18 

AAC47660  1 

mitochondrial -type  HSP70 

0  9539 

40 

2008  08  01  08  4466  4466  3  out 

1749  9 

1  636 

0  38 

1  57 

177 

0 

«V6 

1 

IFYISKVNMLCQYK 

14 

NP  149711  1 

24  8R 

0  9673 

37 

2008- 08-0 ^ -08  4 130  4130  3  out 

1734  7 

0  516 

0  41 

1  51 

370 

0 

Nosema 

1 

M‘SKAMTEYSQNWDK 

15 

ABE 2664  9  1 

pol  potyprotem 

0  9662 
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38 

2008-08-01-10  1837  1837  2  out 

1790  9 

0  601 

0  65 

3  73 

846 

0 

Nosema 

1 

SYEIPDGQVIKIGSER 

16 

AAB86863  1 

actin 

1 

6 

2008-08-01  10  1789  i789  2out 

1143  6 

0  439 

06 

3  06 

662 

0 

Nosema|Nosema 

2 

LAVNMVPFPR 

10 

AAN35161  1 

beta  tubulin 

0  9863 

21 

2008-08-01-10  1869  1869  2  oul 

1614  9 

1  631 

0  44 

2  96 

458 

0 

IIV6 

1 

TILTTKVQNINIEK 

14 

NP  149513  1 

0501 

0  9889 

8 

2008-08-01-10  1513  1513  2  out 

1172  7 

1  573 

0  37 

26 

564 

0  693 

Nosema 

1 

SIVLGCKILVK 

11 

ABE26650  1 

pol  polyprotem 

0  9927 

7 

2008-08-01-10  715  715  2  out 

1171  6 

1  576 

04 

2  28 

372 

0 

Nosema 

1 

HKGVMVGMGQK 

11 

AAB86863  1 

actin 

0  9963 

10 

2008-08  01-10  760  760  2  out 

11795 

0  56 

0  34 

2  26 

682 

0 

Nosema 

1 

EVECLRAECK 

10 

ABV48890  1 

hypothetical  spore  wall  protein 

0  9741 

17 

2008-08-01-10  991  991  2  oul 

1344  7 

1  53 

0  28 

22 

359 

0  693 

IIV6 

1 

IENENNIEEIK 

11 

NP  149776  1 

313L 

0  9893 

9 

2008-08  01-10  1286  1286  2  out 

1178  7 

0  582 

0  29 

2  19 

471 

0 

IIV6 

1 

LINEIKSFSK 

10 

NP. 149500  1 

0371 

0  9919 

15 

2008-08-01  10  1996  1  996  2  out 

1280  8 

0  555 

0  29 

2  1 

423 

0  693 

Nosema 

1 

VM'UGYISKIK 

12 

ABM26979  1 

RNA  polymerase  II  largest  subunn 

0  9964 

32 

2008-08-01-10  545  545  3  out 

1715  9 

0  087 

0  42 

2  1 

209 

0 

live 

1 

IVENLYLGNIQNGIR 

15 

NP  149586  1 

123R 

0  9867 

16 

2008  08-01-10  2272  2272  2  out 

1283  8 

1  746 

0  32 

2  04 

161 

1  099 

IIV6 

1 

lvnsgnajrlvk 

12 

NP  149639  1 

176R 

0  987 

22 

2008-08-01-10  1574  1574  3  oul 

1666  7 

1  532 

0  34 

2  04 

237 

0 

IIV6 

1 

DtSGQSEWSEYYNK 

15 

NP  149676  1 

213R 

0  9545 

52 

2008-08-01-10  2322  2322  3  out 

2410  3 

1  255 

0  39 

2  03 

544 

0 

MV6 

1 

M‘CQHIYKINVSVEFIfTLDK 

21 

NP..1494  90  1 

027L 

0  9834 

5 

2008-08-01-10  1474  1474  2  out 

1140  6 

0  847 

04 

1  94 

200 

0 

Nosema 

1 

dajiafyeak 

10 

AA128052  1 

AF406785  1  unknown 

0  9962 

11 

2008  08-01-10  754  7  34  2  out 

1198  7 

1  443 

0  31 

1  94 

357 

0 

IIV6 

1 

KILWDWtPK 

9 

NP  149515  1 

052R 

0  9969 

13 

2008-08-01-10  1562  1562  2  out 

1234  6 

1  742 

0  37 

1  93 

944 

0 

Nosema 

1 

ylsfvhqgqr 

10 

AAT12294  1 

beta  transducm  repeat  containing  prote  n-like 

0  9833 

18 

2008-08  01-10  1740  1740  2  out 

1377  7 

0  657 

0  4 

1  91 

220 

0 

IIV6 

1 

NENNSVGRTQMK 

12 

NP  149530  1 

067R 

0  996 

27 

2008-08-01  10  1276  1276  3  oul 

1686  9 

1  196 

0  45 

1  91 

205 

0 

SV|SV)SV|SV|SV 

5 

lgfphgkgksdavam-r 

17 

NP  049374  1 

polyprotem 

0  9607 

28 

2008-08-01-10  284  204  3  out 

1689  8 

1  972 

0  66 

1  89 

231 

0 

Nosema 

1 

KFSDCEKNYSIVEK 

14 

ABE26651  1 

pol  polyprotem 

0  9953 

30 

2008-08-01  10  1227  1227  3  out 

1694  8 

0  058 

044 

1  88 

190 

0 

Nosema 

1 

NQYCVSCACHAKIVR 

15 

ABE27275  1 

unknown 

0  9524 

19 

2008-08-01-10  1809  1809  2  out 

1401  8 

1  427 

0  43 

1  86 

286 

0 

IIV6 

1 

ELNLITINTENK 

12 

NP  149803  1 

34  OR 

1 

41 

2008-08  01  10  2655  2655  3  out 

20^5  9 

0  223 

043 

1  85 

234 

0 

Nosema 

1 

eglslfaymkgeennegk 

18 

AAD12605  1 

RNA  polymerase  II  largest  subunit 

0  9673 

20 

2008-08-01-10  2594  2594  2  out 

1521  8 

1  333 

0  34 

1  83 

242 

0 

IIV6 

1 

FIFPNVD^DINVK 

13 

NP  149597.1 

134L 

0  986 

23 

2008-08-01  10  2636  2636  3  out 

1666  8 

045 

041 

1  83 

185 

0 

Nosema 

1 

lvpm-gfttasayhqk 

16 

AAK68858  1 

DMA  repair  protein 

0  9655 

43 

2008-08  01-10  4874  4874  3  out 

2057 

1  642 

0  58 

1  83 

129 

0  693 

Nosema 

1 

ievsvsndhigtvnaalcsk 

20 

AAT72743  1 

translation  elongation  factor  2 

0  9974 

29 

2008-08-01-10  2188  2188  2  out 

1693  8 

0  44 

0  38 

1  79 

100 

1  099 

IIV6 

1 

ecqhmyvkgknagtk 

15 

NP  149872  1 

4 1 1 L 

0  9957 

35 

2008-08-01  10  374  374  3  out 

1757  8 

0  381 

047 

1  79 

398 

0 

ABPV 

1 

VIAGDFSTFDGSLNVCI 

17 

AAD02102  1 

RNA  polymerase 

0  9639 

37 

2008-08-01-10  2607  2607  3  out 

1773  9 

1  126 

0  5 

1  79 

321 

0 

irve 

1 

FQSFTTGRYPQENK 

14 

NP  149843  1 

380R 

0  9969 

4 

2008-08  01  10  4764  4764  2  out 

1122  5 

0  874 

0  43 

1  78 

349 

0  693 

IIV6 

1 

SLMGNCPSSVK 

11 

NP  149555  1 

092R 

0  9794 

48 

2008-08-01-10  752  752  3  out 

2142  2 

0  992 

04 

1  77 

135 

0  693 

KBV1KBV 

2 

PSLVHGWISDIKTKPAYLR 

20 

NP  851403  1 

non-structural  polyprotem 

0  9756 

3 

2008-08-01-10  1004  1004  2  out 

1116  6 

1  235 

0  37 

1  68 

214 

0 

ABPV 

1 

ISEPLFEPGK 

10 

NP  066241  1 

replicase  polyprotein 

0  9823 

47 

2008-08-01  10  1761  1761  2  out 

2141  1 

1  215 

041 

1  68 

83 

0 

irv6 

1 

QYPLRDIPDFT1RSEYK 

17 

NP  149530  1 

067R 

0  9935 

26 

2008-08-01-10  54  3  54  3  3  out 

1685  9 

1  195 

054 

1  67 

138 

1  792 

11V6 

1 

TLTVYGGTLSIEEFR 

15 

NP  149813  1 

3501 

0  9736 

50 

2008-08-01-10  3019  3019  3  out 

2314  3 

1  164 

0  55 

1  64 

207 

0 

ifV6 

1 

kfeifak.sssgllahlpldk 

21 

NP  149681  1 

218R 

0  9806 

39 

2008-08-01-10  1  94  1  94  3  out 

1847  1 

1  285 

047 

1  63 

271 

0 

HV6 

1 

KILNEKY^QTINIEK 

15 

NP  149642  1 

179R 

0  9701 

31 

2008-08-01  10  4  74  3  4  74  3  3  out 

1695  8 

1  479 

05 

1  6 

263 

0 

Nosema 

1 

SECLGGAVISM*AACVIR 

18 

AA128056  1 

AF406785  5  unknown 

0  9967 

46 

2008-08-01-10  1200  1200  3  out 

2123  2 

0  565 

041 

1  58 

181 

0  693 

irv6 

1 

HINVLPAYSAHMLIM*GVLK 

20 

NP  149730  1 

267 R 

0  9877 

1 

2008-08-01-10  210  210  1  out 

725  4 

1  326 

047 

1  56 

134 

0 

11V6 

1 

MFNSVK 

6 

NP  149483  1 

0201 

1 

49 

2008-08-01-10  1069  1069  3  out 

2249  2 

064 

0  58 

1  54 

215 

0 

W6 

1 

HVHT1HHYLVRNYRYIK 

17 

NP  149537  1 

074  R 

0  9628 

40 

2008-08  01  10  51  51  3  out 

1986  1 

0  683 

05 

1  53 

205 

0  693 

Nosema 

1 

PDVSIANVRVYHM*NVKK 

18 

ABE 2664 9  1 

pol  polyprotem 

0  9847 

42 

2008-08-01-10  1318  1318  3  out 

2051  1 

0  165 

046 

1  53 

159 

0 

Nosema 

1 

PFIYGPT  GQTERM*R1LR 

18 

AAT12293  1 

DNA  repair  helicase  RAD25 

0  9687 

53 

2008-08-01  10  1885  1885  3  out 

2411  2 

0  747 

0  59 

1  51 

174 

1  099 

IIV6 

1 

lypsiqeem-knwktnvianr 

22 

NP  1494  82  1 

019R 

0  9894 

24 

2008-08  01-10  688  688  3  out 

1669  9 

1  873 

0  46 

1  5 

236 

0 

Nosema 

1 

mcidyrainktttk 

14 

ABE26653  1 

pol  polyprotein 

0  9619 

B-21 
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Protein 
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25 

2008-03-21-13  2026  2026  3  out 

1734  9 

0  497 

0  33 

2  39 

86 

0 

IIV6 

1 

DVPIGNDF  DKATTITK 

16 

NP  149798  1 

335L 

0  9894 

27 

2008-03-21-13  2669  2669  3  out 

1737  9 

0  29 

0  39 

2  18 

2  22 

0 

ABPV 

1 

WAE  DWWE  PKPLLSG 

16 

AAD33287  1 

structural  protein 

0  9604 

10 

2008-03-21-13  88  3  884  2  out 

1199  7 

1  158 

0  32 

2  09 

203 

0  693 

lfV6 

1 

KVNIGNKDIK 

10 

NP  149674  1 

211L 

0  994 

33 

2008-03-21-13  871  871  3  out 

1763  9 

1  887 

0  48 

2  07 

76 

1  099 

Nosema 

1 

TKLfTEKCLECQLNK 

15 

ABE26650  1 

pot  pofyprotem 

0  9714 

22 

2008-03-21-13  2312  2312  3  out 

1721  7 

0  688 

034 

206 

133 

0 

Nooema 

1 

GNGDASCSGGHGGKDM  *GAK 

20 

AAU11092  1 

unknown 

0  9745 

32 

2008-03-21-13  2465  2465  3  out 

1757  8 

0  203 

0  36 

2  03 

185 

0 

ABPV 

1 

V1AGDFSTFDGSLNVC! 

17 

AAD02102  1 

RNA  polymerase 

0  994 

12 

2008-03-21-13  1508  1508  2  out 

1219  6 

0  137 

029 

2  01 

200 

0 

ABPV 

1 

NNSNKM'ATPVK 

12 

NP  066242  1 

capsid  protein 

0  9646 

34 

2008-03-21-13  780  780  3  out 

1780 

1  419 

0  32 

2  01 

116 

0 

IIV6 

1 

PNAIACRKWLIIEPR 

15 

NP  149851  1 

388R 

0  9957 

16 

2008-03-21-13  1796  1796  3  out 

1662  9 

1  826 

0  35 

1  93 

126 

0 

IIV6 

1 

MLQSGPMLTEMLLK 

14 

NP  149794  1 

331R 

0  9569 

3 

2008-03-21  13  1769  1769  2  out 

11166 

0  159 

0  28 

1  89 

150 

0 

ABPV 

1 

LSEPLFEPGK 

10 

NP  066241  1 

repticase  potyprotem 

0  9982 

1 

2008-03-21-13  1090  1091  1  out 

700  5 

0  507 

02 

1  87 

412 

0 

Nosema 

1 

VXDIIK 

6 

ABM26977  1 

RNA  polymerase  II  largest  aubunit 

1 

11 

2008-03-21-13  1584  1584  2  out 

1213  7 

1  992 

034 

1  87 

222 

0 

lfV6 

1 

ELNQILDKIK 

10 

NP  149916  1 

4531 

0  9829 

23 

2008-03-21-13  3145  3145  3  out 

1722  8 

0  423 

0  38 

1  86 

220 

0 

Nosema 

1 

NIVSCSADGAPNMMGKK 

17 

ABE27267  1 

unknown 

0  9992 

35 

2008  03-21  13  2072  2072  3  out 

1782  8 

0  833 

044 

1  83 

115 

0 

Nosema 

1 

MNVFSDADtFEGFAR 

15 

ABV48900  1 

hypothetical  spore  wall  protein 

0  9824 

37 

2008-03-21  13  1356  1356  3  out 

2016 

0  827 

041 

1  81 

172 

0 

irve 

1 

LEGQHKE  YEGILTETR 

17 

NP  149635  1 

172L 

0  9898 

26 

2008-03-21-13  3131  3131  3  out 

1737  8 

0  049 

0  36 

1  7 

155 

0 

tfV6 

1 

ASFKDYLCNASDYLK 

15 

NP  149758  1 

2951 

0  9971 

5 

2008-03-21  13  2208  2208  2  out 

1165  7 

1  313 

0  32 

1  68 

156 

0 

Nosema 

1 

SWKSNYQIK 

10 

AB069716  1 

unknown 

0  9733 

14 

2008-03-21-13  1780  1780  3  out 

1658  7 

0  463 

0  42 

1  67 

96 

0 

1(V6 

1 

QTYSYGN  NGOGGGGGNK 

17 

NP  149792  1 

329R 

0  9952 

15 

2008  03-21-13  2213  2213  3  out 

1658  9 

0  349 

04 

1  62 

147 

0 

Nosema 

1 

DUSETVEPCLKALK 

15 

BAF76326  1 

heat  shock  protein  70 

0  9977 

9 

2008-03-21-13  1369  1369  2  out 

1180  7 

0  958 

041 

1  6 

186 

0 

ABPV 

1 

VEEHIISLLK 

10 

NP  066241  1 

repticase  polyprotein 

0  9703 

7 

2008-03-21-13  2581  2581  2  out 

1173  7 

1  119 

0  52 

1  59 

170 

0 

live 

1 

LNNIDSTIKR 

10 

NP  149886  1 

423L 

0  9868 

31 

2008-03-21-13  3310  3310  3  out 

1750  9 

1  824 

041 

1  59 

93 

0  693 

IAPV)LAPV 

2 

VDLCAEVRNKVEFTK 

15 

YP  001040002  1 

polymerase  potyprotem 

0  9852 

21 

2008  03-21  13  3068  3068  3  out 

1697  8 

0  734 

0  42 

1  52 

99 

0  693 

Nosema 

1 

GLSPEEFYFHAMGGR 

15 

ABM26977  1 

RNA  polymerase  II  largest  subunrt 

0  9926 

29 

2008-03-21-13  2405  2405  3  out 

174  2  9 

0  911 

0  48 

1  52 

72 

2  303 

Nosema 

1 

AQENGVSEAINELLKK 

16 

ABE26652  1 

pot  polyprotem 

0  9982 

Test  48 


Sr  No 

File  Name 

(M+H) 

*M 

*Cn 

XCorr 

Sp 

RSp 

Reference 

No 

Peptide 

AA 

ID# 

Prolein 

PP 

10 

2008-03-21-14  1470  1470  3  out 

1712  7 

0  28 

0  39 

2  13 

187 

0 

IIV6 

1 

ENDETEYDEQSIIK 

14 

NP  149642  1 

179R 

0  9735 

5 

2008-03-21-14  1322  1322  2  out 

1184  7 

0  249 

0  45 

2 

264 

0 

live 

1 

IkDIIDALQR 

10 

NP  149695  1 

232R 

1 

16 

2008-03-21*14  1953  1953  3  out 

1742  7 

1  306 

0  38 

1  98 

207 

0 

Nosema 

1 

HPECM’CPSNCEIHAR 

16 

AAB62  548  1 

qlutammyl-tRNA  synthetase 

0  9772 

12 

2008-03-21-14  1579  1579  3  out 

17139 

1  589 

0  42 

1  9 

126 

0 

Nosema 

1 

ILDVFVGEHLCLLSR 

15 

AAL28052  1 

AF406785  1  unknown 

0  9645 

8 

2008-03-21-14  1914  1914  3  out 

1669  8 

0  82 

0  42 

1  89 

212 

0 

live 

1 

GKDDMAASYLEGKER 

15 

NP  149635  1 

172L 

0  9981 

20 

2008-03-21-14  1318  1318  3  out 

1835  9 

1  227 

0  34 

1  87 

183 

0 

Nosema 

1 

ERIFSQEVKGHYSQK 

15 

ABE27274  1 

unknown 

0  9563 

13 

2008-03-21-14  1156  1156  3  out 

1718 

0  084 

0  36 

1  85 

190 

0 

1IV6 

1 

SLRPSIPPKISTEHR 

15 

NP  149695  1 

232R 

0  9529 

18 

2008-03-21-14  1768  1768  3  out 

1757  8 

0  109 

051 

182 

171 

0 

ABPV 

1 

VIAGDFSTFDGSlNVCI 

17 

AAD02102  1 

RNA  polymerase 

0  988 

7 

2008-03-21-14  1246  1246  2  out 

1236  6 

1  097 

04 

1  78 

299 

0 

live 

1 

NGAVEEGYNRK 

11 

NP  149891  1 

428L 

0  9839 

14 

2008-03-21  14  1761  1762  3  out 

1722  9 

1  087 

0  48 

1  78 

167 

0 

live 

1 

KCIFTPIRGDLNDCk 

15 

NP  149747  1 

284R 

0  9934 

11 

2008-03-21-14  918  918  3  out 

1712  9 

0  323 

054 

1  71 

165 

0 

live 

1 

TFAYEVPIRYSNPR 

14 

NP  149690  1 

227L 

0  9981 

9 

2008-03-21-14  1928  1928  3  out 

1697  8 

0  602 

041 

1.7 

131 

0 

Nosema 

1 

GLSPEEFYFHAMGGR 

15 

ABM26977  1 

RNA  polymerase  II  largest  subunrt 

0  994 

15 

2008-03-21-14  1098  1098  3  out 

1729 

1  65 

0  42 

1  7 

149 

1  099 

irve 

1 

VSLTSKYTKGIFSIGK 

16 

NP  149662  1 

199L 

0  9894 

19 

2008-03-21-14  1135  1135  3  out 

1790 

0  474 

0  42 

1  7 

150 

0 

Nosema 

1 

LFIDPKLLESDMKIK 

15 

ABE26651  1 

pol  polyprotem 

0  9964 

1 

2008-03-21-14  990  990  1  out 

789  4 

0  018 

0  58 

1  67 

141 

0 

SV(SV1SV|SV|SV 

5 

TTLDIAR 

7 

NP  04  9  374  1 

polyprotem 

1 

4 

2008*03-21-14  1372  1372  2  out 

1155  6 

0  035 

0  35 

1  6 

96 

0  693 

Nosema 

1 

DYFKRLGEK 

9 

ABE26649  1 

pol  polyprotem 

0  9548 

Test  49 


Sr  No 

File  Name 

(M+H) 

*Cn 

XCorr 

Sp 

RSp 

Reference 

No 

Peptide 

AA 

ID# 

Protein 

PP 

1 

2008-03-21-15  1863  1863  2  out 

1117  6 

1  868 

0  28 

2  16 

245 

0 

IAPV|IAPV 

2 

NVTM-QVNAPK 

11 

YP  001040003  1 

structural  polyprotem 

0  9917 

16 

2008-03-21-15  1746  1746  3  out 

1777  8 

0  49 

0  36 

2.15 

149 

0 

lAPVilAPV 

2 

M’LNSWM’EECIQYAK 

16 

YP  00104  0  002  1 

polymerase  polyprotem 

0  9721 

14 

2008-03-21-15  1787  1787.3  out 

1743 

0  874 

0  38 

2  06 

95 

0  693 

Nosema 

1 

DQTKNINTVKEVLIK 

15 

ABV48897  1 

hypothetical  spore  wall  protein 

0  9997 

15 

2008-03-21  15  2050  2050  3  out 

1750  9 

1  218 

044 

1  99 

168 

0 

lAPVilAPV 

2 

VDLCAEVRNKVEFTK 

15 

YP  00104  0  002  1 

polymerase  polyprotem 

1 

12 

2008-03-21-15  1543  1543  3  out 

1718  8 

0  757 

0  31 

1  94 

131 

0 

IIV6 

1 

NNKYVTNYEDDDTK 

14 

NP  149608  1 

145L 

0  984 

2 

2008-03-21  15  1809  1809  2  out 

1174  7 

1  09 

049 

1  93 

99 

0  693 

IIV6 

1 

LDGVSCLIINK 

11 

NP  149668  1 

205R 

0  9989 

20 

2008-03-21  15  1901  1901.3  out 

1961 

0  028 

0  25 

1  92 

168 

1  609 

ABPV 

1 

PfTKLM'CPETVSNNVSIV 

19 

AA043637  1 

structural  protein 

0  9821 

18 

2008-03-21-15  1405  1405  3  out 

1817  9 

1  025 

0  37 

1  84 

220 

0 

BQCV 

1 

VEGNDGAPEAYEPKVSR 

17 

AAD27696  1 

helicase  domain  C 

0  9994 

4 

2008-03-21-15  1375  1375  2  out 

1185  6 

1  926 

041 

1  82 

165 

0 

irve 

1 

KAFM-KNQFR 

10 

NP  149612  1 

149L 

0  9879 

9 

2008-03-21-15  2166  2166  3  out 

1675 

1  746 

0  42 

1  81 

50 

3  367 

live 

1 

PFFANLLSVLNKPSK 

15 

NP  149508  1 

045L 

0  9996 

19 

2008  03-21  15  1751  1751  3  out 

1956  1 

0  379 

0  42 

1  65 

162 

0  693 

live 

1 

DKCLPNNIALRCEIIIK 

17 

NP  149668  1 

205R 

0  986 

5 

2008-03-21-15  2059  2059  2  out 

1194  6 

1  73 

041 

1  55 

142 

0 

Nosema 

1 

KWSAVSHHCK 

11 

AAT12293  1 

DNA  repair  helicase  RAD25 

0  99% 

8 

2008  03-21-15  1954  1954  3  out 

1667  8 

0  943 

0  42 

1  5 

125 

0 

ABPV 

1 

VLSQGMKVCEEWMK 

14 

NP  066241  1 

replicase  polyprotein 

0  9942 

B-22 


Tesi  50 


Sr  No 

File  Name 

(W+H) 

•Cn 

XCofT 

Sp 

RSp 

Reference 

No 

Peptide 

AA 

ID# 

Protein 

PP 

9 

2008-03 -21-16  2025  2025  3  out 

1666  9 

1  829 

0  48 

23 

190 

0  693 

Nosema 

1 

NISNVCCITFRKLR 

14 

AAL28053  1 

AF406785  2  checkpoint  protein  kinase 

0  9886 

16 

2008  03-21-16  2068  2068  3  out 

1704  9 

1  946 

0  41 

2  15 

196 

0 

Nosema 

1 

WLGPFTTTKTRQEK 

14 

ABE26650  1 

pol  polyp* olein 

0  9923 

22 

2008  03 -21  16  1672  1672  3  out 

1853  9 

0  454 

0  42 

2  05 

107 

1  099 

IIV6 

1 

SVGDYGGDKATFEPILGK 

18 

NP  149500  1 

037L 

0  9524 

6 

2008-03-21-16  1175  1175  2  out 

1204  7 

1  449 

0  29 

201 

435 

0 

IPV6 

1 

NAERFVEVLK 

10 

NP  149548  1 

085L 

0  9905 

12 

2008  03  21  16  2458  2458  3  out 

1681  9 

1  167 

0  49 

1  98 

258 

0 

IIV6 

1 

PLNARTM’GSLIFM'AK 

17 

NP  149647  1 

184R 

1 

5 

2008-03  21-16  1364  1364  2  out 

1191  7 

1  988 

0  36 

1  95 

603 

0 

KBV|KBV)KBV 

3 

LFDKTlLrTK 

10 

NP  851403  1 

non-structurai  polyprotein 

0  9951 

7 

2008-03-21  16  1739  1739  2  out 

1238  7 

1  145 

0  38 

1  95 

151 

0 

Nosema 

1 

UCHIKTEPGK 

11 

ABE  26652  1 

pol  polyprotem 

0  9935 

1 

2008-03-21-16  1179  1179  2  out 

11106 

0  746 

0  48 

1  82 

223 

0 

IIV6 

1 

SLQLM'GNFGK 

11 

NP  149745  1 

282R 

0  9962 

2 

2008-03-21  16  1644  1644  2  out 

11156 

0  669 

0  35 

1  82 

323 

0 

IIV6 

1 

QTAAGSGIALVK 

12 

NP  149622  1 

159L 

0  9848 

19 

2008-03-21-16  2032  2032  3  out 

1787 

1  218 

0  48 

1  75 

118 

1  099 

SVJSV1SV 

3 

WM'PINSlRVTVNGKR 

16 

NP  04  9374  1 

polyprotem 

0  9861 

23 

2008  03  21  16  1690  1690  3  out 

1858  9 

0  552 

0  43 

1  74 

96 

1  386 

IIV6 

1 

IVDKYTTGLQNCYNVK 

16 

NP  149679  1 

216R 

0  9539 

11 

2008-03-21  16  2123  2123  3  out 

1674  9 

1  778 

0  35 

1  73 

172 

0 

live 

1 

FIINLCVPCKSYFK 

14 

NP  149891  1 

428L 

0  9762 

8 

2008-03-21-16  1043  1  04  3  3  out 

1654  9 

0  641 

0  43 

1  72 

264 

0 

DWV1DWV1DWV1DWV 

4 

IKDGKQAAVGTQPWR 

15 

ABM64815  1 

polyprotem 

0  9914 

13 

2008-03-21-16  1  203  1  203  3  out 

1692  9 

1  66 

0  47 

1  67 

50 

1  609 

Nosema 

1 

KDVESKJTEPLDYR 

14 

ABE27274  1 

unknown 

0  9928 

2^ 

2008  03  21  16  1892  1892  3  out 

1849  1 

1  416" 

0  36 

1  67 

161 

0 

IIV6 

1 

VGTQYIKIRiSSIENK 

16 

NP  149758  1 

295 L 

0  9899 

3 

2008-03-21-16  1863  1863  2  out 

1142  6 

1  858 

0  43 

1  65 

219 

0 

live 

1 

LGIRNGYHGR 

10 

NP  149638  1 

175R 

0  994 

25 

2008  03-21  16  1753  1753  3  out 

1899  9 

1  367 

0  36 

1  65 

112 

0 

Nosema 

1 

EM*M*QVLYSIEQNINR 

17 

ABM26980  1 

RNA  polymerase  II  largest  subunit 

0  9952 

4 

2008-03-21-16  1339  1339  2  out 

11797 

0018 

0  37 

1  64 

521 

0 

live 

1 

PEILPLLTQR 

10 

NP  149731  1 

268  L 

0  9772 

14 

2008  03-21  16  1961  1961  3  out 

1696 

0  56 

0  37 

1  57 

383 

0 

l!V6 

1 

ldaieilptkpgeatk 

16 

NP  149485  1 

022L 

0  9601 

20 

2008-03-21  16  1342  1  34  2  3  out 

1829  1 

0  47 

044 

1  52 

69 

1  792 

Nosema 

1 

ISTLGVEWIANEIKKK 

16 

AAD12605  1 

RNA  polymerase  II  largest  subunit 

0  9725 

15 

2008  03-21-16  2473  2473  3  out 

1701 

044 

0  47 

1  51 

119 

0  693 

Nosema 

1 

IISKDGVRADITSWK 

16 

ABE  26650  1 

pol  polyprotem 

0  9943 

26 

2008-03-21-16  1  945  1  94  5  3  out 

2032  1 

1  74 

0  64 

1  51 

472 

0 

1IV6 

1 

IIFDISCQPNPRNLFVR 

17 

NP  149851  1 

388R 

0  9906 

Test  SI 


Sr  No 

File  Name 

(M+H) 

*M 

kCn 

XCorr 

Sp 

RSp 

Reference 

No 

Peotide 

AA 

ID# 

Protein 

PP 

7 

2008  03  21-17  1385  1385  3  out 

1718  8 

0  524 

0  33 

2  43 

164 

0 

IIV6 

1 

NNKYVTNYEDDDTK 

14 

NP  149608  1 

145L 

1 

6 

2008-03  21-17  1020  1020  3  out 

1715  9 

1  944 

0  38 

2  38 

247 

0 

live 

1 

IVENLYLGNIQNGIR 

15 

NP  149586  1 

123R 

0  9632 

8 

2008-03  21-17  1466  1466  3  out 

1730  9 

1  791 

0  45 

2  1 

136 

0 

live 

1 

lAM'YPFNKKSQFLK 

15 

NP  149687  1 

224L 

1 

3 

2008-03-21-17  1415  1415  3  out 

1688  8 

1  872 

0  47 

2  02 

90 

1  609 

SV|SV|SV]SV|S 

14 

NQSSLYSSRARIYK 

14 

NP  049374  1 

polyprotem 

1 

5 

2008-03  21-17  1128  1128  3  out 

1713  9 

1  404 

04 

1  9 

196 

0 

Nosema 

1 

ILDVFVGEHLCLLSR 

15 

AA28052  1 

AF406785  1  unknown 

1 

9 

2008-03  21-17  1913  1913  3  out 

1733  9 

0316 

0  52 

1  81 

102 

0  693 

live 

1 

VSNLFSDVPVAKNICK 

16 

NP  149692  1 

2291 

1 

4 

2008-03  21  17  1206  1206  3  out 

1696 

1  046 

041 

1  79 

155 

0 

live 

1 

LDAIEIlPTKPGEA^ 

16 

NP  149485  1 

022 L 

1 

11 

2008-03  21  17  1317  1317  3  out 

1817  9 

1  075 

0  46 

1  79 

U8 

0 

8QCV 

1 

VEGNDGAPEAYEPKVSR 

17 

AA327696  1 

heltcase  doma  n  C 

1 

10 

2008-03  21-17  962  962  3  out 

1775  1 

0  004 

0  41 

1  67 

161 

0 

IIV6 

1 

LLNFILIIFNALKSR 

15 

NP  149863  1 

400R 

1 

Test  52 


Sr  No 

File  Name 

(M  +  H) 

*Cn 

XCorr 

Sp 

RSp 

Reference 

No 

Peptide 

AA 

ID# 

Protein 

PP 

3 

2008-03-21- 18  1428  1428  2  out 

1236  7 

1  206 

0  2 

2  33 

614 

0 

live 

1 

IFVFKNIIDK 

10 

NP  149561  1 

098R 

0  9935 

9 

2008  03  21  18  1451  1451  3  out 

1769  9 

0  252 

04 

2  04 

256 

0 

IIV6 

1 

WEKETTFLGLKLSEK 

16 

NP  149851  1 

388R 

0  9899 

1 

2008  0  3  21-18  1  066  1  06  6  2  out 

1135  6 

0  883 

0  57 

1  96 

458 

0 

Nosema 

1 

ledldfqkk 

9 

AAT 12296  1 

chromosome  segregation  protein 

0  9992 

4 

2008-03-21  18  1275  1276  3  oul 

1675 

1  168 

0  47 

1  95 

166 

0  693 

IIV6 

1 

PFFANLLSVLNKPSK 

15 

NP  149508  1 

04  5L 

0  9  941 

6 

2008  03-21  18  1655  1655  3  out 

1718  9 

1  102 

0  44 

1  82 

266 

0  693 

live 

1 

IILNHEDSEIHTGIK 

15 

NP  149589  1 

126R 

0  9616 

2 

2008-03-21-18  1392  1392  2  out 

1158  6 

1  991 

0  47 

1  8 

202 

0 

live 

1 

KRNAEAWQR 

9 

NP  149676  1 

21 3R 

0  9822 

8 

2008  03-21-18  1477  1477  3  out 

1754  9 

1  368 

0  39 

1  55 

120 

2  197 

live 

1 

RQEQM’LLESHNtlK 

15 

NP  149776  1 

31 3L 

0  999 

Teat  53 


Sr  No 

File  Name 

(MiH) 

*Cn 

XCorr 

Sp 

RSp 

Reference 

No 

Peptide 

AA 

TO# 

Protein 

PP 

20 

2008-05  07-01  787  787  3  out 

1870  1 

1  938 

0  69 

2  37 

1r2 

0 

IIV6 

1 

letltkikohdalqr 

16 

NP  149695  1 

232R 

0  9509 

2 

2008  05-07  01  1462  1462  2  out 

1116  6 

1  578 

0  46 

2  19 

562 

0 

ASPV 

1 

lseplfepqk 

10 

NP  066241  1 

replicas#  potyprotem 

0  9977 

4 

2008-05-07-01  918  918  2  out 

1117  8 

1  679 

0  35 

2  CM 

209 

0 

irv6 

1 

VLKLKYLLK 

9 

NP  149653  1 

190R 

0  9655 

18 

2008  05-07  01  1871  1871  3  out 

1810  9 

0  759 

0  33 

1  92 

187 

0 

lAPVHAPV 

2 

mqqhidrinneekr 

14 

YP  001040002  1 

polymerase  potyprotem 

0  9504 

10 

2008-05*07-01  1678  1678  2  out 

1350  8 

0  698 

0  29 

1  91 

765 

0 

IIV6 

1 

FLETLLkPFDK 

11 

NP  149666  1 

20  3L 

1 

3 

2008-05-07-01  601  601  2  out 

1117  5 

0  145 

0  33 

1  85 

210 

0  693 

svqsv 

2 

REAS  PNSOGGK 

11 

NP  049374  1 

polyprotem 

0  9935 

13 

2008-05-07  01  1961  1%1  3  out 

1715  9 

1  559 

0  44 

1  85 

153 

0  693 

Nosema 

1 

M’M'GTSAFLSSRNILR 

17 

A0E27272  1 

unknown 

0  9952 

24 

2008-05  07  01  1555  1555  3  out 

2064  1 

0  703 

0  55 

1  82 

357 

0 

live 

1 

LEEUKIYLEYSLYFK 

16 

NP  149851  1 

388R 

0  9903 

12 

2008  05-07-01  1715  1715  3  out 

1701 

1  602 

0  44 

1  79 

277 

0 

Nosema 

1 

ILTASVLPM'RWWVl 

15 

ABM26980  1 

RNA  polymerase  II  latest  subunrt 

0  9797 

7 

2008-05-07  01  1957  1957  2  out 

1179  7 

0  944 

0  36 

1  78 

162 

1  099 

HV6 

I!  PEILPLLTQR 

10 

fiP  149731  1 

2681 

0  9954 

9 

2008-05-07-01  831  831  2  out 

1344  7 

0  262 

0  33 

1  76 

393 

0 

i(V6 

VIE  NENNLEEIK 

11 

NP  149776  1 

3131 

1 

6 

2008  05-07  01  826  G26  2  out 

1172  7 

1  15 

0  39 

1  69 

449 

0 

iiv6 

lIvQNINlEKSK 

10 

NP  149513  1 

050L 

0  9956 

25 

2008-05-07-01  1333  1333  3  out 

2149 

1  622 

0  42 

1  65 

286 

0 

live 

1 

DIE  MLNUE  E  NVTEOPM*K 

19 

NP  149856  1 

393L 

0  9973 

11 

2008-05-07-01  1789  1789  3  out 

1685  9 

0  356 

0  38 

1  63 

180 

1  099 

live 

1 

TITVYGGTISLEEFR 

15 

NP.  149813  1 

35  0L 

0  9882 

19 

2008-05-07-01  1403  1403  3  out 

1826 

0  063 

0  41 

1  62 

129 

0 

DWV 

1 

PEMDRILNlAEGLLNK 

16 

ABB 36638  1 

polyprotem 

0  9737 

22 

2008  05-07  01  %7  967  3  out 

2047  2 

1  156 

04 

162 

112 

0 

Nosema 

1 

MPFNVAKGDRiAQIVFlK 

18 

AAT72741  1 

deoiryundine  5  Inphosphate  nucleotidehydrolai 

0  9696 

5 

2008  05-07^)1  990  990  2  out 

11586 

1  602 

0  39 

1  58 

121 

0 

IIV6 

1 

KRNAEAWQR 

9 

NP  149676  1 

213R 

0  9561 

16 

2008-05-07  0 1  65  65  3  out 

1754  8 

0  359 

0  39 

1  58 

117 

1  099 

DVWlOWVIDWVlDWVIDVWIKakugolVDV  1 1 

8 

QVYLDFMASYRAAft 

14 

NP  853560  2 

polyprotem 

0  9536 

B-23 


Test  54 


Sf  No 

File  Name 

(M-H) 

*Cn 

XCorr 

Sp 

RSp 

Reference 

No 

Pepitde 

AA 

ID# 

Protein 

PP 

47 

2008-05-07-03  21 10  2110  3  out 

2150 

0  038 

0  36 

2  36 

297 

0 

IIV6 

1 

MNNMNLNNMNLNNMNILK 

18 

NP  149891  1 

428L 

0  9939 

45 

2008-05-07-03  18%  1896  3  out 

2082  2 

0  087 

0  39 

22 

201 

c 

KBVfKBVlKBVlKBV 

4 

VSIWWKWAEDWWEPK 

18 

YP  308662  1 

VP2 

0  9644 

8 

2008-05-07-03  $42  642  2  out 

1268  6 

0  253 

0  29 

2  15 

321 

0 

IIV6 

1 

DKMQfYVEDK 

10 

NP  149676  1 

21 3R 

0  9555 

7 

2008-05-07-03  1  045  1  045  2  out 

1231  6 

0  886 

0  37 

2  09 

389 

0 

l(V6 

1 

LNEKLNEESR 

10 

NP  149642  1 

179R 

0  9946 

22 

2008-05-07-03  2567  2567  3  out 

1661  8 

1  16 

0  36 

2  08 

250 

0 

SV 

1 

WYQRVGDSFANYR 

13 

AAK16291  1 

potyprotein 

0  9766 

39 

2008-05-07-03  2461  2461  3  out 

1%0 

1  813 

0  46 

2  02 

128 

1  099 

KBV 

1 

DQ  VKQlDVSM  QINL  SNK 

17 

AAR19088  1 

Structural  potyprotem 

0  9973 

46 

2008-05-07-03  1210  1210  3  out 

2122 

1  27 

0  46 

1  89 

126 

0 

live 

1 

MVPRlEDVAAGTAVDAFTDK 

21 

NP  149728  1 

2651 

0  9759 

41 

2008-05-07-03  1332  1332  3  out 

2016 

0  636 

045 

1  88 

249 

0 

live 

1 

LEGQHKEIYEGHTETR 

17 

NP  149635  1 

172L 

0  9946 

20 

2008-05-07-03  2604  2604  3  out 

1658  7 

0  302 

0  46 

1  87 

233 

0  693 

t(V6 

1 

QTYSYGNNGGGGGGGNK 

17 

NP  149792  1 

329R 

0  9939 

28 

2008-05-07-03  1455  1455  3  out 

1735  8 

1  811 

0  5 

1  87 

219 

0 

live 

1 

M-SGGYTSIESSIRTCK 

17 

NP  149878  1 

415R 

0  999 

11 

2008-05-07-03  1579  1579  2  out 

1356  8 

0  188 

0  32 

1  82 

375 

0 

live 

1 

FIFSLKKCGSVK 

12 

NP  149749  1 

2861 

1 

31 

2008-05-07-03  762  762  3  out 

1754 

0  983 

0  46 

1  82 

206 

0 

live 

1 

VNGKPEVCNtARLVNK 

16 

NP  149639  1 

176R 

0  9883 

1 

2008-05-07-03  1416  14 16  2  out 

1102  7 

0  64 

0  31 

1  79 

394 

0 

live 

1 

MTGLSV1SIR 

10 

NP  149799  1 

336R 

0  9918 

3 

2008-05-07-03  600  600  2  out 

11796 

0  425 

0  35 

1  76 

194 

0 

live 

1 

QICNIFNISK 

10 

NP  149545  1 

0821 

0  98% 

13 

2008-05-07-03  1819  1819  2  out 

1407  7 

0  645 

0  41 

1  75 

263 

0 

live 

1 

YM*NDLSLFFNK 

12 

NP  149852  1 

3891 

0  9716 

40 

2008-05-07-03  349  349  3  out 

1%1 

0  837 

0  37 

1  74 

123 

0  693 

ABPV 

1 

PlTKL  M  ‘CPETVSNNVSIV 

19 

AA 04  363 7  1 

structural  protein 

0  9811 

49 

2008-05-07-03  2464  2464  3  out 

2246  1 

1  299 

0  37 

1  73 

198 

0 

live 

1 

FGSYSIEQQLSSAM'EQLALK 

21 

NP  149752  1 

2891 

0  9916 

6 

2008-05-07-03  1511  1511  2  out 

1209  6 

1  582 

04 

1  69 

327 

0 

live 

1 

LSPFLPNFM'K 

11 

NP  149561  1 

098  R 

0  9939 

2 

2008-05-07-03  597  597  2  Out 

1155  6 

1  326 

0  46 

1  68 

437 

0 

svisvisvisvisvisvisvisvisviJ 

18 

FVEATFNTVK 

10 

NP  049374  1 

polyprotein 

0  9981 

10 

2008  05-07-03  984  984  2  out 

1344  7 

1  263 

0  37 

1  68 

119 

0 

live 

1 

IENENNLEEIK 

11 

NP  149776  1 

313L 

0  9767 

25 

2008-05-07-03  217  217  3  out 

1696 

1  269 

0  45 

1  68 

177 

0 

i(V6 

1 

LDAJEILPTKPGEATK 

16 

NP  149485  1 

022L 

0  9991 

29 

2008-05-07-03  612  612  3  out 

1739  9 

1  256 

0  48 

1  67 

65 

1  609 

Nosema 

1 

NLGLYMPVQWEFSR 

14 

AA062548  1 

aHitamirryt-tRNA  synthetase 

0  9816 

56 

2008-05-07-03  2416  2416  3  out 

2636  4 

0  646 

04 

167 

143 

0 

Nosema 

1 

NTNRSVTFIIKGELQMCSVINIR 

23 

A6E27273  1 

unknown 

0  9978 

4 

2008-05-07-03  1302  1302  2  out 

1185  6 

1  198 

0  65 

1  66 

281 

0 

IIV6 

1 

KAFM*KNQFR 

10 

NP  149612  1 

149L 

1 

36 

2008-05-07-03  2598  2598  3  out 

1883  9 

0  759 

0  38 

1  66 

218 

0 

Nosema 

1 

reefcnlvyasnlvar 

16 

AAD12605  1 

RNA  polymerese  N  largest  subunit 

0  9995 

38 

2008-05-07-03  1563  1563  3  out 

1946 

1  539 

0  48 

164 

452 

0 

live 

1 

VQKCIENVGKFLDPNNK 

17 

NP  149832  1 

3691 

0  9828 

17 

2008  05-07-03  1954  1954  2  out 

1536  8 

0  935 

0  37 

1  63 

236 

0 

Nosema 

1 

SSNKAM'RDPVIFR 

14 

AAB62549  1 

glutamyl -t RNA  synthetase 

0  9765 

23 

2008-05-07-03  2893  2893  3  out 

1665  8 

0  722 

0  55 

1  6 

127 

1  609 

Nosema 

1 

QCENTEEIAIKLM’K 

15 

ABE27264  1 

unknown 

0  9945 

26 

2008-05-07-03  2631  2631  2  out 

1712 

0  374 

0  53 

1  59 

327 

0  693 

IIV6 

1 

ETtQNLQQVSlPTlK 

15 

NP  149854  1 

391R 

0  9978 

50 

2008-05-07-03  927  927  3  out 

2249  2 

0  86 

0  52 

1  57 

170 

1  099 

live 

1 

HVHTIHHYtVRNYRYIK 

17 

NP  149537  1 

074R 

0  9865 

14 

2008-05-07-03  1929  1929  2  out 

1429  6 

0  767 

0  46 

1  56 

198 

0 

irve 

1 

RTETHDEM-CSK 

13 

NP  149633  1 

170L 

0  9735 

51 

2008-05-07-03  19^1  1911  3  out 

2265  2 

1  486 

0  41 

1  55 

199 

0 

HV6 

1 

PHfTTGWNIFNFDTTFtLK 

19 

NP  149500  1 

037L 

0  9638 

5 

2008-05-07-03  1300  1300  2  out 

1203  7 

0  616 

04 

1  54 

267 

0 

Noseme 

1 

IQIGDYIUR 

10 

ABE26651  1 

pal  polyprotein 

0  9946 

37 

2008-05-07-03  562  562  3  out 

1884  9 

1  626 

056 

1  53 

154 

0  693 

Nosema 

1 

NDAF  DTENLLTDIL  YK 

16 

ABV48894  1 

hypothetical  spore  wall  protein 

0  9943 

44 

2008-05-07-03  1683  1683  3  out 

2080 

0  799 

0  48 

1  52 

217 

0 

No3ema 

1 

CQKSVSDFTEQIKEFYK 

17 

A6E27265  1 

unknown 

0  9861 

54 

2008-05-07-03  2244  2244  3  out 

2371  4 

0  765 

044 

1  52 

221 

0 

Nosema 

1 

WEPATHFIVfYVKLARILIK 

21 

AAU11093  1 

unknown 

0  999 

15 

2008^054)7-03  2049  2049  2  out 

1456  9 

1  145 

04 

1  51 

309 

0 

l(V6 

1 

VKEIQLMKNILK 

12 

NP  149723  1 

260R 

1 

Test  55 


Sr  No 

File  Name 

(M+H) 

AM 

*Cn 

XCorr 

Sp 

RSp 

Reference 

No 

Peptide 

AA 

ID# 

Protein 

PP 

3 

2008-05-07-05  600  600  2  out 

1162  6 

1  185 

0  32 

2  14 

493 

0 

live 

1 

MSDIltDLSR 

10 

NP  14  9548  1 

085L 

0  9998 

4 

2008-05-07-05  1143  1143  2  out 

1184  7 

0  818 

0  71 

1  97 

725 

0 

IIV6 

1 

IKDllDALQR 

10 

NP  149695  1 

232R 

0  9966 

11 

2008-05-07-05  761  761  3  out 

1780  9 

0  847 

0  37 

1  91 

109 

1  386 

Nosema 

1 

ISAEDNLLIFDEM*VR 

16 

AA562549  1 

qlutamyt-tRNA  synthetase 

0  9823 

13 

2008-05-07-05.1331  1331  3  out 

2016 

0  351 

041 

1  71 

146 

1  099 

live 

1 

LEGQHKEIYEGILTETR 

17 

NP  149635  1 

172L 

0  9915 

2 

2008-05-07-05  1  254  1  254  2  out 

1143  7 

1  94 

041 

1  7 

349 

0 

Nosema 

1 

LISLTRLLSK 

10 

ABE26651  1 

pol  polyprotein 

0  9859 

12 

2008-05-07-05  1809  1809  3  out 

1930 

1  556 

0  52 

1  7 

98 

0  693 

Nosema 

1 

IPSQTAQIQTAISDLESK 

18 

ABE27271  1 

unknown 

0  9651 

1 

2008-05-07-0  5  2  34  234  1  out 

8174 

2 

0  45 

1  56 

62 

0 

IIV6 

1 

LLDEEAK 

7 

NP  149917  1 

454R 

0  9  542 

Test  56 


Sr  No 

File  Name 

(M+H) 

*Cn 

XConr 

Sp 

RSp 

Reference 

No 

Peptide 

AA 

ID# 

Protein 

PP 

8 

2008-05-07-07  1792  1792  2  out 

1469  9 

1  86 

0  53 

23 

133 

0 

VDV1[VDV1 

2 

M'GTLNIRVIAPLR 

14 

ACF24765  1 

polyprotein 

0  9557 

6 

2008-05-07-07  862  862  2  out 

1344  7 

1487 

0  37 

2  19 

366 

0 

IIV6 

1 

IENENNLEEIK 

11 

NP  149776  1 

313L 

1 

15 

2008-05-07-07  1358  1358  3  out 

2016 

0  594 

0  37 

2  18 

163 

0 

live 

1 

LEGQHKEIYEGILTETR 

17 

NP  149635  1 

172L 

0  9759 

1 

2008-05-07-07  1060  1060  1  out 

700  5 

1  126 

0  15 

1  91 

404 

0 

Nosema 

1 

VXDIIK 

6 

ABM26977  1 

RNA  polymerase  II  largesl  subunit 

1 

7 

2008-05-07-07  858  858  2  out 

1346  7 

1  169 

0  38 

1  9 

204 

0  693 

Nosema 

1 

KDLVTVQAAM'DK 

13 

AB069715  1 

unknown 

0  9933 

12 

2008-05-07-07  2081  2081  3  out 

1724  9 

1  871 

0  36 

1  88 

194 

0  693 

HV6 

1 

ekvssnfqflwvk 

14 

NP  149592  1 

129R 

0  9585 

16 

2008-05-07-07  1679  1679  3  out 

2064  1 

0  846 

0  52 

1  85 

249 

0 

IV6 

1 

LEELIKLYLEYSLYFK 

16 

NP  149851  1 

388R 

0  9782 

13 

2008-05-07-07  1576  1576  3  out 

1815 

1  158 

0  51 

1  73 

146 

0 

No9«ma 

1 

EWLPSDElFESLPlK 

16 

ABE27277  1 

unknown 

0  9953 

19 

2008-05-07  07  1223  1223  3  out 

2347  2 

0  077 

0  46 

1  65 

163 

0 

ABPV 

1 

lmgpetvsswsiwwkwaed 

21 

AAK58193  1 

structural  protein 

0  9835 

5 

2008-05-07-07  1722  1722  2  oul 

1268  6 

0  333 

0  35 

1  58 

483 

0 

HV6 

1 

DKMQfYVEDK 

10 

NP  149676  1 

213R 

0  9501 

18 

2008-05-07  07  2121  2121  3  out 

2239  1 

1  811 

041 

1  56 

193 

0 

IV6 

1 

fvdaim*dgnaefallvnnnr 

21 

NP  149752  1 

289L 

0  9781 

9 

2008-05-07-07  561  561  2  out 

1495  7 

1  623 

0  34 

1  53 

366 

0 

IV6 

1 

FHNEKVCSGSFQ 

13 

NP  149713  1 

250L 

0  9794 

10 

2008-05-07-07  1556  1556  2  out 

1565  9 

0  101 

0  41 

1  51 

194 

0 

Nosema 

1 

FIVYIKSlLDNIK 

13 

ABE27277  1 

unknown 

0  9973 

B-24 


Test  58 


Sr  No 

Fife  Name 

M-»H) 

*Cn 

XCofi 

Sp 

RSp 

Reference 

No 

Peptide 

AA 

ID* 

Protein 

PP 

15 

2008-05-07-1 1  2733  2733  2  out 

1457  9 

044 

0  81 

3  71 

1370 

0 

Nosema|Nosema|Nosema|Noserna|N< 

5 

ItAQWSSTTASLR 

14 

AA223550  1 

elphe-tubulm 

1 

31 

2008-05-07-11  1968  1968  2  oul 

1790  9 

0  046 

0  68 

296 

657 

0 

Nosema 

1 

SYELPDGQVtKlGSER 

16 

AABB6863  1 

actm 

0  9971 

48 

2008-05-07-11  2141  2141  3  oul 

2036  2 

0  855 

0  31 

2  73 

1169 

0 

IIV6  H 

1 

DQLIDLAQSLGLNPGKLLK 

19 

NP  149695  1 

232R 

0  9868 

27 

2008-05-07-11  3875  3875  3  out 

1740 

1  641 

0  49 

2  57 

312 

0 

live 

1 

EVFPVEKGVUGLNLL 

16 

NP  149486  1 

02  3L 

0  9968 

7 

2008-05-07-11  1098  1098  2  oul 

1199  7 

0  656 

04 

2  48 

550 

0 

IIV6 

1 

KVNIQNKD4K 

10 

NP  149674  1 

21 1 L 

0  9748 

55 

2008-05-07  11  2921  2921  2  oul 

2173  1 

1  664 

0  53 

2  35 

209 

0 

Noseme 

1 

VKILTAYHIETGHGSASNM'K 

21 

ABE26653  1 

pol  potyprotam 

0  9834 

20 

2008-06-07-11  2354  2354  2  oul 

1524  9 

1  838 

0  45 

2  32 

243 

0 

IIV6 

1 

SLGWNEOLKVNPK 

14 

NP  149859  1 

396L 

0  996 

79 

2008-05-07-11  3372  3372  3  out 

3471  9 

1  27 

0  36 

2  29 

99 

0 

IIV6 

1 

ElQVNLTQTlFPLEPNLCmEDttTFlLK 

30 

NP  149479  1 

016L 

0  991 

18 

2008-05-07-11  2276  2276  2  oul 

1498  8 

0  766 

0  42 

2  27 

638 

0 

live 

1 

EIFICYREGIKK 

12 

NP  149500  1 

037L  1 

0  9899 

35 

2008-05-07-11  1143  1143  3  oul 

1844  9 

0  074 

0  45 

226 

331 

0 

DWVfVDV  1 JVDV 1  " 

3 

LINLSVPCGDVCM’LHSK 

18 

AAP49283  1 

polyprotam 

0  9683 

28 

2008-05-07-11  3438  3438  2  oul 

1745 

0  01 

0  31 

2  24 

526 

0 

live 

1 

LIFYtVTKEKSYLK 

14 
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1377  7 

1  68 

0  37 

1  69 

261 

0 

I(V6 

1 

NENNSVGRTQMK 

12 

NP  149530  1 

067R 

0  9946 

17 

20080507  14  873  873  2  out 

1258  7 

1  035 

0  39 

1  67 

354 

0 

l(V6 

1 

NKSPLLNESEK 

11 

NP  149523  1 

0601 

0  9957 

52 

20080507-14  1383  1383  3  out 

2016 

0  007 

0  37 

1  66 

294 

0 

l(V6 

1 

LEGQHKEIYEGIIJETR 

17 

NP  149635  1 

1721 

0  9912 

8 

2008-0507-14  395  395  2  out 

1198  7 

1  22 

034 

1  62 

258 

0 

lfV6 

1 

IKINIYHIGK 

10 

NP  149921  1 

458R 

0  9789 

4 

2008-0  5  07  14  423  4  23  2  out 

1155  6 

1  644 

05 

1  59 

341 

0 

SV1S  VlSVSVlSV  ISVISV1SV1S  ViS^SVlSVI 

18 

FVEATFNTVK 

10 

NP  049374  1 

potyprotem 

0  9699 

18 

2008-0  5  07  14  1962  1962  2  out 

1285  7 

0  807 

04 

1  58 

592 

0 

l<V6 

1 

EAQKIEKIGNR 

11 

NP  149612  1 

149L 

0  988 

26 

2008-0  5  07  14  2026  2026  2  out 

1456  9 

1  236 

0  52 

1  57 

349 

0 

IIV6 

1 

VKEIOLMKNILK 

^2 

NP  149723  1 

260R 

0  9718 

39 

20080  5  07-14  294  9  2949  3  out 

1783 

0  849 

0  38 

1  57 

190 

0 

l(V6 

1 

VKEYIEKNDIPGIHK 

15 

NP  149681  1 

218R 

0  9938 

56 

20080  5  07-14  1586  1586  3  out 

2168  2 

1  765 

0  44 

1  54 

74 

1  792 

l!V6 

1 

DGAFRPPIVDLRIXMPLSR 

19 

NP  149792  1 

329R 

0  9801 

57 

200805-07-14  2411  2411  2  out 

2192  3 

1  698 

0  53 

1  54 

67 

0 

Nosema 

1 

rstrdwuvigdflgyir 

19 

BAC754  55  1 

putative  spoie  surface  protein 

0  9943 

25 

2008-0507  14  2507  2507  2  out 

1426  8 

0  52 

04 

1  53 

389 

0 

IIV6 

1 

FIIVKSYTEAKK 

12 

NP  149548  1 

08  5L 

0  9936 

45 

20080  5  07  14  1511  1511  3  out 

1856  8 

0  672 

0  45 

1  53 

157 

1  099 

IV6 

1 

YPYTHGFFCGDGTYTK 

16 

NP  149548  1 

085L 

0  9768 

55 

2008-0507  14  827  827  3  out 

2151  2 

1  867 

0  57 

1  53 

117 

0  693 

Nosema 

1 

LPT1QVQRE IELANGOKVK 

19 

ABE26650  1 

pol  potyprotem 

0  952 

12 

20080  5  07  14  4312  4312  2  out 

1216  6 

1  705 

0  37 

1  51 

180 

0 

live 

1 

WDSLKASSAYK 

12 

NP  149672  1 

209R 

0  9949 

Test  61 


Sr  No 

File  Name 

(M+H) 

*Cn 

XCorr 

Sp 

RSp 

Reference 

No 

Peptide 

AA 

IC# 

Protein 

PP 

12 

2008  06  07  16  699  599  3  out 

1776 

0  351 

0  37 

2  14 

526 

0 

Nosenna 

1 

SEIIKGEYDLVRLIK 

15 

ABE27273  1 

unknown 

0  9975 

13 

2008-05-07-15  1758  1758  3  out 

1780  9 

0  345 

034 

1  94 

140 

0  693 

Nosema 

1 

ISAEDNLUFDEM-VR 

16 

AAB62549  1 

qlutamyMRNA  synthetase 

0  9666 

2 

2008-05-07-16  742  742  2  out 

11577 

0  761 

0  3 

1  8 

172 

0  693 

IIV6 

1 

AIGGGIKDKNGK 

12 

NP  149717  1 

2541 

0  9942 

14 

2008-05-07-15  1606  1 606  3  out 

1932  1 

0  293 

0  36 

1  74 

236 

0 

l(V6 

1 

LDNEINFIVDFIQPR 

16 

NP  149806  1 

343L 

0  9831 

4 

2008-05-07-16  1900  1900  2  out 

1215  6 

0  589 

0  63 

1  7 

421 

0 

l(V6 

1 

DLDLDNKNLR 

10 

NP  149879  1 

416R 

0  9932 

11 

2008-05-07  15  4694  4694  3  out 

1757  8 

1617 

041 

1  59 

156 

0 

ABPV 

1 

VIAGDF  STFDGSLNVCI 

17 

AAD02102  1 

RNA  polymerase 

0  9994 

9 

2008  05-07-15  4560  4560  3  out 

1742  8 

1  98 

0  43 

1  55 

285 

0 

Noserra 

1 

WDRHGVPVEYEIDK 

14 

AAC41564  1 

isoleucyl  tRNA  synihetase 

0  9872 

10 

2008-05-07-15  1S4  154  3  out 

1744 

0  975 

0  39 

1  52 

211 

0  693 

t(V6 

1 

ISTREIUEPIQFGK 

15 

NP  149691  1 

228L 

0  9625 

3 

2008-05-07-15  958  958  2  out 

1214  7 

1  107 

0  39 

1  5 

133 

0 

Nosema 

1 

M’PLVQRWEK 

11 

AAC47660  1 

mrtochondnal-type  HSP70 

0  9  849 

B-26 


Test  62 


Sr  No 

File  Name 

(M*H) 

*M 

*Cn 

XCorr 

Sp 

RSp 

Reference 

No 

Peptide 

AA 

ID# 

Protein 

PP 

10 

2008*05  07  16  93  93  2  out 

1202  7 

1  28 

0  12 

2  78 

625 

0 

t(V6 

1 

KFPTLEIINK 

10 

NP  149688  1 

225R 

0  9727 

20 

2008-05-07  16  910  910  2  oul 

1344  7 

1  942 

0  34 

2  54 

388 

0  693 

1IV6 

1 

IENENNLEE1K 

11 

NP  149776  1 

313L 

0  9964 

64 

2008-05-07-16  1567  1567  3  out 

2060  1 

0  43 

0  42 

2  46 

230 

0  693 

Nosema 

1 

DfWDfYNHGKM  PF  NV  AK 

18 

AAT72741  1 

deoxyundme  f  tnphc  sphere  nuclecrtidehydrola 

0  9988 

41 

2008-05-07-16  3250  3250  3  out 

1745  9 

1  747 

0  42 

2  38 

418 

0 

Noseme 

1 

edokedlnfligpk 

15 

AAT 12293  1 

DNA  reparr  helicase  RAD25 

0  998 

3 

2008-05-07  16  1011  1011  1  out 

930  5 

1  224 

0  32 

2  29 

363 

1  099 

IIV6 

1 

EAJCHLEK 

8 

NP  14%24  1 

161L 

1 

45 

2008-05-07  16  4292  4292  3  out 

1767  9 

1  578 

0  37 

2  25 

338 

0 

KBV1KBV1KBV1KBV 

4 

PLTSGPT  QVYNPPAVAR 

17 

YP  308662  1 

VP2 

0  9861 

21 

2008-05-07  16  1611  1611  2  out 

1347  7 

1  163 

0  24 

2  11 

158 

0 

ABPV 

1 

KNNSNKM  ‘  ATPVK 

13 

NP  066242  1 

capsid  protein 

0  9897 

35 

2008-05-07-16  4124  4124  3  out 

1655  9 

1  378 

0  34 

2  1 

139 

0 

SV 

1 

DlLVGVEKTLDQIGR 

15 

AAT45735  1 

structure1  polyprotem 

0  9811 

57 

2008-05-07-16  1142  1142  3  out 

1936 

1  881 

0  46 

201 

117 

0  693 

l(V6 

1 

EVLGTVEQCLMESEKIK 

17 

NP  14  %39  1 

176R 

0  9719 

32 

2008-05-07  16  1977  1977  2  out 

1635  9 

1  902 

0  48 

2 

357 

0 

Nosema 

1 

RCAAAFRSAVlAPFR 

15 

AAT 12295  1 

phospholipase  D 

0  9716 

50 

2008-05-07  16  4250  4250  3  out 

1828  1 

1  695 

0  49 

2 

197 

0 

I(V6 

1 

HSSLKLNVLFSKHLK 

16 

NP  149518  1 

05  5R 

0  9957 

19 

2008-05  07  16  3210  3210  2  out 

1331  7 

0  914 

0  24 

1  99 

201 

0  693 

Nosema 

1 

nsdhcqkfkpk 

11 

ABV48894  1 

hypothetical  spore  wall  protein 

0  9828 

42 

2008-05-07-16  3448  3448  3  out 

1754  6 

0  406 

0  38 

1  99 

239 

0 

l(V6 

1 

M*CDKEM*CDKEMCEK 

16 

NP  14%33  1 

170L 

0  9985 

46 

2008-05  07  16  4278  4278  3  out 

1774  9 

1  337 

05 

1  99 

249 

0 

Nosema 

1 

GYKOKFISPTDYNVK 

15 

AB069717  1 

unknown 

0  9974 

52 

2008-05-07  16  143  143  3  out 

1851  9 

1  607 

0  48 

1  99 

203 

0 

HV6 

1 

SLSSQIKNGAVEEGYNR 

17 

NP  149891  1 

428L 

0  9611 

1 

2008-05  07  16  1075  1075  1  out 

700  5 

1  148 

0  15 

1  % 

412 

0 

Nosema 

1 

VXCXIK 

6 

ABM  26977  1 

RNA  polymerase  II  largest  Subunit 

1 

49 

2008-05  07-16  341T  3417  3  out 

1806  9 

1  375 

04 

1  89 

118 

0  693 

IIV6 

1 

PFENKFFIHQCIOR 

14 

NP  149869  1 

406R 

0  9% 

11 

2008-05-07  16  1596  1596  2  out 

120  8  6 

1  903 

0  26 

1  86 

415 

0 

IIV6 

1 

DV1DDPFFK 

10 

NP  149647  1 

184R 

0  9649 

7 

2008-05-07-16  1442  1442  2  out 

1173  7 

1  959 

0  27 

1  85 

230 

0  693 

MV6 

1 

LNNIDSTLKR 

10 

NP  149886  1 

4231 

0  9%9 

15 

2008-05-07  16  1969  1  969  2  out 

1295  6 

1  229 

0  39 

1  85 

384 

0 

DVW1DWV|DWV]DWV 

4 

SSSTRLSTDDVK 

12 

NP  853560  2 

potyprotem 

0  9895 

12 

2008-05  07  16  3529  3529  2  out 

12-13  7 

1  948 

0  28 

1  84 

254 

0 

IIV6 

1 

ElNQUDKIK 

10 

NP  149916  1 

453L 

0  9722 

44 

2008-05  07-16  4108  4108  3  out 

1765 

0  867 

0  44 

1  84 

142 

0 

SV 

1 

OKGDTVTGHLWTPWK 

17 

AAK16277  1 

polyprotem 

0  9533 

76 

2008-05-07  16  2804  2804  3  out 

264  8  4 

0  109 

0  39 

1  83 

169 

0 

Nosama 

1 

Ql>  SPNPFTKF  E  LAVK  PTUX  FK 

23 

AB069717  1 

unknown 

0  9986 

47 

2008-05  07  16  3762  3762  3  out 

1788 

1  472 

0  35 

1  82 

237 

0 

IIV6 

1 

AS  TTlTRE  QAL  KL  SL  R 

16 

NP.  149748  1 

285L 

0  9738 

68 

2008-05-07-16  1813  1813  3  out 

2165  1 

1  119 

0  39 

1  82 

334 

0 

Nosema 

1 

WEDKNRINVSSSSVSGEMK 

20 

ABQ69717  1 

unknown 

0  9984 

25 

2008-05-07-16  2151  2151  2  out 

1433  8 

0  552 

0  37 

1  81 

334 

0 

IIV6 

1 

TTTEFDPPSlVSK 

13 

NP  149687  1 

224L 

0  9978 

9 

2008-05  07  16  3872  3872  2  out 

1188  6 

0  345 

031 

1  75 

206 

0  693 

Nosema 

1 

DEQERGfnK 

10 

AAT72743  1 

translation  elongation  factor  2 

0  9794 

37 

2008-05  07  16  1885  1885  2  out 

1714  8 

1  778 

034 

1  75 

315 

0 

J(V6 

1 

nnlpfedfdfetvk 

14 

NP  149832  1 

36% 

0  9983 

48 

2008-05-07-16  3364  3364  3  out 

1789 

0  811 

045 

1  75 

184 

0  693 

Nosema 

1 

gflltttdvysrftr 

15 

ABE26651  1 

pol  potyprotem 

0  9983 

70 

2008-05  07  16  2850  2850  3  out 

2275  3 

1  662 

043 

1  72 

159 

0 

Nosema  |Nos#ma|Nosenr 

8 

RSTRDWUVINDFSHYLK 

19 

ABV48889  1 

spore  wall  protein 

0  997 

14 

2008-05-07-16  3719  3719  2  out 

1244  7 

0  509 

0  34 

1  71 

158 

1  099 

Nosema 

1 

LDAi.SGYHQIK 

11 

ABE26655  1 

pol  polyprotem 

0  9879 

30 

2008-05-07-16  2265  2265  2  out 

1568  9 

0  912 

031 

1  71 

183 

0 

Nosema 

1 

AllDKHQ  JzERK 

13 

ABE27271  1 

unknown 

0  9974 

67 

2008-05-07  16  2268  2268  2  out 

2150 

1  52 

043 

1  71 

25 

2  079 

Nosema 

1 

fsstssnfvhm-dsitasstk 

21 

AAB54 170  2 

Hypothetical  protein  C44E4  2 

0  9927 

29 

2008-05-07  16  2922  2922  2  out 

154  2  8 

1  55 

0  33 

1  7 

384 

0 

Nosema 

1 

NENMKYYRAilK 

12 

AAB62S48  1 

olutamrnyt-tRNA  synthetase 

0  9812 

31 

2008-05-07-16  1327  1327  2  out 

1626  9 

1  164 

0  32 

1  7 

120 

0 

l(V6 

1 

ypkflncikyipk 

13 

NP  149608  1 

14  51 

0  9748 

27 

2008-05-07  16  2664  2664  2  out 

1474  7 

1  894 

0  48 

1  67 

191 

0 

IIV6 

1 

YAKETYPNVDFK 

12 

NP  14%98  1 

2351 

0  9%2 

34 

2008  05-07  16  1678  1678  3  out 

1655  8 

0  325 

0  46 

1  67 

131 

0 

l(V6 

1 

CNKYHINV1FYNK 

13 

NP  149545  1 

0821 

0  9972 

5 

2008-05-07  16  3882  3882  2  out 

1157  6 

0  43 

0  39 

1  65 

226 

0 

live 

1 

INDSPISQKR 

10 

NP  149891  1 

428L 

0  9956 

72 

2008-05-07-16  1  904  1904  3  out 

2301  2 

1  517 

045 

1  65 

169 

0 

live 

1 

LNEENAILFYEYLVSKKDL 

19 

NP  149549  1 

086R 

0  9%2 

13 

2008-05-07-16  3826  3826  2  out 

1216  6 

1  52 

0  31 

1  64 

260 

0 

l(V6 

1 

WDSLKASSAYK 

12 

NP  14%72  1 

209R 

0  9886 

51 

200845  07  16  2466  2466  2  out 

1840  9 

0  341 

046 

1  64 

145 

0 

Nosema 

1 

(YDtSNDOVRRAM’EK 

16 

ABQ69724  1 

unknown 

0  9724 

74 

2008-05  07  16  765  765  3  out 

2519  2 

0  549 

04 

1  63 

147 

0 

l(V6 

1 

DlHDOSTGFGWlNtKCLNErTK 

22 

NP  149877  1 

4141 

0  9797 

36 

2008-05-07-16  4012  4012  3  out 

166  7  8 

1  809 

0  42 

1  61 

215 

0  693 

SV 

1 

LFCNPPIDYIVSMR 

14 

ABC95163  1 

polyprotem 

0  9556 

4 

2008-05-07-16  4164  4164  2  out 

1120  7 

0  947 

0  34 

1  6 

270 

0 

IIV6 

1 

NLTKFIKEK 

9 

NP  149832  1 

369L 

0  9892 

60 

200805-07-16  3659  3659  3  out 

1%1 

0  69 

045 

1  6 

132 

2  197 

ABPV 

1 

PITKLM'CPETVSNNVSIV 

19 

AA 04  3637  1 

structural  protein 

0  9978 

62 

2008-05-07-16  3436  3436  3  out 

2016 

0213 

04 

1  57 

133 

1  609 

live 

1 

LEGQHKEfYEGJLTETR 

17 

NP  14%35  1 

1721 

0  9864 

73 

2008-05  07-16  1780  1780  3  out 

2361  2 

0  289 

0  56 

1  57 

117 

1  609 

Nosema 

1 

AWVE  V  SDffTPT  Q  VASQ  WKK  NK 

21 

AB 06971 3  1 

Sec6lalpha 

0  9936 

59 

2008-05-07  16  26  U  2614  2  out 

1949  1 

0  578 

0  36 

1  56 

118 

0 

Nosema 

1 

RFACAlVLAARMSElAAR 

18 

AAL28056  1 

AF406?85  5  unknown 

0  9%8 

39 

200805-07-16  1279  1279  3  out 

1724  8 

0  093 

0  42 

1  55 

171 

0  693 

Nosema 

1 

KNREWYDNGIDPEK 

15 

ABV48899  1 

hypothetical  spore  wail  protein 

1 

54 

2008-05-07-16  4076  4076  3  out 

1881  9 

1  721 

0  45 

1  55 

188 

0 

i(V6 

1 

qmvadfgknmysdftk 

16 

NP  149579  1 

116L 

0  995 

75 

2008-05-07  16  2491  2492  3  out 

2643  4 

0  948 

041 

1  55 

94 

0  693 

SVISVISV 

3 

iRPSltONVGDlHPVSEPCllDK 

23 

NP  049374  1 

polyprotem 

0  9984 

71 

2008-05  0  7  1  6  24%  24%  2  out 

2280  1 

0  185 

0  47 

1  $4 

79 

0 

IIV6 

1 

QKVDDTAE  W  SNLTWF  ANDK 

20 

NP  149475  1 

012L 

0  9976 

58 

2008-05  0  7  16  2214  22  U2  out 

1943  9 

0811 

06 

1  53 

140 

0 

l(V6 

1 

MT1NQI MASI MGKTCCAK 

18 

NP  149891  1 

42  8L 

0  9915 

16 

2008-05-07  16  2062  2062  2  out 

1297  8 

1  687 

0  36 

1  52 

260 

0  693 

SV 

1 

PKDVSSmtPK 

12 

AAT45735  1 

Structural  polyprotem 

1 

2 

2008-05  07  16  559  559  1  out 

801  4 

1  112 

0  42 

1  5 

211 

0 

l(V6 

1 

DPILESK 

7 

NP  149497  1 

034R 

1 

6 

2008-05  07  16  %2  962  2  out 

1158  6 

1  204 

0  41 

1  5 

166 

0 

Nosema 

1 

NGELLSGILDK 

11 

ABM26977  1 

RNA  polymerase  II  largest  subunit 

0  9787 

Test  63 


Sr  No 

File  Name 

(M  +  H} 

•Cn 

XCon 

Sp 

RSp 

Reference 

No 

Pept'de 

AA 

ID# 

Protein 

PP 

5 

200  8-05-07-17  1911  1912  2  out 

1215  6 

1  227 

0  37 

2  07 

657 

0 

I1V6 

1 

DIDLONKNLR 

10 

NP  149879  1 

416R 

0  9936 

11 

2008-05-07-17  1979  1979  3  out 

1718  9 

1  274 

034 

1  97 

242 

0 

IIV6 

1 

IILNHEDSEIHTGIK 

15 

NP  149589  1 

126R 

0  9919 

15 

2008-05-07-17  2031  2031  3  out 

1779 

1278 

0  32 

1  93 

150 

0 

IIV6 

1 

VKGSYYIINRYFQK 

14 

NP  149758  1 

295L 

0  9986 

14 

2008-05-07-17  2001  2001  3  out 

1777"  8 

1  197 

0  32 

1  88 

266 

0 

IAPV11APV 

2 

M*LNSWM*EECQYAK 

16 

YP  001040002  1 

polymerase  polyprotem 

0  9995 

18 

2008-05-07-17  1763  1763  3  out 

1915 

1204 

04 

1  83 

229 

0 

Nosema 

1 

DELAGTGIEEIIGDKAKR 

18 

ABY49795  1 

hypothetical  spore  wall  protein  13 

0  9887 

7 

2008-05-07-17  1839  1839  2  out 

1306  7 

0  869 

0  33 

1  8 

276 

0 

IPV6 

1 

NITGGIDNIYAR 

12 

NP  149647  1 

184R 

0  9609 

6 

2008-05-07-17  1016  1016  2  out 

1236  7 

1  235 

041 

1  79 

317 

0 

irv6 

1 

IFVFKNIIDK 

10 

NP  149561  1 

098R 

0  983 

2 

2008-05-07-17  1032  1032  2  out 

11166 

1  409 

0  43 

1  74 

290 

0  693 

ABPV 

1 

ISEPIFEPGK 

10 

NP  066241  1 

raplicasa  polyprotem 

0  9957 

3 

2008-05-07  17  894  894  2  out 

H58  6 

1  256 

0  47 

1  64 

251 

0 

Nosema 

1 

NGELLSGILDK 

11 

ABM26977  1 

RNA  polymerase  II  largest  subunrt 

0  9985 

19 

2008-05-07-17  762  762  3  oul 

1956  1 

0  687 

0  38 

1  64 

188 

0  693 

IIV6 

1 

F  PILFYGF  KNNlKINK 

16 

NP  149571  1 

108R 

0  9785 

9 

2008  05  07  17  1168  1168  3  out 

1667 

1  346 

0  48 

1  63 

183 

0 

Nosema 

1 

TSFKIQIGOYIUR 

14 

ABE26651  1 

pol  potyprotem 

0  9949 

13 

2008  05  07  17  1878  1878  3  out 

1776 

0  542 

0  39 

1  59 

262 

0 

Nosema 

1 

SEIIKGEYDIVRUK 

15 

A0E27273  1 

unknown 

0  9805 

12 

2008  05-07-17  744  744  3  out 

1737  9 

0  709 

0  52 

1  57 

230 

0 

Nosema 

1 

IPFGFAYCTlPHFPK 

15 

ABG91164  1 

DNA-dependent  RNA  polymerase  li  largest  subum 

0  9704 

20 

2008  05  07-17  1644  1644  3  out 

2108  2 

0  047 

0  45 

1  54 

95 

1  609 

Nosema 

1 

MlPlSAPFSVLTKNFTTlK 

19 

BAF  76326  1 

heat  shock  prolem  70 

0  999 

10 

2008-05-07  17  1956  1956  3  out 

1675  9 

0  057 

0  39 

1  52 

169 

0 

Nosema 

1 

VFPDEKRIGPF30K 

14 

ABE26649  1 

pol  polyprotem 

0  9578 

Test  64 


Sr  No 

File  Name 

(MeH) 

*M 

»Cn 

XCorr 

Sp 

RSp 

Reference 

No 

Pepbde 

AA1 

ID# 

Protein 

PP 

4 

2008-05-07-18  822  822  2  out 

1344  7 

1  405 

0  31 

2 

381 

0 

IIV6 

1 

IENENNLEEIK 

11 

NP  149776  1 

313L 

0  9633 

3 

2008-05-07-18  810  810  2  out 

1302  8 

1  974 

0  35 

1  81 

243 

0 

live 

1 

MLILNCLQKVK 

11 

NP  149723  1 

26  OR 

0  9961 

9 

2008-05-07-18  1067  1067  3  out 

1926 

0  491 

0  43 

1  73 

202 

0 

IIV6 

1 

IDSYSINFVAKHFLGSK 

17 

NP  149500  1 

037L 

0  9955 

5 

2008-05-07-18  1686  1686  3  out 

1661  7 

0615 

0  36 

1  7 

118 

1  099 

IIV6 

1 

EMNSLQLM*M‘EEM‘K 

16 

NP  149701  1 

238R 

0  9849 

2 

2008  05-07-18  664  664  2  out 

1155  6 

0  579 

0  28 

1  68 

474 

0 

SV|SV|SV|SV|S\ 

18 

FVEATFNTVK 

10 

NP  049374  1 

polyprotem 

0  9538 

1 

2008-05-07-18  1161  1161  1  out 

874  6 

1  129 

0  48 

1  63 

138 

0 

IIV6 

1 

MKTJIIR 

7 

NP  149530  1 

067R 

1 

7 

2008-05-07-18  1871  1871  3  oul 

1863  8 

1  626 

0  45 

1  61 

87 

1  386 

SVISVISV 

3 

MMQYKSGDRETSFQR 

15 

AAL79021  1 

AF469603  1  polyprotem 

0  9997 

6 

2008-05-07-18  695  695  3  out 

1739  9 

1  568 

0  51 

1  51 

96 

1  609 

Nosema 

1 

NLGLYMPVQWEFSR 

14 

AA962548  1 

glutammyl-tRNA  synthetase 

0  9985 

Test  65  -  below  detection  limits 


B-27 


Test  66 


Sr  No 

File  Name 

(M+H) 

*Cn 

XCorr 

Sp 

RSp 

Reference 

No 

Peptide 

AA 

ID# 

Protein 

PP 

9 

2008-08*0 1*11  1951  1951  2  out 

1229  7 

1  762 

0  24 

2  73 

782 

0 

irv6 

1 

EIQLMKNILK 

10 

NP  149723  1 

260R 

0  9646 

15 

2008*08*01-11  1964  1964  2  out 

1614  9 

1  274 

0  38 

2  6 

691 

0 

live 

1 

T1LTTKVQNINIEK 

14 

NP  149513  1 

050L 

0  9751 

12 

2008-08-01-11  1667  1667  2  out 

1460  6 

1  366 

0  29 

2  46 

413 

0  693 

l(V6 

1 

M*NDNDDPVEIEK 

13 

NP  149765  1 

3021 

0  9708 

1 

2008-08-01  11  1362  1362  1  out 

700  5 

1  087 

0  23 

2  05 

410 

0 

Nosem2 

1 

VXDIIK 

6 

ABM26977  1 

RNA  polymerase  II  largest  subunrt 

1 

13 

2008-08*01-11  1631  1631  2  out 

1534  8 

1  75 

0  41 

2  03 

834 

0 

Noseme 

1 

MPFGLVNGPATFQR 

14 

ABE26655  1 

pol  polyprotein 

0  9875 

5 

2008-08-01-11  1417  14172  out 

1133  7 

0  616 

0  47 

2  02 

348 

0 

l(V6 

1 

DOYILLLLR 

9 

NP  149867  1 

404L 

0  9965 

35 

2008-08-01  11  2204  2204  3  out 

2927  6 

0  712 

041 

1  94 

135 

0  693 

IPV6 

1 

QLVTYHHTMIKV1IQRELW1MFK 

23 

NP  149894  1 

431L 

0  972 

17 

2008-08-01-11  2192  2192  3  out 

1671  9 

1  894 

0  42 

1  88 

227 

0 

Nosema 

1 

CLHMLRGV1PYEIK 

14 

AB069719  1 

unknown 

0  9917 

10 

2008  08  01  11  2207  2207  2  out 

1348  8 

0  008 

0  48 

1  83 

776 

0 

IPV6 

1 

KFKDtLIATGDK 

12 

NP  149612  1 

149L 

1 

20 

2008-08-01-11  1765  1765  3  out 

1738  9 

0  04 

0  52 

1  83 

236 

1  386 

Nosema 

1 

VPYASPAFM*IEKKNK 

16 

ABE26651  1 

pol  polyprotein 

1 

26 

2008-08-01-11  1058  1058  3  out 

1982  1 

1  S46 

0  43 

1  83 

173 

0 

Nosema 

1 

VDALASREi-GGLLARLDGR 

19 

AAQ91616  1 

unknown 

0  9879 

28 

2008-08-01-11  1891  1891  3  out 

2042  2 

0  319 

041 

1  8 

121 

0 

Nosema 

1 

IELSQAOSTRIKALVElR 

IB 

AAC47660  1 

mrtochondnal-type  HSP70 

0  9816 

8 

2008-08-01-11  1046  1046  2  out 

1174  7 

1  164 

05 

1  78 

274 

0 

IPV6 

1 

LDGVSCLIINK 

11 

NP  149668  1 

205R 

0  9569 

34 

20  0  8-08-01  11  1764  1  764  3  out 

2453  2 

1  62 

0  37 

1.73 

321 

0 

IPV6 

1 

HGNDSWVIPELCENNQIEISR 

21 

NP  149642  1 

179R 

0  9574 

14 

2008-08-01-11  5460  5461  2  out 

1570  9 

1  139 

0  55 

1  72 

343 

0 

IPV6 

1 

VKSLTE  SLPT  SPLAK 

15 

NP  149769  1 

306R 

0  9636 

7 

2008-08-01-11  2047  2047  2  out 

1147  7 

0  004 

0  39 

1  7 

336 

0 

Nosema 

1 

FNQKQTLIR 

9 

ABY49796  1 

hypothetical  spore  wall  protein  14 

0  9964 

32 

2008-08-01-11  2515  2515  3  out 

2101 

1  448 

0  47 

1  67 

178 

0 

Nosema 

1 

ERYNLVCPKNM’WQYiK 

17 

ABV48894  1 

hypothetical  spore  wall  protein 

0  9986 

4 

2008-08-01-11  2167  2167  2  out 

1122  5 

0  594 

0  43 

1  62 

207 

0 

IPV6 

1 

SLMGNCPSSVK 

11 

NP  149555  1 

092R 

0  9758 

6 

2008-08-01  11  1253  1253  2  out 

1146  6 

0  133 

0  46 

1  62 

355 

0 

Nosema 

1 

LSKEMNRIR 

9 

ABY49795  1 

hypothetical  spore  wall  protein  13 

0  9912 

25 

2008-08-01-11  2135  2135  3  out 

1925  8 

1  024 

0  59 

1  6 

55 

1792 

IPV6 

1 

M'SDSDYVDYPSYNIIK 

17 

NP  149561  1 

098R 

0  9817 

29 

2008-08-01-11  1531  1531  3  out 

2071  1 

1  353 

0  45 

1  52 

76 

0 

IPV6 

1 

OHFINAKUYNNIIQNK 

17 

NP  149668  1 

205R 

0  9564 

21 

2008-08-01-11  1938  1939  2  out 

1763  1 

0  402 

0  51 

1  51 

482 

0 

Nosema 

1 

RMFVLAVPVLFLPTK 

15 

AAL28057  1 

AF406785  6  calmodulin-dependent  protein  kinase 

1 

11 

2008-08  01-11  1769  1769  2  out 

1399  6 

1  576 

0  49 

1  5 

306 

0 

IPV6 

1 

FRSDMQESLMR 

11 

NP  149676  1 

213R 

0  9691 

Test  67 


Sr  No 

File  Name 

(M+H) 

‘M 

*Cn 

XCon 

Sp 

RSp 

Reference 

No 

Peptide 

AA 

ID# 

Protein 

PP 

16 

2008-08-13-07  1676  1676  2  out 

1614  9 

0  274 

0  38 

2  47 

605 

0 

KV6 

1 

niTTKVQNlNlEK 

14 

NP  149513  1 

050L 

0  9904 

10 

20  08-08-13-07  1874  1874  2  out 

1285  7 

0  282 

0  38 

231 

861 

0 

live 

1 

EAQKlEKlGNR 

11 

NP  149612  1 

149L 

0  993 

11 

2008  08  13-07  950  950  2  out 

1344  7 

1  59 

0  26 

2  19 

311 

0  693 

KV6 

1 

IENENNLEEIK 

11 

NP  149776  1 

313L 

0  9952 

1 

2008-08-13-07  1175  1175  1  out 

700  5 

1  011 

0  2 

2  07 

412 

0 

Nosema 

1 

VXDIIK 

6 

ABM26977  1 

RNA  polymerase  II  largest  subunit 

1 

13 

2008-08-13-07  1522  1522  2  out 

1371  8 

0  464 

0  32 

1  % 

281 

0 

Nosema 

1 

NNILSLLKESLK 

12 

AB069714  1 

unknown 

0  9939 

24 

2008-08-13-07  812  812  3  out 

2024 

1  966 

0  53 

1  93 

256 

0 

l(V6 

1 

VDDTAEWSN  LTWFANDK 

18 

NP  14  94  75  1 

0121 

0  9697 

4 

2008-08-13-07  554  554  2  out 

11795 

0  657 

0  32 

1  89 

553 

0 

Nosema 

1 

EVEClRAECK 

10 

ABV48890  1 

hypothetical  spore  wall  protein 

0  9858 

9 

2008-08-13-07  1688  1688  2  out 

1274  7 

0  693 

0  32 

1  87 

251 

0 

BQCV 

1 

KVEAYAPKVNR 

11 

NP  620564  1 

nonstructural  polyproiein 

0  9972 

3 

2008-08  13-07  1238  1238  2  out 

1143  7 

0  386 

0  35 

1  85 

310 

0  693 

Nosema 

1 

TLVTILADGlK 

11 

AAL28053  1 

AF406785  2  checkpoint  protein  kinase 

0  9567 

8 

2008  08-13-07  1286  1286  2  out 

1264  7 

1.76 

0  51 

1  78 

440 

0 

IIV6 

1 

INGUDISEYK 

11 

NP.  149758  1 

295L 

1 

18 

2008-08-13-07  1863  1863  2  out 

1648  8 

0  559 

0  36 

1  76 

209 

1  099 

HV6 

1 

ETTNEEVNIDEIDK 

14 

NP  149901  1 

438L 

0  9952 

17 

20  0  8-08-13-07  1176  1176  2  out 

1631  8 

0  293 

0  37 

1  73 

148 

0  693 

HV6 

1 

IDADIQGNGM*VEIIK 

16 

NP  149618  1 

155L 

0  9909 

5 

2008-08  13-07  1149  1149  2  out 

1179  7 

0  347 

0  33 

1  71 

322 

0 

HV6 

1 

PEILPLLTQR 

10 

NP  149731  1 

268L 

0  9691 

25 

2008-08-13-07  1026  1026  3  out 

2249  2 

0  732 

0  57 

1  71 

186 

1  099 

HV6 

1 

HVHT1HHYLVRNYRYIK 

17 

NP  149537  1 

074R 

0  9951 

21 

2008  08-13-07  1902  1902  3  out 

1793  9 

0  601 

0  42 

1  69 

207 

0 

Nosema 

1 

KTQSDQGTTTKVQEDK 

16 

ABE26649  1 

pol  polyprotein 

0  951 

15 

2008  08  13-07  1737  1737  2  out 

1532  7 

0  486 

0  39 

1  67 

465 

0 

ABPV 

1 

NKDEFTKM'CWSK 

13 

NP  066241  1 

replicase  polyprotein 

0  9931 

6 

2008-08-13-07  814  814  2  out 

1218  7 

0  523 

0  46 

1  63 

404 

0 

Nosema 

1 

VLGRSIFAVTR 

11 

AAL28054  1 

AF40678  5  3  pyruvate  dehydrogenase  El  alpha  subun 

1 

14 

2008-08-13-07  928  928  2  out 

1453  7 

0  282 

0  35 

1  62 

199 

0 

«V6 

1 

NKEAFRNQQYR 

11 

NP  149770  1 

30  7L 

0  955 

7 

2008-08  13-07  968  968  2  out 

1258  7 

0  486 

04 

1  52 

227 

0 

HV6 

1 

NKSPlLNESEK 

11 

NP  149523  1 

060L 

0  9891 

Teg  68 


Sr  No 

File  Name 

(M*H) 

*Cn 

XCorr 

Sp 

RSp 

RrM*rvc* 

No 

Peptide 

AA 

ID# 

Protein 

PP 

4 

2008-08-13-08  1233  1293  2  out 

1 156  7 

0  469 

0  74 

3  63 

812 

0 

KBV1KBVIKBV1KBVIKBV1KBV 

6 

iGPlSeVASGVK 

12 

ABM  9472  1 

VP4  protein 

0  9894 

5 

2008-08-13-08  1401  1401  2  out 

1270  7 

0  385 

0  5 

354 

1661 

0 

ABPVIA6PVIABPVIA3PV1A0PV'A8PVKBV)KBV|KBV1KBV|IAPV 

12 

WAEDWWEPK 

11 

NP  066242  1 

capsid  protein 

0  9827 

11 

2008-08-13-08  1872  1872  3  out 

17178 

0  32 

056 

3  53 

932 

0 

APVJtAPV 

2 

NMDCmSIlOFLQR 

14 

YP  OO^OOOS  1 

slructurai  polyprotein 

0  99% 

13 

2008-08-13  08  1754  1  754  3  out 

1733  8 

1  281 

0  52 

344 

1263 

0 

APVNAPV 

2 

NWDOTHSllQFLQR 

15 

YP  001040003  1 

structural  polyprotein 

0  9%1 

17 

2008-08-13-08  1736  1736  2  out 

1790  9 

0  267 

0  62 

334 

731 

0 

Nosema 

1 

SYELPDGQVKtGSeR 

16 

AAF86863  1 

act  in 

0  %63 

6 

2008  08-13  08  1632  1632  2  out 

15178 

0  038 

0  69 

326 

991 

0 

APVIIAPV 

2 

TITDNWiLQANTK 

13 

YP  00 1040003  1 

structural  polyprotein 

0  9804 

2 

2008-08-13-08  1694  1694  2  out 

11436 

0  546 

061 

321 

918 

0 

Ncsema|Nosema 

2 

IAVNWPFPR 

10 

AAN35161  1 

beta-iubuhn 

0  9835 

24 

2008-08-13-08  1786  1786  3  out 

2110  1 

142 

0  52 

3  02 

318 

0 

Nosema 

1 

ASLQLKElEMOHNNlVSR 

18 

AAT 122%  1 

chromosome  segregation  protein 

0  9986 

3 

2008-08-13-08  176  177  2  out 

1149  6 

0  193 

0  66 

2  74 

964 

0 

iAPV]APV 

2 

(TSISETENR 

10 

YP  00  1  04  000  3  1 

Structural  polyprotein 

0  9859 

8 

2008-08-1308  1959  1959  3  out 

1671 

1  919 

04 

2  03 

139 

0  693 

Nosema 

1 

rsvlugtkqwonk 

15 

ABE 26650  1 

pol  po  ypcoteio 

0  9975 

1 

2008-08-  m8  1186  1186  1  out 

700  5 

1  092 

0  22 

201 

404 

0 

Nosema 

1 

VXDtiK 

6 

A9M26977  1 

RNA  polymerase  la-gest  subunit 

1 

26 

2008-08-13-08  1068  1068  3  oul 

24%  1 

0  045 

047 

1  9’ 

142 

0 

Nosema 

1 

SPDVF  DtEAVYEKFKM*CNNDK 

22 

AB069725  1 

unknown 

0  977 

19 

2008-08- 1 3-08  1390  1390  3  out 

1907  9 

0  748 

0  63 

1  94 

389 

0 

APVjiAPV 

2 

WYLAYSPYDDKVDTAR 

16 

YP  00 1  040003  1 

Structural  polyprotein 

1 

12 

2006-06-13-08  1061  1061  3  out 

1725  9 

0  305 

041 

1  74 

98 

1  386 

Nosema 

1 

£RLM*KYMANISLK 

15 

AAF9  269  1 

20S  proteasome  alpha  5  subunit 

1 

27 

2008  08-13  06  11 8~8  1188  3  out 

2498  3 

0  036 

0  54 

167 

44 

1  386 

Nosema 

1 

VTGKLFLUDSVRPDIFSEVR 

22 

ABV48899  1 

hypothetical  spore  wall  protein 

0  9944 

7 

2008-08-13-08  783  78  3  3  out 

1655  9 

0  305 

0  47 

1  57 

200 

1  386 

SV 

1 

DUVGVEKTIDOLGR 

15 

AAT45735  1 

structutal  polyprotein 

0  9971 

18 

2006-08-13-08  916  916  3  out 

■'888  9 

0  151 

0  43 

1  51 

60 

0  693 

live 

1 

RSDCVF  lhpgekm*pek 

17 

NP  149595  1 

1321 

0  9984 

B-28 


Test  68A 


Sr  No 

File  Name 

|M*H] 

*Cn 

XCorr 

Sp 

RSp 

Reference 

No 

Peptide 

AA 

to* 

Protetn 

PP 

38 

2008-08- 13-11  2133  2133  2  out 

1790  9 

1  374 

0  63 

4  14 

851 

0 

Nosema 

1 

SYELPDGQV1KJGSER 

16 

AAB86863  1 

act  m 

0  971 

4 

2008-08  13-11  1479  1479  2  out 

1156  7 

0415 

071 

3  18 

893 

0 

KBV1KBV1KBV]KBV|KBV]KBV 

6 

IGPISEVASGVK 

12 

A8N49472  1 

VP4  pfotarr 

0  9809 

26 

2008-08  13  11  2111  2111  2  out 

1614  9 

0  56 

0  35 

2  88 

674 

0 

lfV6 

1 

ULTTKVQNINtEK 

14 

NP  149513  1 

0501 

0  982 

17 

2008-08-13  11  1721  1721  2  out 

1384  8 

1  544 

0  26 

2  33 

459 

0 

Nosema 

1 

QLERNKLEJNK 

11 

ABE26652  1 

pol  potyproiem 

0  9974 

42 

2008-08-13-11  4014  4014  3  out 

1863  8 

0  492 

0  49 

2  32 

244 

0 

svisvisv 

3 

MMQYKSGDRETSFQR 

15 

AAL79021  1 

AF469603  1  polype  olam 

0  9785 

13 

2008  08  13  11  468  468  2  out 

1350  8 

0  603 

034 

2  28 

617 

0 

IIV6 

1 

FLETUKPFDK 

11 

NP  14%66  1 

203L 

0  9865 

52 

2008-08-13-11  549  54  9  3  out 

1987  9 

0  871 

05 

2  27 

149 

0 

IIV6 

1 

DMKFGCHEYIEFGKQR 

16 

NP  149538  1 

075L 

0  9772 

32 

2008-08  13-11  1558  1558  3  out 

1729  9 

0  635 

041 

2  25 

148 

0  693 

HV6 

1 

MEIIIAFFIYLNDK 

14 

NP  149558  1 

095L 

0  9723 

64 

2008-08-13-11  2421  2421  3  out 

2189  1 

0  062 

034 

222 

291 

1  386 

MV6 

1 

Q  VI L  HE  LGHTF  GL  GHSSONK 

20 

NP  149628  1 

165R 

0  9859 

9 

2008-08-13-11  1241  1241  2  out 

1283  7 

0  497 

0  32 

22 

394 

0 

Nosama 

1 

NYSKSSUESR 

11 

ABE26661  1 

pol  pofyprotem 

0  9835 

21 

2008-08  13  1 1  3094  3094  2  out 

1497  8 

0  484 

03 

2  17 

128 

1  386 

Nosenna 

1 

NltFCFKDKELK 

12 

ABE27265  1 

unknown 

0  9934 

69 

2008-08-13-11  2529  2529  3  out 

2514  4 

0  467 

0  39 

2  17 

152 

1  609 

lfV6 

1 

OIL  1 ATGDK  VL  VYAPL  KL  TDE  AR 

23 

NP  149612  1 

149L 

0  9%8 

14 

2008-08-13-11  2154  2154  2  out 

1374  7 

0  187 

04 

2  14 

444 

0 

Nosema 

1 

EVMRiQAESiAK 

12 

AAT12295  1 

phospholipasa  D 

0  9938 

55 

2008-08  13-11  4174  4174  3  out 

2000 

1  982 

0  45 

2  1 

191 

0 

lfV6 

1 

E  MNPPOTHAATVGYVNRK 

18 

NP  149648  1 

3851 

0  9842 

6 

2008-08  13-11426  426  2  out 

1209  6 

0  471 

0  39 

2  08 

676 

0 

DWVIDWVlDWVDWVlKekuQQ 

5 

KLFWCQKEK 

9 

NP  853560  2 

polyprotein 

0  9856 

20 

2008*08-13-11  1529  1529  2  out 

I486  9 

1  581 

0  35 

2  08 

540 

0 

Nosema 

1 

ISRRITFIPLNR 

12 

AAT12296  1 

chromosome  segreget  on  protein 

0  %54 

23 

2008-08-13-11  1398  1  398  2  out 

1526  8 

1  492 

03 

2  08 

280 

0  693 

BQCVIBQCV 

2 

EISLHDKELWEK 

12 

NP  620564  1 

non  structural  potyprotam 

0  9%2 

24 

2008-08  13  11  1409  1409  2  out 

1528  8 

1  73 

0  33 

2  05 

730 

0 

KBV1KBV 

2 

M'lEAFASSDTVUK 

15 

W  851403  1 

non- structural  polyprotem 

0  9586 

12 

2008-08-13-11  957  957  2  out 

1344  7 

0  369 

0  37 

2  02 

365 

0 

IIV6 

1 

IENENNLEEIK 

11 

NP  149776  1 

31 3L 

0  9673 

45 

2008-08  13-1 1  2565  2565  2  out 

1947  8 

1  848 

048 

1  98 

157 

0 

Nosema 

1 

FNEQCGREM’EVLMSMK 

17 

ABV48900  1 

hypothetical  spore  well  protein 

0  9981 

51 

2008-08-13-11  636  636  3  out 

1979 

0  475 

0  44 

1  97 

160 

1  099 

I(V6 

1 

EEETNElNYflDQlQK 

16 

NP  149563  1 

100L 

0  9913 

61 

2008  08  13-11  1535  1535  3  out 

2111 

0  454 

0  42 

1  % 

351 

0 

Nosema 

1 

LKESLLDFVSQYYCM’QK 

18 

AAD 12605  1 

RNA  polymerase  II  largest  subunit 

0  9912 

49 

2008  08  13-114001  4001  3  out 

1957  9 

0  424 

044 

1  95 

325 

0  693 

DWV|DWV)DWV  DWVlDWV 

5 

M'E  FTDQDKS  GNTVKWR 

17 

ABM64819  1 

pofyprotem 

0  9666 

33 

2008-08-13-11  1177  1177  2  out 

1739 

0  365 

0  35 

1  94 

191 

0  693 

IIV6 

1 

PKELILODGVAPRSK 

16 

NP  1494  75  1 

012L 

0  9764 

10 

2008-08-13- 1 1  4008  4008  2  out 

1285  7 

0  454 

0  3 

1  93 

532 

0 

l(V6 

1 

EAQKIEKIGNR 

11 

NP  149612  1 

1491 

0  %51 

19 

2008-08-13-11  1565  1565  2  out 

1459  8 

0  561 

0  37 

1  93 

326 

0 

HV6 

1 

M'PHYVWKSPMR 

13 

NP  149567  1 

1041 

0  9875 

1 

2008-08  13-11  688  688  2  out 

1106  6 

0  537 

0  35 

1  91 

189 

1  386 

IIV6 

1 

KSMIKQMLK 

9 

NP  149751  1 

288R 

0  9802 

29 

2008-08  13-11  3568  3568  3  out 

1711  8 

0  955 

043 

1  88 

158 

1  099 

IIV6 

1 

ESMEKQYPECLKVK 

14 

NP  149639  1 

176R 

0  9908 

8 

2008-08  13-11  837  837  2  out 

1269  6 

044 

0  34 

1  87 

257 

0 

SV 

1 

NLSSEYSSRAR 

11 

AAK16263  1 

polyprotem 

0  9889 

22 

2008-08 -13-11  244  2  2442  2  out 

1498  8 

0  342 

0  46 

1  84 

403 

0  693 

IIV6 

1 

EIFICYREGJKK 

12 

NP  149500  1 

037L 

0  9551 

36 

2008-08  13-1 1  424  424  3  out 

1763  9 

1  932 

0  39 

1  B4 

219 

0 

Nosema 

1 

TKLITEKCLECQLNK 

15 

ABE26650  1 

pol  potyprotem 

0  985 

7? 

2008-08-13-11  1707  1787  3  out 

2633  2 

1  228 

0  61 

1  83 

77 

0 

Nosema 

1 

OVCLTSIE  KCOSSONAPLMMFV  SK 

24 

AAT72743  1 

tianslation  elongation  factor  2 

0  9822 

5 

2008  08  13  11  96  96  2  out 

1163  5 

0  099 

0  35 

1  82 

232 

0 

IIV6 

1 

DGNUM’DANGK 

12 

NP  149500  1 

0371 

0  9798 

41 

2008-08-13*11  1287  1287  3  out 

1849 

1  158 

041 

1  8 

299 

0 

IIV6 

1 

LDSKRTGLiMDFNNPK 

16 

NP  149642  1 

179R 

0  9909 

63 

2008  08  1  3  11  348  1  3481  3  out 

2168  9 

1  683 

0  47 

1  8 

349 

0 

KBV1K8V 

2 

YVEGTGYDTVDVSM-QM-WR 

20 

NP  851403  1 

non-stiuctural  polyprotem 

0  9852 

59 

2008-08  13-11  47924792  3  out 

2057 

0  555 

047 

1  78 

123 

1  099 

IIV6 

i 

NSCSVTlTYNOmQRTK 

18 

NP  149513  1 

050L 

0  9853 

11 

2008-08-13-11  4534  4  534  2  out 

1303  8 

1  14 

0  34 

1  77 

132 

0 

MSCUT 

1 

LLDFVEKGRVK 

11 

ABO%192  1 

visa 

0  9818 

671 

2008-08-13-11  2782  2782  3  out 

2417  3 

0019 

054 

1  77 

178 

1  099 

live 

1 

LETHfTLLLNFFVlSOLSOVK 

21 

NP  149501  1 

038R 

0  9722 

47 

2008  08  13  11  4066  4066  3  out 

1954 

0512 

0  52 

1  75 

148 

1  609 

IIV6 

1 

LCHSVEDRAPQPDKNTR 

17 

NP  149463  1 

468L 

0  973 

25 

200  8  08  1  3-11  1374  1  374  2  Out 

1570  8 

1  2% 

0  44 

1  73 

140 

0 

Nosama 

1 

W.LEGDEYNQYK 

13 

ABQ69721  1 

unknown 

0  9912 

56 

2008-08 -13- 11  276  2  76  3  out 

2008  1 

04% 

0  55 

1  73 

70 

1  946 

Nosema 

1 

NS.NIHLPNLFGRAINSK 

18 

AB 06971?  1 

unknown 

0  9676 

2 

2008-08  13  11  937  937  2  out 

1138  7 

1  994 

0  35 

1  72 

127 

0 

Nosama 

i 

'  WNAPTLVPK 

10 

ABE26649  1 

pol  pofyprotam 

0  9967 

50 

2008-08-13  11  2352  2352  2  out 

1977  1 

1  155 

0  42 

1  71 

52 

0 

IIV6 

1 

NEKTSIfTEMATlELRK 

17 

NP  149672  1 

209R 

0  9958 

27 

2008-08- 13-11  428  428  3  out 

1655  9 

0  239 

044 

1  69 

158 

0 

SV 

1 

DlLVGVEKTLDQLGR 

15 

AAT45735  1 

structural  polyprotem 

0  9801 

68 

2008-08  13  11  2370  2370  3  out 

2497  1 

1  744 

0  45 

1  67 

262 

0 

Nosema 

1 

M’CVDYRALNSVTTRDSYM'SPR 

23 

ABE26654  1 

pol  polyprotem 

0  9909 

34 

2008-08-13-11  3790  3790  3  out 

1745 

1  322 

0  45 

1  66 

69 

2  996 

IIV6 

1 

lifyivtkeksylk 

14 

NP  149495  1 

032R 

0  9547 

53 

2008  08  13-11  4192  4192  3  out 

1996  2 

1  385 

0  39 

1  66 

249 

0 

l!V6 

1 

nivxiedewrllnitk 

17 

W>149513  1 

050L 

0  9913 

54 

2008-08-13-11  1397  1397  3  out 

1998 

1  026 

04 

1  64 

460 

0 

Nosema 

1 

SNDVTE  KE  DlNSL  Y  DKK 

17 

ABE27266  1 

unknown 

0  988 

58 

2008  08  13  1 1  699  699  3  out 

2012  1 

0  813 

054 

1  64 

192 

0 

Nosama 

1 

NTKEIFKTEIGENLFK 

17 

ABQ69725  1 

unknown 

0  9882 

3 

2008-08-13-11  298  298  2  out 

1147  6 

0  514 

0  45 

1  59 

150 

1  792 

Nosema 

1 

LYPGTEAGIVK 

11 

AAT12296  1 

chromosome  segreget  on  protein 

0  9877 

62 

2008-08  13-11  2766  2766  3  out 

2145  1 

0  988 

0  42 

1  59 

139 

0  693 

IIV6 

1 

EEOTQKlDVLfDQNEtXK 

18 

NP  14961 1  1 

148R 

0  9805 

37 

2008-08-13-11  2305  2305  2  out 

1767 

0  394 

0  43 

1  58 

130 

0 

IIV6 

1 

wkiftfyflkjdgk 

15 

NP  149715  1 

2521 

0  9965 

57 

2008-08-13  11  1720  1720  3  out 

2012 

0  599 

044 

1  58 

220 

0 

SV 

1 

LSSGGIGRNQSSEYSSRAR 

19 

AAK 16260  1 

polyprotem 

0  9898 

70 

2008-08-13-11  3448  3448  3  out 

2587  2 

048 

0  48 

1  58 

175 

0 

Nosama 

1 

TVCEGEVMEEGHTGCGNKQPLIKK 

24 

ABM26979  1 

RNA  polymerase  II  largest  subunit 

0  9875 

44 

2008-08  13  11  2281  2281  2  out 

1917 

0  74 

0  43 

1  57 

80 

0  693 

Nosema 

1 

F  (VLATD  Y  FTK  WVE  GK 

16 

ABE26649  1 

pol  polyprotem 

0  9889 

60 

2008-08-13-11  4426  4426  3  out 

2057  1 

0  724 

045 

1  57 

216 

0 

lfV6 

1 

IDADLQGNGM  *VE  IIKALIK 

20 

NP  149618  1 

155L 

0  9917 

39 

2008-08-13  11  365  365  3  out 

1834  9 

0  694 

044 

1  56 

82 

1  609 

BQCV 

1 

VE  3SNGVPEAYESKVNR 

17 

NP  620564  1 

nonstiuctuial  polyprotem 

0  9  848 

15 

2008-08-13-11  816  816  2  out 

1375  7 

0  367 

047 

1  55 

200 

0  693 

IIV6 

1 

QNOSFtNPKLlS 

12 

NP  H9928  1 

465R 

0  987 

16 

2008-08  13-11  3329  3329  2  out 

1377  7 

1  49 

0  41 

1  55 

145 

0 

HV6 

1 

LISLDDEGTRCR 

12 

NP  149800  1 

337L 

0  9595 

18 

2008-08-13-11  4447  4447  2  out 

1413  8 

0  638 

0  39 

1  55 

158 

0 

NosemaiNosamatNosama 

3 

YYDIGLDSVIKK 

12 

ABM26981  1 

RNA  polymeiasa  II  largest  subunit 

0  9948 

30 

2008-08  13-11  3901  3901  3  out 

1712  1 

0  48 

0  44 

1  51 

294 

0 

l(V6 

1 

IIIIHKIILYRGPY 

14 

NP  149680  1 

2 1 7L 

0  9781 

66 

2008-08-13-11  2760  2760  3  out 

2382  3 

1  64 

0  48 

1  5 

272 

0 

IIV6 

1 

M  ‘IE  IPI  WNKINADQDVl  UK 

21 

NP  149714  1 

251L 

0  953 
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File  Name 

(M+H) 
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Sp 
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Reference 

No 

Pept  de 

AA 

ID* 

Protein 

PP 

5 

2008  08  13-09  1676  1676  2  out 

1517  8 

0412 

0  71 

4  16 

1514 

0 

IAPVUAPV 

2 

TTTDNW1L  QANTK 

13 

YP  001040003  1 

structure  polyprotem 

0  9899 

6 

2008-08  13-09  1929  1929  3  out 

1717  8 

0  664 

0  55 

3  75 

927 

0 

IAPVIIAPV 

2 

NMDD^SIIQFLQR 

14 

YP  00  1  04  0003  1 

structural  polyprotem 

0  9%1 

8 

2008-08-13-09  1809  1809  3  out 

1733  8 

0  885 

06 

3  28 

544 

0 

IAPV|IAPV 

2 

INM’DDTHSIIQFLQR 

15 

YP  001040003  1 

structural  polyprotem 

0  9978 

3 

2008-08-13-09  1322  1322  2  out 

1156  7 

0  146 

0  76 

2  99 

675 

0 

KBVIKBVIKBV1KBV 

6 

IGPISEVASGVK 

12 

ABN49472  1 

VP4  protem 

0  98 

2 

2008  -08  1 3-09  65  65  2  out 

1149  6 

0  482 

0  69 

2  78 

%9 

0 

IAPVIIAPV 

2 

ITSlSETiENR 

10 

YP  001040003  1 

structural  polyprotem 

0  9702 

4 

2008-08  13-09  2733  2733  2  out 

1515  7 

1  443 

0  69 

2  63 

535 

0 

Nosema 

1 

IWHHTFYNEIR 

11 

AAB86863  1 

ectm 

0  9938 

15 

2008-08-13-09  1521  1521  3  out 

1827  9 

0  643 

0  31 

2  36 

457 

0 

live 

1 

ENKNLFIPDTDPPLSK 

16 

NP  149750  1 

28  7R 

0  9%5 

20 

2008-08-13-09  1846  1846  3  oul 

2110  1 

1  484 

0  37 

2  19 

344 

0 

Nosema 

1 

ASIQLKEIEMQHNNIVSR 

18 

AAT122%  1 

chromosome  segiagation  protein 

0  9899 

29 

2008-08-13-09  2159  2159  3  out 

2544  3 

1  36 

0  51 

2  12 

154 

0 

ABPVIABPV 

2 

PlTKLMCPfcTVSNNVSIWWKW 

22 

AA074623  1 

capsid  protem 

0  9988 

16 

2008-08  13-09  1690  1690  3  out 

1857 

1  258 

0  37 

2  11 

442 

0 

live 

1 

ASASIGAC  M  KGVF IIF  NK 

18 

NP  149833  1 

37  OR 

0  9916 

1 

2008-08-13-09  1192  1192  1  out 

700  5 

1  05 

02 

2  08 

418 

0 

Nosema 

1 

VXDIIK 

6 

ABM26977  1 

RNA  polymerase  II  largest  subunri 

1 

28 

2008-08-13-09  1077  1077  3  out 

2496  1 

0  116 

0  51 

2  03 

134 

0 

Nosema 

1 

SPDVFDTEAVYEKFKM*CNNDK 

22 

AB069725  1 

unknown 

0  9935 

14 

2008-08-13-09  314  314  3  out 

1795  9 

1  489 

0  47 

2  01 

167 

1  79  2 

Nosema 

1 

NKLDCKFEGPYQIIK 

15 

ABE26648  1 

pol  polyprotem 

0  9987 

7 

2008-08-13-09  4  642  4  64  2  3  oul 

1726  9 

1  055 

0  51 

1  95 

208 

0  693 

l(V6 

1 

glgttkhedvpkjfgk 

16 

NP  149508  1 

0451 

h  1 

17 

2008-08-13-09  1088  1088  3  out 

1986  9 

1  954 

0  36 

1  93 

1% 

0  693 

Nosema 

1 

AEVRSMTETSWNQET1K 

19 

ABE26654  1 

pol  polyprotem 

0  9918 

25 

2008-08  13-09  1955  1955  3  out 

236  1  2 

1  666 

052 

1  74 

263 

0 

Nosema 

1 

AWVEVSDNTPTGVASQMKKNK 

21 

AB069713  1 

Sec61  alpha 

0  9988 

13 

2008-08-13-09  1172  1172  3  out 

1784  9 

0  19 

0  39 

1  73 

94 

2  079 

Nosema 

1 

IFENIWIGF  SGISGDAK 

17 

AAF91269  1 

20S  proteasome  alpha  5  subuntt 

0  9999 

21 

2008-08-13-09  2024  2024  3  out 

2124  1 

1  887 

0  52 

1  68 

69 

1  099 

Nosema 

1 

TGYCPVMDLGSHHVPAK1AK 

20 

AAS16360  1 

translation  elongation  factor  1  alpha 

0  9995 

27 

2008-08-13-09  1  848  184  8  3  out 

2419  4 

1  892 

044 

1  68 

254 

0 

Nosema 

1 

KLMVAGGIVIWVAVTVSAWFFT 

24 

ABV48892  1 

hypothetical  spore  wall  protem 

0  9902 

11 

2008-08-13-09  1379  1379  3  oul 

1776  9 

1  16 

04 

1  63 

279 

0 

lfV6 

1 

EDNFNTVGGSKIW1GK 

17 

NP  149538  1 

0751 

0  9989 

26 

2008-08- 13-09  1632  1632  3  out 

2398  1 

1  587 

0  46 

1  63 

229 

0 

IIV6 

1 

YM’YYTCGKDGNILMDANGKPK 

22 

NP  149500  1 

037L 

0  9975 

23 

2008-08-13-09  1030  1030  3  out 

2249  2 

0  607 

041 

1  62 

192 

0 

IJV6 

1 

HVHTIHHYLVRNYRYIK 

17 

NP  149537  1 

074  R 

1 

24 

2008-08-13-09  1930  1930  3  out 

2  3  34  2 

1  397 

0  46 

1  62 

80 

0 

IIV6 

1 

HPTLKDDQI  YD  S  YLAE  KGL  K 

20 

NP  149618  1 

155L 

0  994 

18 

2008-08-13-09  1516  1516  3  out 

2058 

0  46 

0  43 

1  57 

278 

0 

Nosema 

1 

WENYVSSDVDttCEAM'R 

19 

AA854170  2 

Hypothetical  protem  C44E4  2 

0  9%  3 

B-29 
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Sr  No 
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XCOfT 

Sp 
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No 
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AA 

ID# 

Protein 

PP 

38 

2008-08-15-01  1989  1989  2  out 

V90  9 

0  003 

0  67 

3  16 

698 

0 

Nosema 

1 

SYELPDGQV1K1GSER 

16 

AAB86863  1 

actm 

0  9952 

15 

2008-08-15-01  1449  1449  2  out 

1156  7 

0  084 

0  68 

2  83 

702 

0 

KBV IKBVIK  BV!K  BVIK  BVfKBV 

6 

iGPtSEVASGVK 

12 

ABN49472  1 

VP4  protein 

1 

35 

2008-08-15-01  2061  2061  2  out 

1614  9 

0  606 

0  38 

2  82 

722 

0 

10/6 

1 

T1LTTKVQNINIEK 

14 

UP  149513  1 

050L 

0  9505 

37 

2008-08-15-01  1526  1526  3  out 

1776  9 

1  226 

0  58 

2  27 

204 

0 

Nosema 

1 

MVCEDCNNRQPV1KK 

15 

AAD12605  1 

RNA  polymerase  1  largest  subunit 

0  9786 

8 

2008-08-15-01  682  682  2  out 

998  6 

1  484 

0  38 

2  22 

368 

0 

HV6 

1 

IELLNQIR 

8 

NP  149777  1 

314L 

0  9784 

21 

2008-08  15-01  944  944  2  out 

1344  7 

1  63 

0  28 

2  15 

305 

0 

trve 

1 

IENENNLEEIK 

11 

NP  149776  1 

3131 

0  9925 

29 

2008  08  15-01  1014  1014  3  out 

1495  8 

0  377 

03 

2  01 

219 

0  693 

IFV6 

1 

TKSVSLVYEDLNK 

13 

NP  149848  1 

385L 

0  9766 

11 

2008-08-15-01  1066  1066  2  out 

1074  5 

1  11 

034 

1  99 

450 

0 

Nosema 

1 

ENNVADGLSR 

10 

ABE26651  1 

poJ  potyprotem 

0  9846 

28 

2008-08  15-01  552  552  3  out 

1469  7 

1  257 

0  48 

1  98 

305 

0 

Nosema 

1 

DFDGES1AAIIYR 

13 

AAB 54170  2 

Hypotheticel  protein  C44E4  2 

0  9989 

13 

2008-08-15-01  2032  2032  2  out 

1102  7 

0  571 

05 

1  95 

539 

0 

Nosema 

1 

PLKSIILYR 

9 

AB069724  1 

unknown 

0  9849 

31 

2008-08-15-01  2834  28  34  3  out 

1515  7 

0  719 

0  56 

1  95 

394 

0 

Nosema 

1 

fWHHTFYNELR 

11 

AAB86863  1 

actm 

0  9928 

36 

2008-08-15-01  2192  2192  2  out 

164  8  8 

0  608 

0  35 

1  95 

190 

0  693 

KV6 

1 

ETTNEEVNIDEIDK 

14 

NP  149901  1 

438L 

0  9692 

1 

2008-08  15-01  1282  1282  2  out 

700  5 

0  352 

0  33 

1  94 

365 

0 

Noseme 

1 

VXDliK 

6 

ABM26  977.1 

RNA  polymerase  II  largest  subunit 

0  9967 

9 

2008-08-15-01  860  860  2  out 

1016  5 

1  294 

0  31 

1  84 

249 

0 

IIV6 

1 

FMKNFDSK 

8 

NP  149843  1 

380R 

0%27 

10 

2008-08-15-01  1181  1181  3  out 

1070  6 

0  625 

0  33 

1  83 

404 

0 

tfV6 

1 

LLWDWIPK 

8 

NP  149515  1 

052R 

0  9736 

16 

2008-08-15-01  19%  19%  2  out 

1229  7 

0  993 

04 

1  83 

494 

0 

10/6 

1 

EIQLMKNILK 

10 

NP  149723  1 

260R 

0  971 

14 

2008-08  1  5-01  1946  1  946  2  out 

11436 

0  712 

054 

1  82 

779 

0 

NosemaiNosema 

2 

LAVNMVPFPR 

10 

AAN35161  1 

beta -tubulin 

0  9943 

46 

2008-08  15-01  2098  2098  3  out 

2169  2 

1  664 

034 

1  79 

360 

0 

10/6 

1 

IDADLQGNGMVEIfKALIKK 

20 

NP  149618  1 

155L 

0  9949 

30 

2008-08-15-01  2387  2387  2  out 

1500  7 

0  567 

0  45 

1  73 

225 

0 

IIV6 

1 

DOM’AASYLEGKER 

14 

NP  14%35  1 

1721 

0  9928 

7 

2008-08  15-01  370  370  2  out 

997  6 

061 

0  37 

1  7 

1% 

0  693 

Nosema 

1 

HFGVRLLR 

8 

AAU11093  1 

unknown 

0  9823 

48 

2008-08-15-01  2481  2481  3  out 

2332  1 

1  829 

0  48 

1  7 

373 

0 

10/6 

1 

M’NNYSLLEDNPESPYFGWK 

21 

NP  149891  1 

428L 

0  9765 

2 

2008-08-15-01  1332  1332  2  out 

764  4 

0  61 

0  38 

1  68 

358 

0 

HV6 

1 

NAJFATK 

7 

NP  149829  1 

366R 

1 

17 

2008-08-15-01  1454  1454  2  Out 

1264  7 

1  029 

0  57 

1  66 

337 

0 

10/6 

1 

INGLOSEYK 

11 

NP  149758  1 

295L 

0  9923 

24 

2008-08-15-01  695  695  3  out 

1388  6 

1  4 

0  46 

1  66 

50 

2  485 

10/6 

1 

DFSGFSGGGMIGEK 

14 

NP  149722  1 

259R 

0  9989 

6 

2008-08-15-01  64  64  2  out 

940  6 

0  634 

0  37 

1  61 

247 

0 

10/6 

1 

EWIKKPK 

8 

NP  149902  1 

4391 

0  957 

34 

2008-08-15-01  1006  1006  3  out 

1604  9 

0  177 

04 

1  61 

114 

0 

KBV|KBV)KBV]KBV 

4 

LEIFFEPGSIPTVR 

14 

YP  308662  1 

VP2 

0  9993 

41 

2008  08-15-01  1472  1472  3  out 

1%5  1 

0  89 

0  37 

1  6 

253 

0 

10/6 

1 

EAPVKLCDAL  L  P  WNNNR 

18 

NP  149647  1 

i84R 

0  9991 

19 

2008  08-15-01  1955  1955  2  out 

1297  8 

0  454 

042 

1  56 

465 

0 

10/6 

1 

VQiAKIPIM'LR 

12 

NP  149891  1 

428L 

0  9757 

23 

2008-08  15-01  416  416  3  out 

1385  7 

1  493 

0  44 

1  54 

119 

0  693 

NosemaiNosema 

2 

ISDQFSVMFRR 

11 

AAN35161  1 

beta-tubulm 

0  %09 

32 

2008-08-15-01  3090  3090  3  out 

1562  8 

0  407 

0  38 

1  54 

166 

0 

live 

1 

GFFCLGSALTFLMR 

14 

NP  149562  1 

099L 

0  9885 

25 

2008-08-15-01  2766  2766  3  out 

1406  8 

1  121 

043 

1  53 

90 

0  693 

10/6 

1 

TFRT1ILDHYK 

11 

NP  149485  1 

0221 

0  9642 

45 

2008-08-15-01  2246  2246  3  out 

2097  1 

1  442 

0  45 

1  53 

111 

0 

IIV6 

1 

ENVFKNCFTW1LDQSLK 

18 

NP  149798  1 

335L 

0  97 

42 

2008-08-15-01  1538  1538  3  out 

1%9 

1  912 

0  37 

1  52 

244 

0 

IIV6 

1 

RSLFSCLM’SUSTPIER 

18 

NP  149465  1 

002R 

0  9831 
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13 

2008-08  15-02  1444  1444  2  out 

1156  7 

0  575 

0  76 

3  53 

838 

0 

KBVtKBVl  KBVIKBViK  BV|t 

6 

IGP1SEVASGVK 

12 

ABN49472  1 

VP4  protein 

1 

50 

2008-08  16-02  1982  1982  2  out 

1790  9 

0311 

0  66 

3  52 

716 

0 

Nosema 

1 

SYELPDGQVIKIGSER 

16 

AA686863  1 

actm 

0  9914 

45 

2008-08-15-02  2058  2058  2  out 

1614  9 

1  276 

047 

3  45 

857 

0 

lfV6 

1 

T1LTTKVQNINIEK 

14 

NP  149513  1 

05  CL 

0  9907 

52 

2008-08-15-02  1648  1648  3  out 

1827  9 

1  205 

045 

254 

445 

0 

IIV6 

1 

ENKNLFIPDTDPPLSK 

16 

NP  149750  1 

287R 

0  9814 

1 

2008-08  15-02  183  183  2  out 

783  5 

0  029 

0  36 

2  33 

592 

0 

lAPVliAPV 

2 

HVITWK 

6 

YP  001040003  1 

structural  polyprotem 

0  9969 

25 

2008-08-15-02  974  974  2  out 

1344  7 

1  595 

0  26 

23 

307 

0  693 

irs/6 

1 

IENENNLEEIK 

11 

NP  149776  1 

31 3L 

0  9935 

38 

2008-08-15-02  2604  2604  3  out 

1515  7 

0  78 

0  53 

229 

513 

0 

Note  mi 

1 

FWHHTFYNELR 

11 

AAB86B63  1 

actm 

0  9748 

29 

2008-08-15-02  3150  3150  3  out 

1384  7 

0  824 

0  33 

222 

212 

0  693 

KBV)  KBV 

2 

GM'PEFPTIYVSK 

13 

NP  851403  1 

non-structural  polyprotem 

0  9882 

22 

2008-08  15-02  2087  2087  2  out 

1268  6 

1  638 

043 

22 

355 

0  693 

HV6 

1 

dkmqiyvedk 

10 

NP  149676  1 

213R 

0  9609 

8 

2008-08-15-02  880  880  2  out 

1000  6 

0  504 

0  41 

2  14 

276 

0 

Nosema 

1 

EVAVATAIVK 

10 

ABE26648  1 

pol  potyprotem 

0  9918 

46 

2008-08-15-02  1  754  1755  2  out 

1630  8 

0  754 

0  34 

2  13 

445 

0 

lfV6 

1 

QENMLIESHNM-LR 

14 

NP  149463  1 

468L 

0  9874 

41 

2008-08-15-02  2351  2351  2  out 

1579  9 

0  532 

0  29 

2  02 

698 

0 

lfV6 

1 

FLRETVGVLFKOR 

13 

NP  149770  1 

30  7L 

0  9956 

5 

2008-08-15-02  959  959  2  out 

928  6 

0  828 

0  25 

201 

376 

0 

IIV6 

1 

AILRLNTK 

8 

NP  149883  1 

420R 

0  9956 

37 

2008-08-15-02  418  418  3  out 

1500  7 

0  345 

051 

1  99 

336 

0 

Nosema 

1 

ELVTSDENM'KYR 

13 

ABY49795  1 

hypothetical  spore  wall  protein  13 

0  9553 

34 

2008-08-15-02  916  916  2  out 

1447  8 

0  457 

027 

1  97 

333 

0 

irv6 

1 

RFSGVTDVNIVK 

13 

NP  149699  1 

236L 

0  9826 

15 

2008-08-15-02  12  12  2  out 

1171  6 

1  876 

0  59 

1  94 

338 

0 

Nosema 

1 

HKGVMVGMGOK 

11 

AAB86863  1 

actm 

0  9976 

49 

2008-08  15-02  1259  1259  3  out 

1784  9 

0  551 

0  39 

1  89 

112 

1  609 

Nosema 

1 

IFENIVMGFSGISGDAK 

17 

AAF91269  1 

20S  proteasome  alpha  5  subunit 

0  97% 

6 

2008-08-15-02  588  588  2  out 

94  3  5 

1  374 

034 

1  88 

289 

0 

>V6 

1 

HLDDNLK 

8 

NP  149769  1 

306  R 

0  9921 

39 

2008-08-15-02  2160  2160  2  out 

1524  9 

1  368 

0  33 

1  88 

458 

0 

irv6 

1 

SLGWNEQLKVNPK 

14 

NP  14985  9  1 

3%L 

0  9973 

54 

2008-08-15-02  2337  2337  2  out 

194  7  8 

1  607 

047 

1  85 

163 

0 

Nosema 

1 

FNEQCGREM'EVLMSMK 

17 

A8V4890Q  1 

hypothetical  spore  wall  protein 

0  9968 

4 

2008-08  15-02  1666  1666  2  out 

880  5 

1  635 

0  35 

1  82 

281 

0 

live 

i 

NFVKMNK 

7 

NP  149902  1 

439L 

0  9933 

7 

2008-08-15-02  372  372  2  out 

989  5 

0  101 

0  28 

1  82 

617 

0 

irv6 

1 

DKKLNESR 

8 

NP  14  9639  1 

176R 

0  9924 

11 

2008  -08  15-02  1174  1174  2  out 

1070  6 

0  989 

0  35 

1  82 

628 

0 

lfV6 

1 

LLWDWIPK 

8 

NP  149515  1 

052R 

0  9776 

57 

2008-08  15-02  2823  2823  3  Out 

2320  2 

1  947 

041 

1  79 

144 

0 

live 

1 

ehkldsyslnfvakhflgsk 

20 

NP  149500  1 

0371 

0  9542 

30 

2008-08-15-02  1990  1990  2  oul 

138/  8 

0  466 

0  37 

1  78 

389 

0  693 

Ws 

1 

FVGADWILEPII 

13 

NP  149910  1 

4471 

0  991 

9 

2008-08-15-02  2075  2075  2  out 

1032  6 

0  666 

0  34 

1  76 

264 

0 

VDV1 

1 

IDMGUNIR 

9 

ACF24764  1 

polyprotem 

0  9578 

56 

2008-08-15-02  2097  2097  3  out 

21692 

0  316 

0  42 

1  75 

361 

0 

irve 

1 

idadlqgngmveukalikk 

20 

NP  14%181 

1551 

0  9801 

2 

2008-08  15-02  131  131  2  out 

789  5 

0  282 

0  35 

1  74 

238 

0 

Nosema 

1 

KSIEKGK 

7 

ABE26653  1 

pol  polyprotem 

0  9831 

35 

2008-08  15-02  2090  2090  2  out 

1458  8 

1  176 

0  34 

1  7 

81 

0 

IIV6 

1 

QTRVTINEEIQK 

12 

NP  149561  1 

098R 

0  9779 

43 

2008-08-16-02  1488  1488  2  out 

15%  8 

0  44 

0  49 

1  69 

145 

0 

Nosema 

1 

EARFNEIKSEM'AR 

14 

BAC 15534  1 

elongation  factor  1  alpha 

0  %24 

28 

2008-08-15-02  2112  2112  2  out 

1380  6 

0  517 

0  37 

1  68 

101 

0  693 

live 

1 

mlyycyfhlk 

10 

NP  149766  1 

30  3R 

0  9667 

16 

2008-08  1  5-02  24  93  24  9  3  2  out 

1178  6 

0  683 

0  39 

1  67 

248 

0 

ABPVABPVABPVA8PV 

4 

NVTWQINSKK 

11 

NP  066242  1 

capsid  protein 

0  9786 

20 

2008-08-15-02  6  54  6  54  3  out 

1244  7 

1  091 

04 

1  67 

210 

0 

lfV6 

1 

emlllpnesak 

11 

NP  149674  1 

21 1 L 

0  9752 

19 

2008-08  15-02  1599  1599  2  out 

1228  7 

0  359 

0  51 

1  66 

365 

0 

HV6 

1 

rikqgewlak 

10 

NP  149624  1 

161L 

0  9777 

26 

2008-08  15-02  1677  1677  2  out 

1366  7 

1  415 

0  36 

1  61 

512 

0 

lfV6 

1 

INLVLFDHHCR 

11 

NP  1498181 

355R 

1 

40 

2008-08  15-02  1257  1257  2  out 

1559  8 

1  544 

0  42 

1  61 

80 

1  386 

lfV6 

1 

wdetqqllykfk 

13 

NP  149668  1 

205R 

0  994 

33 

2008-08-15-02  2147  2147  2  out 

1429  6 

0  983 

041 

1  6 

244 

0 

IIV6 

1 

rtettidewcsk 

13 

NP  149633  1 

170L 

0  9675 

44 

20 08-08  16-02  2274  2274  3  out 

1604  9 

1  959 

047 

1  57 

149 

0  693 

UV6 

1 

DLWQRILETRM’K 

13 

NP  149548  1 

085L 

0  988 

53 

2008-08- 15-02  234  0  234  0  2  out 

1911  9 

0  642 

04 

1  56 

239 

0 

svisvisv 

3 

ME  NIRAGMYDAEVG  SLR 

17 

NP  049374  1 

polyprotem 

0  9575 

36 

2008-08- 15-02  1473  1473  2  out 

1485  9 

0  305 

05 

1  55 

520 

0 

Nosema 

1 

ISRRLTFIPLNR 

12 

AAT122%  1 

chromosome  segregation  protein 

0  9874 

21 

2008-08  15-02  1433  1433  2  out 

1264  7 

0  45 

0  53 

1  54 

421 

0 

lfV6 

1 

INGLIDISEYK 

11 

NP  149758  1 

295L 

0  9977 

47 

2008-08-15-02  1983  1983  2  out 

1763  1 

0419 

0  45 

1  53 

310 

0 

Nosema 

1 

rmfviavtvlflitk 

15 

AA128057  1 

AF406785  6  celmodulm-dependent  protein  kinase 

0  9975 

B-30 
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43 

2008-08-1 8-0 1  1491  1491  2  out 

1156  7 

0  063 

0  68 

2  78 

694 

0 

KBV|KBV1KBV)KBV1KBV| 

6 

IGPlSEVASGVK 

12 

A8N4  94  72  1 

VP4  protein 

1 

80 

2008  -08  18  01  2114  2114  2  out 

1614  9 

0412 

0  28 

226 

757 

0 

live 

1 

T1LTTKVQNINIEK 

14 

NP  149513  1 

050L 

0  9808 

77 

2008-08-18  01  2476  2477  2  out 

1579  9 

0 

0  51 

22 

760 

0 

irve 

1 

FLRE7VGVIFKDR 

13 

NP  149770  1 

307L 

0  9893 

22 

2008-08-18-01  743  743  2  out 

928  6 

0  764 

0  22 

2  14 

308 

0 

irve 

1 

AJLRLNTK 

8 

NP  149883  1 

420R 

0  9894 

62 

2008-08-18-01  803  8032  out 

1344  7 

1447 

0  3 

2  09 

320 

0 

live 

1 

ENENNLEEIK 

11 

NP  149776  1 

313L 

0  9574 

68 

2008-08-18-01  1308  1308  2  out 

1475  6 

0  824 

0  23 

2  08 

442 

1  386 

lfV6 

1 

EMNNTCSSGYLTR 

13 

NP  149930  1 

467R 

0  9915 

11 

2008-08  18-01  857  857  2  out 

801  5 

0  638 

0  26 

206 

623 

0 

BQCV 

1 

DLDLWK 

7 

NP  620564  1 

nonstoictural  polyprotein 

0  9751 

83 

2008-08  18-01  2375  2375  2  out 

164  8  8 

0  373 

0  39 

206 

311 

0 

live 

1 

ETTNEEVNIDEIDK 

14 

NP  149901  1 

438L 

0  954 

94 

2008-08-18-01  2204  2204  2  out 

2169  2 

1  337 

0  59 

2  05 

137 

1  099 

WV6 

1 

idadlqgngmveiikajjkk 

20 

NP  14%  1 8  1 

1S5L 

0  %85 

8 

2008-08-18-01  26  26  2  out 

778  4 

0  702 

0  15 

2  01 

163 

1  792 

NosemalNosemalNosema 

3 

KLDM’GAK 

8 

ABM26981  1 

RNA  polymerase  II  largest  subunit 

0  9863 

79 

2008-08-18-01  2913  2913  2  out 

1613 

1  693 

0  34 

2 

297 

0 

l(V6 

1 

iwigkagtgkstlir 

16 

NP  149538  1 

0751 

0  9726 

66 

2008-08-18-01  2712  2712  2  out 

1426  7 

1  648 

0  53 

1  % 

228 

0 

irve 

1 

S1DUMYEVSEK 

12 

NP  1494  85  1 

022 L  ^ 

0  %73 

72 

2008-08  18-01  2847  2847  3  out 

1515  7 

0619 

0  62 

1  % 

719 

0 

Nosema 

1 

IWHHTFYNELR 

11 

AAB86863  1 

act  in 

0  %11 

23 

2008-08-18-01  1137  1137  2  Out 

930  5 

029 

0  48 

1  94 

390 

0 

tfV6 

1 

EAlDfLEK 

8 

NP  14%24  1 

1611 

0  9864 

27 

2008-06-18-01  1485  1485  2  out 

992  7 

1  441 

0  38 

1  94 

261 

0  693 

Nosema 

1 

LLLSKYKK 

8 

AB069722  1 

unknown 

0  9956 

1 

2006-08  16-01  1234  1234  1  out 

700  5 

1  059 

0  14 

1  89 

405 

0 

Nosema 

1 

VXD!  IK 

6 

ABM26977  1 

RNA  polymerase  11  largest  subunit 

1 

3 

2008-08-18-01  663  663  2  out 

7184 

0  871 

0  37 

1  88 

327 

0 

IIV6 

1 

QTINDK 

6 

NP  149843  1 

380R 

0  9887 

73 

2008-08  18-01  2276  2277  2  out 

1524  9 

1  764 

0  39 

1  85 

406 

0 

irve 

1 

SIGWNE  QLKVNPK 

14 

NP  149859  1 

3%L 

0  9879 

56 

2008-08-18-01  14%  1497  2  out 

1264  7 

064 

0  48 

1  81 

367 

0 

ifV6 

1 

INGLIDISEYK 

11 

NP  149758  1 

295  L 

0  9975 

35 

2008-08-18-01  2109  2109  2  out 

1102  7 

0  469 

0  45 

1  78 

539 

0 

Nosema 

1 

PLKSHLYR 

9 

A8Q69724  1 

unknown 

0  9892 

33 

2008-08-18-01  870  870  2  out 

1074  4 

0  249 

0  18 

1  76 

172 

0  693 

live 

1 

MMKNWEWK 

10 

NP  149838  1 

375R 

0  9935 

29 

2008-08-18-01  2105  2105  2  out 

1027  5 

1  398 

0  3 

1  75 

664 

0 

live 

1 

YKPYVTEK 

8 

NP  149475  1 

0121 

0  9951 

48 

2008-08-18-01  2140  2140  2  out 

1205  7 

0  865 

0  27 

1  75 

242 

0 

live 

1 

VDVS1 QTKTVK 

11 

NP  14%55  1 

■192R 

1 

59 

2008-08  18-01  2312  2312  2  out 

1285  7 

1  174 

0  42 

1  75 

1251 

0 

HV6 

1 

eaqkiekignr 

11 

NP  14  96 1 2  1 

149L 

0  9922 

82 

2008-08-18-01  1310  1310  2  out 

1631  8 

0  498 

041 

1  75 

155 

0  693 

live 

1 

IDADiQGNGM  "VE  UK 

16 

NP  14%18  1 

15SL  H 

0  9906 

74 

2008-08-18-01  1649  1649  2  out 

1534  8 

0  523 

0  39 

1  73 

737 

0 

Nosema 

1 

MPFGLVNGPATFQR 

14 

ABE266S5  1 

pol  polyprotein 

0  9919 

14 

2008-08  18  01  702  702  2  out 

839  4 

1  827 

02 

1  71 

289 

0  693 

KBV1KBV 

2 

EGYSKQK 

7 

NP  851403  1 

non-structuril  polyprotein 

0  9589 

9 

2008-08-18-01  320  320  2  out 

781  4 

1  768 

02 

1  7 

747 

0 

IIV6 

1 

FINM'IK 

7 

NP  149674  1 

21 1 L 

0  9773 

32 

2008-08  18-01  1415  1416  2  out 

1071  6 

0  262 

0  27 

1  68 

445 

0 

irve 

1 

GKVEIFHNK 

9 

NP  149917  1 

454R 

0  9931 

52 

2008-08-18-01  1928  1928  2  out 

1234  7 

0  245 

0  24 

1  68 

645 

0 

Nosema 

1 

YPTLVSKVLSK 

11 

ABE26653  1 

pol  polyprttfem 

0  %07 

70 

2008-08  18-01  2368  2368  2  out 

1507  9 

1  379 

0  23 

1  68 

102 

0 

Nosema 

1 

IMIPKFSFINGLK 

13 

ABY497%  1 

hypothetical  spore  wall  protein  14 

0  9953 

89 

2008-08-18-01  2440  244  0  2  out 

1947  8 

1  584 

0  48 

1  68 

151 

0 

Nosema 

1 

FNEQCGREM’EVIMSMK 

17 

ABV48900  1 

hypothetical  spore  wall  protein 

0  9827 

55 

2008-08-18-0  1  948  94  8  2  out 

1258  7 

0  74 

0  42 

1  67 

273 

0 

live 

1 

NKSPLLNESEK 

11 

NP  149523  1 

060  L 

0  9881 

7 

2008-08-18-01  431  431  2  out 

757  5 

0  325 

021 

1  65 

346 

0 

Nosema 

1 

INELIR 

6 

ABQ69723  1 

unknown 

0  9711 

25 

2008-08  18-01  2075  2075  2  out 

94  7  5 

0  229 

034 

1  64 

465 

0  693 

Nosema 

1 

NFIPDVSR 

8 

ABE26651  1 

pol  polyprotein 

0  9958 

37 

2008-06-18-01  1456  I486  2  out 

1113  7 

1  077 

0  24 

1  64 

236 

0 

live 

1 

FIHLLTNKK 

9 

NP  149485  1 

022  c 

0  9949 

69 

2008-08-18-0  1  249  0  2490  2  out 

1500  7 

0  586 

0  46 

1  63 

271 

0 

live 

1 

DDM-AASYlEGKER 

14 

NP  149635  1 

1721 

0  9938 

58 

200808-18  01  2091  209^  2  out 

1270  8 

0  35 

0  29 

1  62 

278 

0 

Nosema 

1 

NINTVKEVUK 

11 

A8V48897  1 

hypothetical  spore  wall  protein 

0  9974 

76 

2008-08*18-01  2415  2415  2  out 

1559  8 

0  13 

0  25 

1  62 

170 

0 

IIV6 

1 

M'DETOQLLYKFK 

13 

NP  149668  1 

205R 

0  9608 

78 

2008-08  18  01  1556  1556  2  out 

15%  8 

0  583 

0  45 

1  61 

105 

0 

Nosema 

1 

EARFNEIKSEM*AR 

14 

BAC 155  34  1 

elongation  factor  1  alpha 

0  %83 

42 

2008-08-18-01  1092  1092  2  out 

1146  6 

0  035 

0  29 

1  6 

430 

0 

Nosema 

1 

LSKEMNRIR 

9 

ABY49795  1 

hypothetical  spore  wall  protein  13 

0  9864 

47 

2008-08-18-01  1799"  1799  2  out 

1195  7 

1  273 

0  38 

1  58 

120 

0 

IIV6 

1 

KFITENKTSK 

10 

NP  149525  1 

062. 

0  %98 

41 

2008-0 8  18-01  204  8  204  8  2  out 

1145  6 

1  575 

031 

1  56 

256 

0  693 

Nosema 

1 

EGKKNNLQSK 

10 

ABM26979  1 

RNA  polymerase  II  largest  subunit 

0  9B47 

85 

2008-06-18-01  2124  2124  2  out 

1693  9 

0  482 

0  35 

1  55 

336 

0 

Nosema 

1 

VGNLQYMRSKIDAAK 

15 

AAT122%  1 

chromosome  segregation  protein 

0  97 

46 

2008-08  18-01  1223  1223  3  out 

1190  6 

0  632 

0  46 

1  54 

146 

1  099 

Nosema 

1 

NELQAFIDIK 

10 

ABE27268  1 

unknown 

0  9968 

51 

2008-08-18-01  1673  1673  2  out 

1228  7 

051 

0  35 

1  53 

239 

0 

IIV6 

1 

RIKQGEWLAK 

10 

NP  149624  1 

161L 

1 

87 

200808-18-01  2219  2219  2  out 

1746  8 

0  148 

0  39 

1  53 

186 

0  693 

IIV6 

1 

NCQEKETIYSDNFR 

14 

NP  149500  1 

037L 

0  9946 

26 

200808-180  1  2819  2819  2  out 

953  5 

0  02 

0  45 

1  52 

217 

0 

live 

1 

NQKSVFCK 

8 

NP  149485  1 

0221 

0  9861 

63 

200808-18-01  2259  2259  2  out 

1355  7 

1  616 

0  28 

1  52 

94 

1  099 

live 

1 

QLSVDSSVETYk 

12 

NP  149530  1 

067  R 

1 

6 

200808  18-01  918  918  2  out 

736  5 

0  527 

0  52 

1  51 

194 

0 

live 

1 

IIIIHK 

6 

NP  149680  1 

2171 

0  9502 

> 
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Sf  No 

Filt  Nam# 

*M 

*Cn 

XCOfT 

Sp 
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No 

Peptide 

AA 

ID# 

Protatn 

PP 

48 

2008-08-18-02  2676  2676  3  out 

1515  7 

0  831 

0  52 

2  95 

654 

0 

Nosama 

1 

IWHHTFYNELR 

11 

AAB86863  1 

act  in 

0  9588 

22 

2008-08-18-0  2  95  95  2  out 

1171  6 

0  589 

0  64 

2  76 

734 

0 

Nosema 

1 

hkgvmvgmgqk 

11 

AA886863  1 

act  in 

0  9926 

41 

2008-08-1802  2022  2022  2  out 

1384  8 

1  369 

0  23 

25 

391 

0 

live 

1 

FVGADWUEPII 

13 

NP  149910  1 

44  7L 

0  9809 

4 

2008-08-18-02  327  327  2  out 

783  5 

0  257 

0  45 

2  28 

583 

0 

IAPV1IAPV 

2 

HVLTWK 

6 

YP  001040003  1 

structural  polyprotem 

0  9767 

31 

2008-08-18-02  2838  2838  2  out 

1269  6 

0  694 

0  17 

226 

325 

0 

Nosema 

1 

GGMREYCVRAK 

11 

AAB62549  1 

glutamyMRNA  synthetase 

0  9921 

57 

2008-08-18-02  2163  2163  2  out 

1614  9 

043 

0  27 

2  16 

385 

0 

UV6 

1 

T1LTTKVQNINIEK 

14 

NP  149513  1 

050L 

0  9649 

56 

2008-08-18-02  2925  2925  3  out 

1611  9 

1  068 

0  54 

2  15 

568 

0 

live 

1 

IVREAEV1ERE.R 

13 

NP  149695  1 

232R 

0  9779 

30 

2008-08-18-02  2207  2207  2  out 

1268  6 

1  596 

0  32 

2  13 

420 

0  693 

live 

1 

DKMGIYVEDK 

10 

NP  149676  1 

213R 

0  9853 

39 

2008-08-18-02  1056  1056  2  out 

1344  7 

1  536 

0  3 

2  1 

478 

0 

live 

1 

IENENNLEEIK 

11 

NP  149776  1 

313L 

0  9897 

21 

2008-08-18-02  1084  1  084  2  out 

1164  5 

0  633 

0  22 

206 

504 

0 

Nosema 

1 

NOCLTEDNK 

10 

A8Y49795  1 

hypothetical  sport  wall  protein  13 

0  9872 

70 

2008-08-18  02  2208  2208  2  out 

2169  2 

1  319 

064 

204 

246 

0 

live 

1 

IDADIQGNGMVEIIKALIKK 

20 

NP  149618  1 

155L 

0  952 

1 

2008-08-18-02  1288  1288  1  out 

700  5 

1  036 

022 

2  02 

397 

0 

Nosema 

1 

VXOIIK 

6 

ABM26977  1 

RNA  polymerase  II  largest  subunit 

1 

17 

2008-08-18-02  1233  1233  2  out 

1070  6 

0  254 

0  35 

2  01 

600 

0 

IIV6 

1 

LLWDWLPK 

8 

NP  149515  1 

052R 

0  9866 

25 

2008-08-18-02  2172  2172  2  out 

1205  7 

1  896 

03 

2 

366 

0 

live 

1 

vdvstqtktvk 

11 

NP  149655  1 

192R 

096 

53 

2008-08-18-02  2489  2489  2  out 

1579  9 

0  012 

0  48 

2 

783 

0 

live 

1 

FLRETVGVIFKDR 

13 

NP  149770  1 

307L 

0  9936 

11 

2008-08-18-02  2666  2666  2  out 

994  4 

0  761 

025 

1  97 

151 

1  609 

KBV1KBVIK8V 

3 

MNNEALM'R 

9 

YP  308663  1 

VP  3 

0  9847 

46 

2008-08-18-02  1558  1558  2  out 

1485  9 

0  585 

0  38 

1  95 

526 

0 

Nosema 

1 

ISRRLTFIPLNR 

12 

AAT12296  1 

chromosoma  segregation  protem 

0  994 

18 

2008-08-18-02  2126  2126  2  out 

1102  7 

0  46 

0  45 

1  92 

575 

0 

Nosema 

1 

PLKSIILYR 

9 

AS 069  724  1 

unknown 

0  9824 

51 

2008-08-18-02  2966  2966  3  out 

1536  9 

1  946 

0  55 

1  91 

212 

0 

Nosema 

1 

NDLVYWGFLNKR 

13 

ABE 2664 9  1 

pot  potyprotain 

1 

20 

2008-08-18-02  1748  1748  2  out 

1160  6 

0  711 

0  26 

1  9 

238 

0  693 

KBV1KBV 

2 

ITVENALGESK 

11 

NP  851403  1 

non-struclural  polyprotain 

0  9841 

44 

2008-08-18-02  2721  2721  2  out 

1426  7 

0  438 

04 

1  9 

250 

0 

lfV6 

1 

SIDUMYEVSEK 

12 

NP  1494  85  1 

022L 

1 

42 

2008-08-18-02  3200  3200  3  out 

1388  6 

1  319 

0  39 

1  87 

268 

0 

live 

1 

DFSGFSGGGMIGEK 

14 

NP  149722  1 

259R 

0  969 

72 

2008-08-18-02  2632  2632  3  out 

2332  1 

0  32 

0  52 

1  86 

237 

0 

UV6 

1 

M*NNYSLLEDNPE  spyfgwk 

21 

NP  149891  1 

4281 

0  9649 

24 

2008-08-18-02  3941  394  1  3  out 

1190  7 

1  543 

036 

1  83 

104 

1  609 

live 

1 

WDQALRFDK 

10 

NP  149691  1 

2281 

0  9913 

38 

2008-08-18-02  1955  1955  2  out 

1327  8 

1  109 

0  25 

1  83 

241 

0 

svisv 

2 

VWNVRRAVS  IK 

11 

AAK16263  1 

potyprotain 

0  9943 

14 

2008-08-18-02  3437  3437  2  out 

1030  6 

0  936 

0  35 

1  81 

383 

0 

*V6 

1 

ISGGALGFPVL 

11 

NP  149737  1 

2741 

0  9859 

27 

2008-08-18-02  3696  3696  3  out 

1223  6 

0  522 

0  48 

1  81 

517 

0 

DWVIDWVp  WV1DWVIDWV1K  akugc 

6 

FLASH  NEHIR 

10 

NP  853560  2 

potyprotam 

0  9601 

64 

2008-08-18-02  2183  2183  2  out 

1770  9 

1  407 

0  48 

1  77 

77 

0  693 

«V6 

1 

FlFKWSHKlDFFR 

13 

NP  149867  1 

404L 

0  9594 

66 

2008-08-18-02  1592  1592  3  out 

1776  9 

1  572 

037 

1  76 

156 

0 

Nosema 

1 

MVCEDCNNRQPVIKK 

15 

AAO12605  1 

RNA  polymarast  II  largest  Subunit 

0  9553 

3 

20084)8-18-02  563  568  1  out 

730  4 

1  101 

0  43 

1  75 

217 

0 

live 

1 

nlnvdr 

6 

NP  149681  1 

218R 

1 

67 

2008-08-18-02  2460  2460  2  out 

194  7  8 

1  752 

0  42 

1  75 

129 

0  693 

Nosema 

1 

FNEQCGREM'EVLMSMK 

17 

AS  V4  8900  1 

hypothatical  sport  wall  protein 

0  9778 

60 

2008-08-18-02  1  674  1674  3  out 

1686  8 

1  953 

04 

1  74 

193 

0  693 

Nosama 

1 

GKYSWNGlYKDOK 

14 

ABE26653  1 

pol  polyprotein 

0  9526 

8 

200^-08-18-02  1200  1200  2  out 

930  5 

0  795 

0  44 

1  73 

467 

0 

IIV6 

1 

EAOLEK 

8 

NP  149624  1 

161L 

0  9833 

50 

2008-08-18-02  1671  1671  2  out 

1534  8 

1  77 

041 

1  73 

814 

0 

Nosama 

1 

MPFGLVNGPATFQR 

14 

ABE26655  1 

pol  potyprotain 

0  9945 

58 

2008-08-18-02  1912  1912  2  out 

1630  8 

0  738 

0  31 

1  73 

219 

0  693 

IIV6 

1 

QENMLIESHNM-LR 

14 

NP  149463  1 

468L 

0  9555 

33 

2008-08-18  02  3285  3285  3  out 

1299  8 

1  781 

05 

1  72 

240 

0 

IIV6 

1 

VKMRAQNVLQL 

11 

NP  149874  1 

410L 

0  9796 

49 

2008-08-18-02  2289  2289  2  out 

1524  9 

1  446 

0  33 

1  72 

502 

0 

live 

1 

SlGWNE  QLKVNPK 

14 

NP  149859  1 

3961 

0  9796 

71 

2008-08- 18  0  2  2464  2464  3  out 

2173  2 

0  536 

0  45 

1  71 

242 

0 

Nosama 

1 

HFF  SVWE  NDV1ATN IIKK 

19 

AAT12296  1 

chromosome  segregation  protein 

0  9958 

47 

2008-08-18-02  2505  2505  2  out 

1500  7 

0  38 

0  46 

1  68 

446 

0 

IIV6 

1 

DOM-AASYLEGKER 

14 

NP  149635  1 

172L 

0  9903 

36 

2008-08-18-02  2237  2237  2  out 

1314  8 

1  459 

05 

1  67 

219 

0 

IIV6 

1 

VTLNEEIQKIK 

11 

NP  149561  1 

098R 

0  9866 

15 

2008-08-18-02  200  200  2  out 

1050  6 

0  607 

0  39 

1  66 

334 

0 

KV6 

1 

ifaekssir 

9 

NP  149642  1 

179R 

0  9743 

28 

2008-08-18-02  1682  1682  2  out 

1228  7 

0  643 

0  52 

1  66 

144 

0 

(V6 

1 

RIKQGEWIAK 

10 

NP  149624  1 

161L 

1 

59 

2008-08-18-02  2306  2306  2  out 

1648  8 

0  476 

0  42 

1  64 

240 

0 

UV6 

1 

ETTNEEVNlDEiDK 

14 

NP  149901  1 

4381 

0  9915 

40 

2008-08-18-02  2526  2526  2  out 

1372  7 

0  146 

0  32 

1  63 

214 

0 

Nosama 

1 

YARSPEFM-0K 

12 

A0E26653  1 

pot  potyprotain 

0  9916 

69 

2008-08-18-02  1994  1994  2  out 

2741  1 

1  06i 

0  42 

1  61 

70 

0 

IIV6 

1 

qyplrdipdftirseyk 

17 

NP  149530  1 

06TO 

1 

35 

200 8-08- 1 8-02  1530  1530  2  out 

1309  8 

1  694 

0  45 

1  59 

230 

0 

live 

1 

IKHIKALDCLR 

11 

NP  149590  1 

127L 

0  9762 

T 

2008-08-18-02  419  419  2  out 

884  5 

1  091 

0  39 

1  55 

254 

0 

live 

1 

VlTHSVTK 

8 

NP  149485  1 

022L 

0  9507 

19 

2008-08-18-02  34  55  3455  3  out 

1108  6 

0  525 

0  39 

1  55 

169 

0 

IIV6 

1 

NKEAQDfYK 

9 

NP  149717  1 

254  L 

1 

9 

2008-08-18-02  756  756  2  out 

94  0  6 

1.101 

0  49 

1  51 

110 

0  693 

live 

1 

EWIKKPK 

8 

NP  149902  1 

439L 

0  9837 

68 

2008-08-18-02  1  794  1794  3  out 

2041  1 

0  435 

0  48 

1  51 

295 

0 

DWV1DWV 

2 

WGSXSDQlAQWPTISVPR 

18 

NP  853560  2 

potyprotain 

0  9705 

13 

2008-08-18-02  2110  2110  2  out 

1027  5 

0  99 

0  33 

1  5 

629 

0 

live 

1 

YKPYVTEK 

8 

NP  1494  75  1 

0121 

0  9899 
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‘M 

*Cn 
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Sp 
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No 

Peptide 

AA 

ID# 

Protatn 

PP 

47 

2008-08-15-04  2004  2004  2  out 

1790  9 

0  432 

0  65 

3  59 

644 

0 

Nosama 

1 

SYEIPDGQVKIGSER 

16 

AAB86863  1 

actm 

0  9736 

39 

2008-08-15-04  2883  2883  3  out 

1515  7 

0  804 

0  58 

329 

698 

0 

Nosama 

1 

IWHHTFYNELR 

11 

AA886863  1 

actm 

0  9544 

19 

2008-08-15-04  1457  1457  2  out 

1156  7 

0  126 

0  72 

2  87 

633 

0 

KBV|KBV|KBV1KBV!K8VIKBV 

6 

IGPISEVASGVK 

12 

ABN49472  1 

VP4  protam 

1 

44 

2008-08-15-04  2126  2126  2  out 

1614  9 

0  268 

0  37 

2  59 

829 

0 

IIV6 

1 

TllTTKVQNINIEK 

14 

NP  149513  1 

050L 

0  9762 

41 

2008-08-15-04  2377  2377  2  out 

1579  9 

0  4 

0  44 

2  56 

959 
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1 

FLRETVGVIFKDR 

13 

NP  149770  1 
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0  9768 

3 

2008-08-15-04  387  387  2  out 
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0  38 

24 
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10 
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213R 
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36 

2008-08-15-04  1935  1937  2  out 
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13 
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447L 
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34 
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NP  149776  1 

31 3L 

0  9942 
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50 
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10 
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1 

WQIYVEDK 

9 

NP  149676  1 

21 3R 

0  9726 
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9 
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067R 

0  9997 

20 
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0  9659 

45 
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25 
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1  68 

199 

1  099 

irv6 

1 

GRTIGGVTL  PGGR 

13 
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7 
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0  9766 

38 
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17 
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438L 
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14 
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0 
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6 

IGPISEVASGVK 

12 
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0  9901 

42 
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0  988 

11 
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1 
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8 
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46 
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0 
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14 

NP  149513  1 
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3 

2008-08-15-05  1034  1034  2  out 
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1 
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7 
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31 
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48 
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1 
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15 
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0  9722 

39 
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13 
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lfV6 

1 

ETTNEEVNtDElDK 

14 

NP  149901  1 

438L 
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1 
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8 

NP  14%39  1 

176R 

0  9854 
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2008-08-15-05  1864  1864  2  out 

1213  7 

1  333 

0  25 
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1003 
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1 

ELNQILDKIK 

10 

NP  149916  1 

4531 

0  9745 

29 

2008-08-15-05  2061  2061  2  out 

1205  7 

1  692 
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1  94 
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VDVSTGTKTVK 
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NP  149655  1 

192R 

0  9859 

13 
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0  986 
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503 
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213R 
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6 
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7 
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0  9809 

8 
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923  5 

1  38 

04 

1  86 

98 

2  197 
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3 

VASGVSYIK 

9 
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0  971 

33 

2008-08-15-05  1  894  1894  2  out 

1270  7 

0  676 

0  47 

1  85 

407 

0 

lAPVILAPV 

2 

.VLNANPFVAGR 

12 

YP  001040003  1 

structural  potyprotem 

0  9812 

51 

2008-08  15-05  2344  2344  2  out 
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1  341 
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1  85 
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Nosema 

1 
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17 
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0  9575 

44 
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14 
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17 
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19 
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30 
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17 
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SV 

1 

FVKWHAOEQIK 

11 

AAL79021  1 

AF46%03  1  polyprotem 

0  9929 

3 

2008  08  18  04  335  335  2  out 

783  5 

0  053 

0  45 

1  77 

679 

0 

lAPVILAPV 

2 

HVLTWK 

6 

YP  001040003  1 

structural  polyprotem 

0  9877 

9 

2008-08  1  8-04  1152  1152  2  out 

1058  6 

1  403 

0  47 

1  75 

185 

1  386 

IIV6 

1 

SPNVSLTGKR 

10 

NP  149664  1 

201R 

0  9807 

7 

2008  08  1  8  04  746  746  2  out 

923  5 

1  547 

04 

1  74 

100 

1  609 

KBVlKBVjKBV 

3 

vasgvsylk 

9 

NP  851403  1 

non  structural  potyprotem 

0  9901 

27 

2008-08-18-04  2183  2183  2  out 

1524  9 

0  472 

0  48 

166 

590 

0 

irv6 

1 

SLGWNEQLKVNPK 

14 

NP  149859  1 

3%L 

0  9573 

15 

2008-08-18-04  833  833  2  out 

1153  5 

0  457 

051 

163 

456 

0 

IIV6 

1 

TM'TGLEDASGR 

12 

NP  149548  1 

085L 

0  9898 

2 

2008-08-18-04  654  654  1  out 

730  4 

1  218 

0  32 

1  61 

220 

0 

irv6 

1 

NLNVDR 

6 

NP  14%81  1 

218R 

1 

20 

2008-08-18-04  2704  2?04  3  out 

1338  7 

0  449 

041 

1  58 

141 

0  693 

BQCV 

1 

ddteidflsrk 

11 

AAP58354  1 

RNA-dependant  RNA  polymerase  RdRp 

0  9876 

28 

2008-08  18  04  4233  4233  3  out 

1604  8 

1  19 

0  43 

1  57 

151 

0 

live 

1 

LNESREiVSAEMVK 

14 

NP  149639  1 

176R 

1 

22 

2008  08  18-04  4181  4181  3  out 

1356  7 

1  026 

0  5 

1  55 

190 

0 

Nosema(Nosema| 

5 

LNNKFDLMYAK 

11 

AA223550  1 

alpha-tubulin 

0  9952 

19 

2008-08-18  04  2260  2260  2  out 

1337  7 

0  17 

0  45 

1  53 

128 

0 

IIV6 

1 

INESEDKYfVK 

11 

NP  149647  1 

184R 

0  9574 

B-33 


Test  71 


Sr  No 

File  Name 

(M+H) 

*Cn 

XCorT 

Sp 

RSp 

Reference 

No 

Peptsde 

AA 

ID# 

Protein 

PP 

42 

2008-08-18-05  2407  2408  2  out 

1473  7 

0  653 

0 

3  87 

1840 

0 

ABPV0ABPV1ABPWVBPVIABPV 

5 

DYMSYISYIYR 

11 

NP  066242  1 

capsid  protein 

1 

23 

2008  08  18-05  87  87  2  out 

1149  6 

0  632 

068 

3  11 

906 

0 

IAPV11APV 

2 

(TSISETENR 

10 

YP  001040003  1 

structural  polyprotein 

1 

44 

2008-08-18-05  282  8  282  8  3  out 

1515  7 

1  268 

0  62 

2  98 

1219 

0 

Nosema 

1 

1WHHTFYNELR 

11 

AAB  86863  1 

act  m 

0  9552 

55 

2008-08-18-05  1964  1964  2  out 

1790  9 

0  237 

06 

2% 

598 

0 

Nostma 

1 

SYEIPDGQV1KJGSER 

16 

AAB86863  1 

actm 

1 

22 

2008-08  18-05  1910  1910  2  out 

1143  6 

0  113 

0  58 

26 

1040 

0 

Nosema|Nosema 

2 

LAVNf/VPFPR 

10 

AAN35161  1 

beta-tubulm 

1 

37 

2008-08-18-05  1952  1952  2  out 

1384  8 

1  612 

029 

2  57 

379 

0 

I1V6 

1 

FVGADWllEPII 

13 

NP  149910  1 

4471 

1 

16 

2008-08-18-05  1582  1582  2  out 

1009  5 

1  418 

028 

2  39 

439 

0 

live 

1 

EFDtNFPK 

8 

NP  149758  1 

295L 

1 

48 

2008-08  18-05  3645  3645  2  out 

1614  9 

0  451 

0  27 

2  33 

495 

0 

irve 

1 

T1LTTKVQNINIEK 

14 

NP  149513  1 

050L 

1 

13 

2008-08-18-05  1385  1385  2  out 

967  5 

0  635 

0  51 

2  29 

625 

0 

KBV|KBV)KBV|KBV)IAPV|IAPV 

6 

FFNTTPLK 

8 

YP  308663  1 

VP  3 

1 

25 

2008-08-18-05  1  92  1  92  2  out 

1171  6 

0  062 

0  65 

2  21 

567 

0 

Nosema 

1 

HKGVMVGMGQK 

11 

AAB  86  86  3  1 

actm 

1 

14 

2008-08-18-05  390  390  2  out 

974  6 

0  525 

0  31 

2  19 

478 

0 

Nosema 

1 

IKKELSTR 

8 

BAF76326  1 

heat  shock  protein  70 

1 

8 

2008-08-18-05  1005  1005  2  out 

801  5 

0  558 

0  31 

2  17 

577 

0 

BQCV 

1 

DLDLWK 

7 

NP  620564  1 

nonstructural  polyprotein 

1 

36 

2008-08-18-05  1010  1010  2  out 

1344  7 

1  52 

0  31 

2  14 

365 

0  693 

I1V6 

1 

IENENNLEEIK 

11 

NP  149776  1 

313L 

1 

6 

2008-08-18-05  286  286  2  out 

791  4 

0  672 

0  3 

2  1 

977 

0 

Nosema 

1 

ESKDNAK 

7 

ABE27277  1 

unknown 

1 

28 

2008-08-18-05  1813  1813  2  out 

1213  7 

1  319 

02 

2  1 

889 

0 

I1V6 

1 

ElNGilDKIK 

10 

NP  149916  1 

14531 

1 

49 

2008-08  18-05  1093  10932  out 

1626  9 

0294 

041 

2  04 

238 

0 

live 

1 

KIFSSKWQQSlFK 

13 

NP  149538  1 

075L 

1 

21 

2008-08-18-05  3893  3893  2  out 

1122  5 

0  463 

0  47 

1  97 

459 

0 

live 

1 

SlMGNCPSSVK 

11 

NP  149555  1 

092R 

1 

19 

2008-08  18-05  1183  1183  2  out 

1070  6 

0  556 

0  33 

1  % 

603 

0 

live 

1 

ILWDWLPK 

8 

NP  149515  1 

052R 

1 

31 

2008  08-18-05  2077  2077  2  out 

1268  6 

1  61 

0  42 

1  96 

424 

0  693 

live 

1 

DKMQIYVEDK 

10 

NP  149676  1 

213R 

1 

38 

2008-08-18-05  1736  1736  2  out 

1389  8 

1  465 

0  3 

1  % 

219 

0  693 

VDV1VDV1 

2 

LFKTISM'LHQR 

12 

YP  145791  1 

pofyprotem 

1 

47 

2008-08-18-05  2201  2201  2  out 

1590  8 

0  808 

0  27 

1  95 

318 

0 

live 

1 

EIEPFTGVSASV1GGK 

16 

NP  149806  1 

343L 

1 

20 

2008-08-18-05  1371  1371  2  out 

1071  6 

0  662 

0  27 

1  92 

622 

0 

live 

1 

GKVEIFHNK 

9 

NP  149917  1 

154R 

1 

1 

2008-08-18-05  1279  1279  2  out 

700  5 

0  337 

044 

1  89 

364 

0 

Nosema 

1 

VXDIIK 

6 

ABM26977  1 

RNA  polymerase  II  largest  subunit 

1 

45 

2008-08-18-05  2150  2150  2  out 

1524  9 

1  502 

0  31 

1  89 

862 

0 

W6 

1 

SLGWNEQIKVNPK 

14 

NP  149859  1 

3961 

1 

40 

2008-08-18-05  2564  2564  2  out 

1426  7 

0  359 

0  3 

1  88 

223 

0 

l(V6 

1 

SIDUMYEVSEK 

12 

NP  149485  1 

0221 

1 

50 

2008-08-18-05  2209  2209  2  out 

1648  8 

1  541 

0  37 

1  87 

158 

1  792 

five 

1 

ETTNEEVNIDEiDK 

14 

f4P  149901  1 

438L 

1 

52 

2008-08-18-05  2213  2213  2  out 

1746  8 

0  683 

0  32 

1  84 

173 

0  693 

live 

1 

NCQEKET1YSDNFR 

14 

NP  149500  1 

037L 

1 

53 

2008-08  18-05  1778  1778  2  out 

1769  8 

1  472 

0  36 

1  83 

340 

0 

live 

1 

FEASEMYSWYKSNK 

14 

NP  149902  1 

439L 

1 

33 

2008-08-18-05  1672  1672  2  out 

1309  8 

0  006 

0  39 

1  82 

444 

0 

Nostma 

1 

HFGVRLLRLAK 

11 

AAU11093  1 

unknown 

1 

27 

2008-08-18-05  2069  2069  2  out 

1205  7 

0  496 

0  35 

1  81 

187 

1.099 

irve 

1 

VDVSTQTKTVK 

11 

NP  149655  1 

192R 

1 

12 

2008-08-18-05  1149  1149  2  out 

930  5 

0  601 

044 

1  79 

386 

0 

five 

1 

EAlDtlEK 

8 

NP  149624  1 

161L 

1 

26 

2008-08  18-05  449  449  2  out 

11976 

0  33 

0  42 

1  79 

193 

0  693 

irve 

1 

NKNtSKNSHR 

10 

NP  149877  1 

4141 

1 

17 

2008-08-18-05  1552  1552  2  out 

1041  5 

0  603 

028 

1  76 

590 

0 

live 

1 

M'QIYVEDK 

9 

NP  149676  1 

213R 

1 

34 

2008-08-18-05  1844  1844  2  out 

132  7  8 

1  278 

0  36 

1  76 

303 

0 

Nosema 

1 

ARSGVTVLPCGAGK 

14 

AAT12293  1 

DNA  repair  belicase  RAD25 

1 

32 

2008-08-18-05  2177  2177  2  out 

1285  7 

0  765 

0  51 

1  75 

905 

0 

irve 

1 

EAQKIEKIGNR 

11 

NP 149612  1 

149L 

1 

4 

2008-08-18-05  3  96  9  3969  2  out 

775  5 

0  193 

0  51 

1  71 

116 

0 

HV6 

1 

EVSLSlK 

7 

NP  149765  1 

302L 

1 

35 

2008-08-18-05  1949  1949  2  out 

1332  8 

0  723 

0  32 

1  7 

216 

0 

Nosema 

1 

VESS1QSTKIIK 

12 

ABE27277  1 

unknown 

1 

56 

2008-08-18-05  2500  2500  2  out 

194  7  8 

1  521 

041 

1  64 

148 

0 

Nosema 

1 

FNEQCGREM’EVIMSMK 

17 

A8V48900  1 

hypothetical  spore  wall  protein 

1 

5 

2008-08  18-05  502  502  2  out 

783  5 

0  345 

04 

1  62 

558 

0 

IAPVIIAPV 

2 

HVlTWK 

6 

YP  001040003  1 

structural  polyprotein 

1 

43 

2008-08  18-05  2353  2353  2  out 

1500  7 

0  481 

0  37 

1  58 

328 

0 

I1V6 

1 

dowaasylegker 

14 

NP  149635  1 

172L 

1 

15 

2008-08-18-05  830  830  2  out 

994  4 

1  395 

0  37 

1  55 

85 

1  386 

Nosema 

1 

VSASDSEGDK 

10 

A8V48898  1 

hypothetical  sport  wall  protein 

1 

Test  75 


Sr  No 

File  Name 

(M+H) 

AM 

*Cn 

XCorr 

Sp 

RSp 

Reference 

No 

Peptide 

AA 

ID# 

Protein 

PP 

8 

2008-10-17-04  1957  1957  2  out 

961  4 

0  001 

021 

2  18 

225 

0 

SV|SV 

2 

EASPNSDGGK 

10 

NP  049374.1 

polyprotein 

0  9993 

Test  76  -  below  detection  limits 


Test  77 


Sr  No 

File  Name 

(M+H) 

AM 

ACn 

XCorr 

Sp 

RSp 

Reference 

No 

Peptide 

AA 

ID# 

Protein 

PP 

2 

2008-10-17-07  1893  1893  2  out 

702  4 

0  439 

0  07 

2  03 

264 

0  693 

IIV6 

1 

NVNIDK 

6 

NP  149647  1 

184R 

0.9963 

Note  -  very  weak  peptides  of  no  significance  value  (only  6  AA) 


Test  78  -  below 
Test  79  -  below 
Test  80  -  below 
Test  81  —  below 


detection  limits 
detection  limits 
detection  limits 
detection  limits 


B-34 


Test  86 


Sr  No 

F  lie  Nam« 

(M*H) 

*Cn 

XCon 

Sp 

RSp 

Reference 

No 

Peptide 

AA 

IDF 

Proiem 

PP 

103 

2008  03-05-05  3925  3925  2  out 

1790  9 

0  122 

0  67 

31 

634 

0 

No  senna 

1 

SYELPOGQV1KIGSER 

16 

AA886863  1 

act  in 

0  9917 

79 

2008-03-05-05  2790  2790  2  out 

1202  7 

1  09 

02 

2  26 

272 

0 

JfV6 

1 

KFPTLEHUK 

10 

NP  149688  1 

225R 

0  9945 

100 

2008-03-05-05  3888  3888  2  out 

1614  9 

0  47 

028 

2  25 

813 

0 

ifV6 

1 

TILTTKVQNINlEk 

14 

NP  149513  1 

050L 

0  9965 

21 

2008-03-05-05  979  979  2  out 

802  5 

0  907 

0  09 

2  18 

246 

1  386 

No  semi 

1 

KSLDVLK  ^ 

7 

AB 069715  1 

unknown 

0  9877 

10 

2008-03-05-05  1946  194  6  2  out 

743  5 

1  57 

0  17 

2  11 

393 

0 

IIV6 

1 

QVKKIK 

6 

NP  149486  1 

023L 

0  9902 

61 

2008-03-05-05  1542  1542  2  out 

725  3 

0  175 

004 

2  07 

293 

0 

No  semi 

1 

QFSDTQ 

6 

AAL28057  1 

AF406785  6  calmodulin-dependent  protein  kinase 

0  9978 

54 

2008-03-05-05  1545  1545  2  out 

986  6 

1  03 

0  19 

204 

171 

1  099 

No  semi 

1 

EGTAVLRLK 

9 

AAS62548  1 

glutaminyt-tRNA  synthetase 

0  9899 

19 

2008-03-05-05  2042  2042  2  out 

777  5 

1  318 

0  19 

2  03 

185 

1  386 

lfV6 

1 

EIIFKK  1 

6 

NP  149713  1 

250L 

0  9912 

8 

2008-03-05-05  1429  1429  2  out 

730  4 

0  478 

0  12 

1  98 

290 

1  386 

lfV6 

1 

QIDNLK 

6 

NP  149923  1 

460R 

0  9732 

11 

2008-03-05-05  1180  1180  2  out 

744  5 

0  751 

004 

1  97 

278 

0  693 

Nosema 

1 

KLIENK 

6 

AAB62548  1 

fllutammyH-tRNA  synthetase 

0  9763 

99 

2008-03-05-05  3531  3531  2  out 

1595  8 

0  268 

0  15 

1  97 

49 

1  609 

IIV6 

1 

EMINIFKSIDEEK 

13 

NP  14%t1  1 

148R 

0  974 

77 

2008-03-05-05  3265  3265  2  out 

1178  7 

0  745 

02 

1  95 

4  78 

0  693 

IIV6 

1 

LINEIKSFSK 

10 

NP  149500  1 

037L 

0  9897 

95 

2008  03-05-05  4428  4428  2  out 

1492  9 

0  446 

0  24 

1  92 

231 

1  386 

Nosema 

1 

VLDNRHLGSlKLk 

13 

BAF  76326  1 

heat  shock  protein  70 

1 

1 

2008  03-05-05  3156  3156  2  out 

700  5 

041 

0  29 

1  9 

359 

0 

Nosema 

1 

VXCHIK 

6 

ABM26977  1 

RNA  polymerase  II  largest  subunit 

0  9926 

94 

2008-03-05-05  3711  3711  2  out 

1481  9 

1  927 

0  24 

1  89 

124 

0 

DWVlDWV!DWV|DWV|Kakugo  fVDVI 

7 

LLKAVNDEPElLk 

13 

NP  853560  2 

potyprotem 

1 

18 

2008-03-05-05  945  945  2  out 

774  4 

0  887 

0  04 

1  88 

303 

0 

irve 

1 

ELKDNR 

6 

NP  149851  1 

388R 

0  9902 

50 

2008  03-05-05  1861  1861  2  out 

949  5 

1  053 

0  18 

1  8€ 

223 

1  099 

Nosema 

1 

AGNMSAGUK 

10 

AAC47660  1 

mrtochondnal-type  HSP70 

0  9803 

40 

200803-05-05  3188  3^88  2  out 

914  6 

0  618 

0  15 

1  84 

187 

0 

irve 

1 

LINDLAKK 

8 

NP  14%47  1 

164R 

0  9948 

67 

2008-03-05-05  3106  3106  2  out 

1070  6 

0  114 

0  28 

1  84 

448 

0 

«V6 

1 

LIWDWLPK 

8 

NP  149515  1 

052R 

0  9627 

28 

2008  03-05-05  2058  2058  2  out 

829  6 

1  866 

0  1 

1  83 

336 

0 

lfV6 

1 

IKTINIK 

7 

NP  149545  1 

082L 

0  979 

42 

2008-03-05-05  1005  1005  2  out 

9195 

0  166 

0  19 

1  82 

204 

1  386 

KV6 

1 

ESIKDSIK  1 

8 

NP  149548  1 

0851 

0  9938 

92 

2008-03-05-05  2888  2888  2  out 

13%  8 

1  126 

0  33 

1  82 

% 

0  693 

a 

1 

E  DE  RWPVPkTK 

12 

YP  654579  1 

hypothetical  protein  MIV007R 

0  9976 

16 

2008-03-05-05  1606  1606  2  out 

771  5 

1  4 

0  24 

1  81 

363 

0  693 

Nosema 

1 

RlElLk 

6 

ABE27266  1 

unknown 

0  9949 

89 

2008-03^5-05  3069  3069  2  out 

1372  7 

1  19 

021 

1  81 

75 

1  386 

Nosema 

1 

EVIGIEDOLKNK 

12 

AB 069725  1 

unknown 

0  9731 

34 

2008-03-05-05  1575  1575  2  out 

867  5 

0  564 

0  27 

1  79 

92 

2  303 

irve 

1 

kkLHDVK  H 

7 

NP  149750  1 

28  7R 

0  9909 

2 

2008  03-05-05  1130  1130  2  out 

718  4 

0  743 

0  13 

1  78 

162 

0  693 

irve 

1 

QT1NDK 

6 

NP  149843  1 

380R 

0  9905 

22 

2008  03-05-05  2320  2320  2  out 

807  5 

1  636 

0  1 

1  78 

167 

0 

No  seme 

1 

FMlAGLR 

7 

AAJ11091  1 

class-11  pholotyase 

0  9%8 

81 

2008-03-05-05  3786  3786  2  out 

1236  7 

0  779 

0  13 

1  77 

208 

0 

IIV6 

1 

IFVFKNIIDK 

10 

NP  149561  1 

098 R 

0  9522 

88 

2008-03-05-05  2859  2859  2  out 

1310  7 

1  35 

0  37 

1  77 

98 

1  946 

irve 

1 

LDiLStPSTHSk 

12 

NP  149695  1 

232R 

0  9818 

25 

2008 -03-05-05  486  486  2  out 

818  4 

0  338 

0  14 

1  73 

411 

1  386 

Nosema 

1 

EDENGVR 

7 

ABY49795  1 

hypothetical  spore  wall  protein  13 

0  9638 

83 

2008-03-05-05  2732  2732  2  out 

1268  6 

0  755 

0  32 

1  73 

262 

0  693 

3! 

1 

SDGOJCYRLVK 

11 

YP  654664  1 

hypothetical  protein  MfV092R 

0  9725 

20 

2008-03-05-05  2604  2604  1  out 

795  5 

1  02 

0  31 

1  72 

263 

0 

Nosema 

1 

NtPRAPk 

7 

AAC47660  1 

mitochondnal-type  HSP70 

1 

7 

2008  03-05-05  456  456  2  out 

729  5 

0  012 

0  17 

1  71 

358 

0  693 

irve 

1 

kSPAAKk 

7 

NP  149872  1 

41 1L 

0  9901 

12 

2008  03-05-05  2554  2554  2  out 

745  5 

0  326 

02 

1  71 

525 

1  386 

lfV6 

1 

EkKVNk 

6 

NP  149585  1 

122R 

0  95 

24 

2008  03-05-05  2536  2536  2  out 

816  5 

0  702 

0  23 

1  7 

183 

2  079 

KV6 

1 

kDTIVLk 

7 

NP  149618  1 

155L 

0  9783 

15 

2008-03-05-05  1450  1450  2  out 

755  4 

0  469 

0  31 

1  69 

120 

0  693 

«V6 

1 

ECGPPPR 

7 

NP  149841  1 

378R 

0  9571 

45 

2008-03-05-05  4804  4804  2  out 

924  6 

0  247 

0  23 

1  69 

139 

0 

lfV6 

1 

TPRIVPNk 

8 

NP  149758  1 

295 L 

0  9944 

60 

2008  03-05  05  4195  4195  2  out 

1030  6 

0  424 

0  23 

1  69 

154 

0 

Nosema 

1 

NSVDEIILK 

9 

ABM26980  1 

RNA  polymerase  II  largest  subunit 

0  9557 

85 

2008-03  05-05  3853  3853  2  out 

1288  7 

0  644 

0  25 

1  69 

129 

0 

lfV6 

1 

NMKTTJVlANRk 

11 

NP  149482  1 

019R 

0  9599 

53 

2008-03-05-05  4  34  5  4  34  5  2  out 

979  6 

0  56 

022 

1  68 

105 

0  693 

lfV6 

1 

KTYDltVK 

8 

NP  149530  1 

067R 

0  9558 

33 

2008-03-05-05  1626  1626  2  out 

866  5 

0  436 

02 

1  67 

98 

1  386 

IIV6 

1 

KNTFKTK 

7 

NP  149813  1 

3501 

0  979 

41 

2008  03-05-05  1178  1178  2  out 

915  5 

0  266 

0  29 

1  67 

158 

0 

Nosema 

1 

fhoevlr 

7 

AAT72742  1 

60S  nbosomal  protein  110a 

0  9603 

66 

2008-03-05-05  4053  4053  2  out 

1060  6 

0  888 

0  19 

1  66 

68 

0  693 

Nosema 

1 

IISSRSEIR 

9 

AB 069727  1 

unknown 

0  9845 

32 

2008-03-05-05  1354  1354  2  out 

858  5 

0  864 

O  14 

1  65 

190 

0 

IIV6 

1 

ELKDLIK 

7 

NP  149920  1 

457L 

0  9642 

71 

2008  03-05-05  2713  2713  2  out 

1142  6 

0  609 

0  29 

1  65 

118 

1  099 

live 

1 

ENVHTST1NK 

10 

NP  149930  1 

467R 

0  9% 

55 

2008-03-05-05  2602  2602  2  out 

989  5 

0  064 

0  26 

1  63 

408 

0 

live 

1 

DkKLNESR  H 

8 

NP  149639  1 

176R 

0  9954 

62 

2008-03-05-05  1695  1695  2  out 

104  2  5 

1  132 

02 

1  63 

177 

0  693 

sv 

1 

NlSSEYSSR 

9 

AAk  16263  1 

potyprotem 

0  9722 

13 

2008  03-05-05  2106  2107  2  out 

749  4 

0  764 

0  2 

1  62 

277 

0 

21 

1 

FVQSR 

6 

YP  654617  1 

hypothetical  protein  MIV045R 

0  9523 

47 

2008-03-05-05  4153  4153  2  out 

943  5 

0  316 

0  24 

1  62 

124 

1  386 

a 

1 

NiPENTKK 

8 

YP  654646  1 

hypothetical  protam  MIV074L 

0  9632 

107 

2008-03-05-05  1208  1208  3  out 

2030 

1  488 

0  35 

1  62 

217 

0 

live 

1 

ymyggktstayfvretr 

17 

NP.  149737  1 

274  L 

1 

43 

2008-03-05-05  1482  1482  2  out 

921  6 

1  211 

0  2 

1  6 

238 

0 

IIV6 

1 

SlRSFAIK 

8 

NP  149767  1 

304  R 

0  9767 

70 

2008-03-05-05  4  244  4244  3  out 

1135  5 

0  737 

0  43 

1  6 

125 

0 

BQCV|BQCV 

2 

PDWDKPYSk 

9 

NP  620565  1 

Structural  potyprotem 

0  %3 

% 

2008  03-05-05  2799  2799  2  out 

1521  9 

0  037 

0  3 

1  59 

128 

0 

lfV6 

1 

MNkNGFVkrVIMk 

13 

NP  149866  1 

403L 

0  9979 

59 

2008-03-05-05  1527  1527  2  out 

1027  6 

0  141 

0  32 

1  58 

234 

0 

9'  .  . 

i 

PEIRDELR 

8 

YP  654659  1 

hypothetical  protein  MfVQ87L 

0  9957 

49 

2008  03-05-05  5824  5824  2  out 

94  7  5 

1  182 

0  24 

1  57 

266 

0 

Nosema 

1 

LSKEDDIK 

8 

ABE26649  1 

pol  potyprotem 

0  9547 

57 

2008-03-05-05  4420  4420  2  out 

1001  5 

0  446 

0  3 

1  57 

290 

1  386 

Nosema 

1 

VTVDVGAQGR 

10 

ABE26655  1 

pot  potyprotem 

0  9576 

78 

2008  03-05-05  4026  4026  2  out 

1193  6 

1  822 

0  25 

1  57 

119 

0  693 

irve 

1 

NQQYRDELk 

9 

NP  149770  1 

30  7 L 

0  9535 

38 

2008-03-05-05  3274  3274  2  out 

8%  5 

1  095 

0  19 

1  56 

358 

0 

lfV6 

1 

NFVkM'Nk 

8 

NP  149902  1 

4391 

0  9917 

97 

2008  03-05-05  4436  4436  2  out 

1545  9 

0  467 

0  27 

1  56 

138 

0 

irve 

1 

qkdfhfkeillk 

12 

NP  149493  1 

0301 

1 

5 

2008-03-05-05  789  789  2  out 

724  4 

0  436 

022 

1  55 

359 

0 

irve 

i 

kSQFSK 

6 

NP  149824  1 

361L 

0  9517 

9 

2008-03-05-05  2530  2530  2  out 

732  4 

0  499 

0  16 

1  55 

400 

0  693 

Nosefna|Nosema|Nosema|Nosema 

4 

QLWTGK 

6 

ABM26981  1 

RNA  polymerase  It  largest  subunit 

0  9593 

63 

2008  03  05-05  1510  1510  2  out 

1042  6 

0  992 

0  32 

1  55 

285 

0 

SV1SVISV 

3 

EAlGDtlAlK 

10 

NP  049374  1 

potyprotem 

1 

52 

2008  03  05-05  2545  2545  2  out 

979  4 

1  512 

0  24 

1  53 

110 

1  386 

irv6 

1 

CPMEkEDK 

8 

NP  149552  1 

089L 

0  9875 

61 

2008  03-05-05  3170  3170  2  out 

1039  6 

1  688 

0  21 

1  53 

304 

0 

svisv 

2 

ElVIPDEPk 

9 

NP  049374  1 

potyprotem 

0  9954 

4 

2008-03  05-05  2211  2211  2  out 

722  3 

0  763 

0  32 

1  52 

469 

0 

lfV6 

1 

iGEM'Ek 

7 

NP  149891  1 

428L 

0  9985 

90 

2008-03-05-05  3486  34  86  2  out 

1379  7 

1  847 

0  32 

1  51 

25 

2  833 

irv6 

1 

FDVPINSSLECR 

12 

NP  149548  1 

0851 

0  9%7 

46 

2008-03-05-05  5155  5155  2  out 

933  6 

1  472 

0  33 

1  5 

108 

1  609 

IIV6 

1 

AiVlSFKR 

8 

NP  149672  1 

20  9R 

0  9944 
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Sp 
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Protein 

PP 

52 

2008  03-05  06  3996  3995  2  out 

1790  9 

0  287 

068 

3  23 

665 

0 

Noseme 

1 

syeipdgqvkjgser 

16 

AAB86863  1 

•elm 

0  9988 

42 

2008  0  3-05-06  326  3  326  3  2  out 

1515  7 

0  705 

066 

3  09 

957 

0 

Nosen* 

IWHHTFYNELR 

11 

AAS86863  1 

•cim 

0  9933 

22 

2008-03-05-06  2766  2766  2  oul 

'  202  7 

1  076 

0  16 

2  65 

416 

0 

*VS 

KFPTlEllNK 

1C 

NP  149688  1 

225R 

0  9935 

2 

2008-03-05-06  2614  2614  1  out 

715  4 

1  04" 

0  05 

2  36 

341 

0 

r/6 

1 

NWDK 

6 

NP  149495  1 

D32R 

1 

7 

2008-03-05-06  928  928  2  out 

002  5 

0  99 

02 

2  3 

266 

0 

Nosem* 

1 

KSUIVIK 

7 

AB069715  1 

unknown 

0  9819 

63 

2008  03-05*06  3841  384'  3  out 

2612  3 

0  578 

0  52 

2  25 

46 

1609 

Noeeroe 

1 

nsastngkyeqnSi.yknpppstsk 

24 

ABE27276  1 

unknown 

0  9993 

50 

2008-03-0506  2838  2838  2  out 

1722  9 

0  983 

028 

2  24 

402 

0 

IfVS 

NE  SRFVKTAGEEDk 

15 

NP  149760  1 

28 7R 

0  9624 

46 

2008-03-0506  4014  4014  2  oul 

1614  9 

0  465 

0  35 

2  23 

726 

0 

tvs 

1 

TLTTKVQUNtK 

14 

NP  149513  1 

DS0L 

0  9965 

33 

2008-03-0506  3104  3104  2  oul 

*2%  7 

1408 

0  36 

2  22 

211 

0 

No*en* 

1 

EEMLFCRKJ5 

10 

ASE2726  7  1 

unknown 

0  9872 

25 

2008  03  05  06  2607  2607  3  out 

-215  6 

0  203 

0  32 

2  i 

236 

0 

Nosen* 

1 

ELFEEKKHR 

9 

AAT12292  1 

hypothetical  protem 

0  9549 

21 

2008  03-0506  3176  3176  2  out 

-99  71 

0  573 

0  37 

2  09 

248 

0 

tvs 

1 

KVNfQNfOK 

10 

NP  149674  1 

211L 

0  9975 

6C 

2008  030  5  06  3218  3218  3  out 

2292  1 

1  154 

03 

2  09 

109 

0 

2' 

1 

SPVSNQP  SPE  E  DEP'POL-tK 

21 

YP  654593  1 

hypothetical  protem  MTV021L 

0  9572 

45 

200803-0506  4416  44 16  2  out 

-579  9 

0  772 

0  49 

2  08 

774 

0 

1 

F.RETVGVLFKDR 

13 

NP  149770  1 

3071 

0  997 

65 

2008  030  506  4101  4101  3  out 

25i’5 

1  196 

0  48 

20 

14 

4  007 

tvs 

1 

SSNOIYSL  .QHSRNNKUSYtR 

24 

NP  149691  1 

2281 

0  9798 

1 

2006030506  3221  3 22  1  out 

700  5 

1  0'9 

0  19 

1  99 

420 

0 

Nosem* 

1 

VXDt'K 

6 

ABM26977  1 

RNA  polymefise  S  largest  subunit 

1 

37 

2008  330506  3972  3972  2  out 

1384  8 

1447 

0  33 

1  96 

150 

0 

tVS 

1 

FVGAOWUEPI 

13 

NP  49910  1 

4471 

0  994 

54 

2008  030506  4341  4341  2  out 

19-78 

1796 

0  42 

1  98 

149 

0 

Nosem* 

1 

FNEQCGREVEVlMSMK 

17 

AOV409OO  1 

hypothetical  spor*  wail  protem 

0  9918 

20 

2008  0  3  05-06  3618  36-6  2  out 

1175  7 

0  449 

038 

1  94 

169 

0 

tvs 

1 

QWTRlEkSK 

9 

NP  149770  1 

3151 

0  9602 

4 

20080  305-06  1498  1499  2  out 

725  3 

1  113 

0  19 

1  93 

430 

0 

Nosen* 

1 

QFSCTQ 

6 

AAL28067  1 

AF 406785  6  c»lmoduiin -dependent  protem  kmese 

0  9681 

13 

2008030  506  3637  3637  2  out 

880  5 

1  747 

0  42 

1  89 

279 

0 

tvs 

1 

NFVKMNK 

7 

NP  149902  1 

439L 

0  9885 

53 

2008  03  05  06  5051  5051  3  out 

190  7  9 

0  43 

041 

1  88 

115 

1  099 

tvs 

1 

IYACDHHKENPYPGlK 

16 

W3  149758  1 

2951 

0  9642 

1? 

20080305-06  1288  1288  2  out 

970  5 

0  497 

028 

1  67 

272 

0 

Noseme 

1 

KVSRfGER 

0 

ABE 26655 1 

pot  potyprotem 

0  975 

44 

2008  0305  06  45114511  2  out 

<546  0 

1632 

028 

1  86 

78 

0 

irvs 

1 

KKCMSQYSPFS1K 

13 

NP  149629  1 

1664. 

0  9645 

61 

2008  030  506  3193  3193  3  out 

2325  2 

0  715 

036 

1  86 

62 

0 

IFV6 

1 

DA  VTXE  YVDE  IK  WDATVSSK 

21 

NP  149859  1 

3961. 

0  9076 

35 

20080  305-06  6393  6393  3  out 

■310  7 

1  % 

0  42 

1  85 

106 

2  079 

«V6 

1 

NSSRfWTWSK 

10 

NP  14%?8  1 

2i5R 

0  9834 

28 

20080  3  0  5  0  6  236  3  2  363  3  out 

12317 

1  069 

0  34 

1  83 

283 

0 

DWV 

1 

FSISPXSVXXR 

11 

ABD  39714  1 

potyprotam 

0  9049 

41 

20080  305-06  4346  4  346  2  out 

1484  9 

1079 

0  31 

1  82 

59 

0  693 

Nosen* 

1 

veeeoruklk 

12 

ABE26650  1 

pol  pofyprotem 

0  9889 

32 

2008  0306  06  1961  1961  3  out 

■292  7 

0  889 

032 

1  8i 

177 

0 

_ 

1 

iakatynvgelk 

12 

YP  654666  1 

hypothetical  protem  MTV094i. 

0  9047 

11 

2000  0  305  0  6  2580  2580  2  out 

820  4 

0  304 

0  28 

h  1  8 

99 

1  366 

IFVS 

1 

ETSEtNK 

7 

NP  149409  1 

026R 

0  997 

56 

2006  0305  06  3705  3705  3  out 

2086  21 

0  3'5 

04 

1  8 

90 

2  303 

Noseme 

1 

GWASAAVQFC4U.Nl  INK 

19 

ABV48897  1 

hypothetical  epore  «r*ll  protem 

0  997 

12 

2008-0305-06  2165  2165  2  out 

859  5 

1  B42 

0  24 

1  77 

193 

0 

KV6 

1 

siknler 

7 

NP  149686  1 

2231 

0  9775 

62 

2008-030506  4429  4429  3  out 

2374  3 

1  077 

0  46 

175 

217 

1  099 

KV6 

1 

ET1QMLQQVSL  PTLKCSKCIK 

21 

NP  149654  1 

391R 

0  9643 

47 

2006  0  30  5  0  6  4217  4217  2  out 

1548  8 

0  033 

0  32 

1  74 

284 

0 

KV6 

1 

ETTNEEVNtDEOK 

14 

NP  149901  1 

4381 

1 

29 

2008030506  2564  2664  2  out 

12586 

0  812 

0  35 

1  71 

237 

1386 

O' 

' 

SOGDCYRlVK 

11 

YP  654664  1 

hypothetical  protem  MrV092R 

0  9611 

3 

2008-030  506  7359  7359  2  out 

717  4 

0  334 

0  3 

1  67 

213 

0 

irvs 

' 

rrrvGAR 

7 

W3  149548  1 

085L 

0  9935 

27 

2008  030  506  414  414  3  out 

1226  8 

1  118 

0  35 

1  67 

231 

1  099 

irv6 

' 

MlVIGRSPuK 

11 

NP  149717  1 

254 L 

0  996 

57 

2006030506  3535  3535  3  out 

2108  2 

1  323 

041 

1  67 

228 

0 

O' 

1 

LQLTSKYNlPTAGWIGFK 

18 

YP  654692  1 

hypothetic af  protem  MIV120R 

0  9807 

5 

20080305  06  4353  4353  2  out 

789  4 

1299 

032 

1  66 

220 

0 

O' 

1 

KNPDSTX 

7 

YP  654621  1 

hypothetical  protem  MIV049R 

0  9961 

23 

2008  0  305  06  4070  4070  2  out 

'205  7 

0"  539 

0  43 

1  66' 

263 

0  693 

IfVS 

1 

VDVSTrGTKTVK 

11 

NP  149655  1 

192R 

0  977 

0 

2006  03  05  06  1659  1659  2  out 

S08  5 

0  9'5 

0  33 

1  65 

103 

1  792 

l(V6 

1 

K1GYSJK 

7 

NP  149888  1 

I425R 

0  9708 

16 

2000-030  506  3500  3500  2  out 

-041  5 

0  796 

029 

1  65 

508 

0 

IfVS 

M-QIYVEDK 

9 

NP  149676  1 

iyijR 

0  968 

17 

200803-0506  M29  1429  2  out 

1042  6 

1  06 

0  33 

1  65 

314 

0 

SV|SV]SV 

3 

EAiGOlLALK 

10 

NP  049374  1 

pofyprotem 

0  9969 

40 

2008  030506  1901  1901  3  out 

1469  8 

1  147 

0  36 

1  64 

278 

0 

Nosene 

1 

RCuPpS'DSlYR 

12 

ABV48891  1 

•pore  wet  protem 

0  9799 

43 

2008-030  506  4821  4821  3  out 

1528  8 

1732 

038 

1  64 

100 

1  099 

ABP  V14£PV1ABPV  ^ViABPVVABPV  ABPV  (A0PVIABPVVA3P 

14 

DNiSPOlTCUDGIK 

14 

NP  066242  1 

p*c 

0  9791 

ie 

2008030506  5179  5179  3  out 

1133  5 

1  173 

0  35 

162 

319 

0 

IfVS 

1 

lEQSVD'DCX 

10 

NP  149803  1 

^OR 

1 

9 

2000-030506  1411  14112  out 

812  4 

072 

03 

1  61 

19’ 

0 

Noseme 

1 

KYMEMK 

6 

ABE27277  1 

unknown 

0  9986 

36 

2006  03  0  506  6681  6661  3  out 

1381  7 

1692 

0  35 

1  61 

270 

0 

IfVS 

1 

YPQPFStSOlSK 

12 

NP  149765  1 

3021 

0  9739 

49 

2008  03  05  06  354  3  3543  3  out 

1688  9 

1  095 

0  35 

1  61 

127 

0 

BVS 

1 

EMI  LLPNESAKTKSK 

15 

NP  1496’4  1 

2111 

0  9761 

30 

2008  03  05  06  6973  6973  3  out 

1270  7 

1  246 

0  47 

1  56 

253 

0 

Nosen* 

1 

NRCPUGTRIK 

11 

A6 069719  1 

•unknown 

0  9559 

26 

20080  30506  2133  2133  3  out 

1217  5 

1  65 

041 

1  55 

83 

0  693 

irvs 

M-SCTQEYSIK 

11 

NF  149530  1 

0751 

0  9751 

10 

200803-050  6  7239  7239  2  out 

613  6 

1  047 

0  35 

1  55 

177 

0 

No  sen* 

ILWNKK 

7 

BAC15  5  34  1 

etonoetion  factor  1  afph* 

0  9831 

14 

200803-0506  7453  7453  2  out 

9164 

0  164 

0  47 

1  55 

325 

0 

ABP VlAfifMASPV  ABPVVABPY3ABPV iABPV  ;ABF  V^ABPVTKBV 

18 

RATWCYR 

8 

AAK58199  1 

Struct ur*4  protein 

0  9988 

31 

2008  0  30  506  3893  3893  3  out 

1271  7 

1  572 

0  39 

1  53 

134 

0  693 

Nosen* 

1 

EIYTDKJC^K 

10 

AB069726  1 

unknown 

0  9718 

56 

2008  030506  3925  3925  3  out 

2024 

0  057 

047 

1  53 

74 

1  099 

Nosen* 

1 

KNPM  ,D’VQTISVDVPVHK 

19 

AAC47659  1 

unknown 

0  9632 

38 

2008-030506  5742  5742  3  out 

1413  9 

1  24 

038 

1  51 

218!  0 

Nosen* 

1 

EVlIKNKEuSK 

12 

ABV48897  1 

hypothetical  epore  well  protem 

0  9723 

B-36 


Test  88 


Sr  No 

File  Name 

(M*Hf 

‘Cn 

KCorr 

Sp 

RSp 

Reference 

No 

Peptide 

AA 

ID# 

Protein 

PP 

98 

2008-03-05-08  4024  4024  2  out 

1614  9 

0  636 

0  26 

2  42 

609 

0 

live 

1 

TILTTKVQNINlEK 

14 

NP  1495  1  3  1 

05  0L 

0  989 

6 

2008-03-05-08  2775  2775  1  out 

715  4 

0  045 

0  07 

2  11 

339 

0 

live 

1 

NIKDK 

6 

NP  149495  1 

032R 

1 

76 

2008-03-05-08  3237  3237  2  out 

1032  5 

1  184 

022 

2  1 

228 

0  693 

Nosema 

1 

LELGNPFSR 

9 

ABE  2664 8  1 

pd  polyprotem 

0  9974 

36 

2008-03-05-08  812  812  2  out 

802  5 

0  705 

0  21 

2  08 

299 

0 

ABPVjABPVlABPV 

3 

KAMIALR 

7 

AAJ.05919  1 

capsid  polyprotem 

0  9514 

86 

2008-03-05-08  3997  3998  2  out 

1205  7 

0  783 

0  36 

2  07 

213 

0  693 

irv6 

1 

VOVSTQTKTVK 

11 

NP  149655  1 

192R 

1 

28 

2008-03-05-08  726  726  2  out 

773  5 

1  535 

0  02 

2  05 

319 

0 

live 

1 

KLDELR 

6 

NP  149695  1 

232R 

0  9B-1? 

16 

2008-03-05-08  2158  2158  2  out 

743  5 

1  585 

0  14 

2  04 

369 

0 

irve 

1 

QVKKtK 

6 

NP  149486  1 

023L 

0  96  79 

26 

2008-03-05-08  980  980  2  out 

759  5 

1  411 

0  12 

2  02 

257 

0 

ltV6 

1 

KNKEIK 

6 

NP  149864  1 

401R 

0  994 

64 

2008  03-05-08  2176  2176  2  out 

867  5 

1  606 

0  16 

2 

297 

1  099 

irve 

1 

KIHDVKK 

7 

NP  149750  1 

28  7R 

0  9962 

12 

2008-03-05-08  670  670  2  out 

729  5 

0  566 

0  16 

1  99 

169 

0  693 

l(V6 

1 

KSPAAKK 

7 

NP  149872  1 

4 11L 

0  9789 

63 

2008-03-05-08  938  938  2  out 

938  5 

1  456 

0  19 

1  95 

451 

0 

lfV6 

1 

NINHSILK 

8 

NP  149513  1 

05  0L 

0  9973 

52 

2008-03-05-08  2992  2992  2  out 

862  5 

0  969 

0  19 

1  93 

270 

1  099 

Nosema 

1 

KNKMTLK 

7 

ABQ69713  1 

Sec61  alpha 

0  9833 

30 

2008-03-05-08  1999  2000  2  out 

778  4 

1  413 

0  1 

1  92 

136 

1  609 

Nosema 

1 

WNLKTR 

7 

AAC47659  1 

unknown 

0  9549 

36 

2008-03-05-08  2631  2631  2  out 

807  5 

1  728 

0  1 

1  92 

316 

0 

Nosema 

1 

FMlAGLR 

7 

AAU11091  1 

class  II  photolyase 

0  981 

97 

2008-03-05-08  3280  3280  2  out 

1608  8 

1  22 

0  45 

1  9 

184 

0 

KBV 

1 

wfadivggvaaifgw 

15 

YP. 308661  1 

VP4 

0  9951 

46 

2008-03-05-08  3146  3146  2  out 

828  5 

1  019 

0  11 

1  87 

365 

0 

Nosema 

1 

ELGGUAR 

8 

AAQ91616  1 

unknown 

0  9502 

81 

2008  03-05-08  1612  1612  3  out 

1142  7 

1  756 

0  39 

1  87 

936 

0 

IIV6 

1 

KDIAISKVLR 

10 

NP  149485  1 

0221 

1 

99 

2008-03-05-08  3907  3907  2  out 

1621  8 

0  149 

0  23 

1  87 

141 

1  609 

live 

1 

FKGELRDNQM-IVR 

14 

NP  149624  1 

161L 

0  9678 

68 

2008-03-05-08  1015  1015  2  out 

978  5 

0  647 

0  24 

1  84 

293 

1  386 

Nosema 

1 

KVSRFGER 

8 

ABE26655  1 

pol  polyprotem 

0  9969 

72 

2008-03-05-08  2710  2710  2  out 

989  5 

0  187 

022 

1  83 

414 

1  099 

IIV6 

1 

DKKLNESR 

8 

NP149639  1 

176R 

0  9972 

13 

2008-03-05-08  698  698  2  out 

731  4 

1  491 

0  13 

1  81 

153 

1  386 

irve 

1 

VKDELK 

6 

NP  149469  1 

0061 

0  9869 

14 

2008-03-05-08  992  992  2  out 

731  5 

1  415 

0  08 

1  81 

227 

0  693 

irve 

1 

QTKKVK 

6 

NP  149705  1 

2421 

0  9949 

19 

2008-03-05-08  94  9  94  9  2  out 

746  4 

0  867 

0  13 

1  81 

249 

1  099 

IIV6 

1 

EDVKKK 

6 

NP  J 49832  1 

36  9L 

0  9924 

84 

2008-03-05-08  2883  2883  2  out 

1164  6 

1  203 

0  32 

1  81 

241 

0 

irve 

1 

KVKNQCESTK 

10 

NP  149813  1 

350L 

0  9953 

10 

2008-03-05-08  1098  1098  2  out 

725  3 

0  357 

0  17 

1  8 

100 

2  708 

Nosema 

1 

QFSDTQ 

6 

AAL28057  1 

AF406785  6  calmodulin -dependent  protem  kinase 

0  9627 

20 

2008-03-05-08  2662  2662  2  out 

749  3 

0  033 

0  13 

1  8 

295 

2  079 

Nosema 

1 

DMNDVR 

6 

ABE  27264  1 

unknown 

0  9777 

60 

2008-03-05  08  3255  3255"  2  out 

914  B 

0  485 

0  18 

1  79 

191 

0 

IIV6 

1 

LINDIAKK 

8 

NP  149647  1 

184R 

0  9974 

18 

2008-03-05-08  664  $64  2  out 

744  5 

0  626 

0  1 

1  78 

494 

0 

Nosema 

1 

KLIENK 

6 

AAB62548  1 

glut  ammyl-t  RNA  synthetase 

0  9646 

71 

2008-03-05-08  991  991  2  out 

983  4 

0  284 

0  21 

1  77 

136 

2  398 

live 

1 

DTEM'KTDK 

9 

NP  149856  1 

3931 

0  9898 

55 

2008  03-05-08  3525  3525  2  out 

880  4 

0  643 

0  19 

1  76 

135 

1  792 

irv6 

1 

IDGVDSFK 

8 

NP. 1494  85  1 

022L 

0  983 

29 

2008-03-05-08  1774  1774  2  out 

777  4 

1  388 

0  1 

1  74 

367 

0 

irve 

1 

KSDNGEK 

7 

NP  149748  1 

285L 

0  9903 

53 

2008-03-05-08  1502  1502  2  out 

866  5 

0  385 

0  21 

1  74 

180 

1  099 

Nosema 

1 

FASFAPAR 

8 

AAT12295  1 

phospholipase  D 

0  994 

85 

2008-03-05-08  4118  4118  2  out 

1181  7 

1  917 

0  26 

1  74 

212 

0 

irve 

1 

AGDAIPQIIGVK 

12 

NP  149668  1 

205R 

0  998 

94| 

2008-03-05-08  4560  4560  3  out 

1430  7 

1  098 

0  45 

1  74 

217 

0  693 

irv6 

1 

NDYKSDLVIDGK 

12 

NP  149618  1 

155L 

0  9516 

15 

2008-03-05-08  2020  2020  2  out 

732  4 

0  46 

0  14 

1  73 

236 

1  386 

Nosema 

1 

ElNNDK 

6 

ABE26653  1 

pol  polyprotein 

0  9982 

40 

2008-03-05-08  284  6  284  6  2  out 

8175 

0  798 

02 

1  73 

355 

1  099 

live 

1 

IICEALR 

7 

NP  149585  1 

122R 

0  9792 

45 

2008-03-05-08  622  622  2  out 

826  5 

0  93 

0  16 

1  73 

171 

1  386 

IIV6 

1 

KIIDIPK 

7 

NP  149707  1 

244  L 

0  9983 

7 

2008-03-05-08  1423  1423  2  out 

7174 

0  647 

0  14 

1  71 

197 

1  099 

IPV6 

1 

ITTVGAR 

7 

NP  149548  1 

Q85L 

0  9827 

47 

2008-03-05-08  2800  2800  2  out 

830  5 

0  406 

0  22 

1  71 

203 

2  079 

a1 

1 

GGQLAGVTK 

9 

YP  654600  1 

hypothetical  protein  WIV028R 

0  9941 

1 

2008-03-05-08  3333  3333  2  out 

700  5 

0  536 

0  46 

1  7 

281 

0 

Nosema 

1 

VXDIIK 

6 

ABM26977  1 

RNA  polymerase  0  largest  subunrl 

0  966 

3 

2008-03-05-08  1243  1243  2  out 

703  4 

0  641 

0  15 

1  7 

298 

0 

si 

1 

ENV1TK 

6 

YP  654658  1 

hypothetical  protein  MIV086L 

0  9856 

31 

2008-03-05-08  1668  1668  2  out 

780  4 

0  854 

0  21 

1  7 

338 

1  609 

live 

1 

PFQM'GGK 

8 

NP  149731  1 

268 L 

0  9527 

48 

2008-03-05-08  1087  1087  2  out 

832  5 

0  495 

0  14 

1  7 

266 

0 

DWV|DWV|DWV|Kakuqo 

4 

QIRM'LR 

7 

NP  853560  2 

polyprotem 

0  9512 

64 

2008-03-05-08  4142  4142  2  out 

942  6 

0  86 

0  29 

1  7 

199 

0 

IIV6 

1 

LVKNCXLK 

8 

NP  149527  1 

064L 

0  9887 

70 

2008  03-05-08  1687  1687  2  out 

980  6 

0  343 

0  2 

1  7 

309 

0 

irve 

1 

SPNISIPPR 

9 

NP  149910  1 

44  7L 

0  9888 

62 

2008  03-05-08  1278  1278  2  out 

921  6 

1  106 

0  41 

1  69 

247 

0 

live 

1 

SLRSFAJK 

8 

NP  149767  1 

304R 

0  9506 

100 

2008-03-05-08  3993  3994  2  out 

1763  1 

0  32 

0  29 

1  69 

463 

0 

Nosema 

1 

RMF  VLAVIVLF  LITK 

15 

AAL28057  1 

AF4 06785  6  calmodulin-dependent  protein  kinase 

0  9924 

57 

2008-03-05  08  2001  2001  2  out 

892  5 

0  54 

0  19 

1  67 

262 

0 

IIV6 

1 

ETVGVLFK 

8 

NP  149770  1 

30  7L 

0  9872 

25 

2008-03-05-08  2398  2398  2  out 

759  4 

0  536 

0  31 

1  66 

243 

0  693 

Nosema 

1 

LAVNWVP 

8 

AAB 12038  1 

beta-tubulm 

0  9984 

61 

2008-03-05-08  1110  1110  2  out 

921  5 

1  355 

0  17 

1  65 

209 

0 

1 

SSlMDQLK 

8 

YP  654601  1 

hypothetical  protein  MIV029R 

0  9504 

73 

2008-03-05-08  3960  3960  2  out 

1008  6 

0  9 

0  34 

1  63 

127 

0  693 

_ 

Nosema 

1 

SISHPNILK 

9 

AAL28053  1 

AF406785  2  checkpoint  protein  kinase 

0  9661 

67 

2008-03-05-08  2082  2082  2  out 

94  9  5 

0  977 

0  22 

1  6 

171 

0 

IIV6 

1 

ELM’DALNK 

9 

NP  149864  1 

401R 

0  993 

38 

2008-03-05-08  1316  1316  2  out 

8124 

0  493 

0  22 

1  58 

212 

0  693 

Nosema 

1 

KYMENK 

6 

ABE27277  1 

unknown 

0  9956 

17 

2008  03-05-08  1143  1143  2  out 

744  4 

0  84  7 

0  25 

1  57 

199 

1  099 

lfV6 

1 

QALWAR 

6 

NP  149878  1 

415R 

0  9967 

87 

2008-03-05-08  6068  6068  2  out 

1208  6 

0  861 

0  3 

1  57 

119 

1  386 

Nosema 

1 

DPFPEIDM'TK 

11 

ABV48892  1 

hypothetical  spore  wall  protein 

0  9717 

24 

2008-03-05-08  1653  1653  2  out 

756  4 

0  509 

0  18 

1  55 

209 

0  693 

Nosema 

1 

FEAYVK 

6 

AAL28053  1 

AF406785  2  checkpoint  protein  kmase 

0  992 

32 

2008  03  05-08  1314  1314  2  out 

784  5 

0  443 

021 

1  55 

166 

1  099 

VDV1[VDV1 

2 

QVRLLR 

6 

YP  145791  1 

polyprotem 

0  985 

93 

2008-03-05-08  2868  2868  2  out 

1383  7 

0  098 

0  22 

1  54 

106 

0  693 

Nosema 

1 

ENMAGKRSFDTK 

12 

ABE26650  1 

pol  polyprotem 

0  9962 

43 

2008-03-05-08  2701  2701  2  out 

820  5 

0  212 

0  23 

1  53 

346 

0 

9' 

1 

RAVTM'VK 

8 

YP  654627  1 

hypothetical  protein  MIV055R 

0  9881 

78 

2008-03-05-08  4695  4695  2  out 

1055  6 

1  804 

0  42 

1  52 

208 

0  693 

Nosema 

1 

IVKEPNLSR 

9 

AAT72743  1 

translation  elongation  factor  2 

0  9567 

96 

2008  03-05  08  3871  3871  2  out 

1516  8 

0  693 

0  37 

1  52 

120 

0 

ABPV1ABPV1ABPV 

3 

NNPNKM  TTPVKEK 

14 

AAL05919  1 

capsid  polyprotem 

1 

Test  89 


Sr  No 

File  Name 

(M+H) 

*Cn 

XCOTT 

Sp 

RSp 

Reference 

No 

Peptide 

AA 

ID# 

Protein 

PP 

8 

2008-03-05-09  2302  2302  2  out 

892  5 

0  654 

0  48 

2  15 

442 

0 

irve 

1 

ETVGVLFK 

8 

NP  149770  1 

3071 

0  9713 

17 

2008-03-05-09  3938  3938  2  out 

11436 

1  727 

0  53 

2  15 

213 

0 

NosemalNosema 

2 

LAVNMVPFPR 

10 

AAN35161  1 

beta-tubulm 

0  9749 

18 

2008-03-05-09  3063  3063  3  out 

1171  7 

0  764 

0  22 

2  14 

337 

0 

IIV6 

1 

EDKLPLSEIK 

10 

NP  149752  1 

289L 

0  9525 

5 

2008-03-05-09  2720  2720  2  out 

807  5 

1  682 

02 

2  07 

276 

0 

Nosema 

1 

FMLAGLR 

7 

AAU11091  1 

class-ll  photolyase 

0  9771 

29 

2008-03-05-09  4027  4027  3  out 

1528  8 

1  352 

0  28 

1  93 

169 

0 

AB  PVJABPVIABP  V| 

14 

DNISPDLTQLDGIK 

14 

NP  066242  1 

capsid  protein 

0  9583 

19 

2008-03-05-09  2998  2998  2  out 

11978 

0  136 

0  38 

1  83 

213 

0  693 

lfV6 

1 

ESILILLLRK 

10 

NP  149671  1 

2081 

0  9818 

11 

2008  0  3-05  0  9  263  0  2630  2  out 

976  4 

0  684 

0  23 

1  82 

460 

0 

Nosema 

1 

ENVENDEK 

8 

ABV48898  1 

hypothetical  spore  wall  protein 

0  9775 

24 

2008-03-05-09  2366  2366  3  out 

1234  7 

0  98 

05 

1  82 

258 

0 

2! 

1 

AQHPELKHFK 

10 

YP  654  658  1 

hypothetical  protem  MIV086L 

0  9893 

10 

2008-03-05-09  1927  1927  2  out 

950  6 

0  309 

0  36 

1  8 

299 

0 

live 

1 

KFAST1GVK 

9 

NP  149864  1 

401R 

0  9984 

28 

2008-03-05-09  1485  1485  3  out 

1510  8 

1  589 

0  3 

1  79 

224 

1  386 

9* 

1 

sifvewaqqgfak 

13 

YP.654692  1 

hypothetical  protein  MIV120R 

0  9622 

14 

2008-03-05-09  3379  3379  2  out 

1071  6 

0441 

0  27 

1  76 

182 

0 

live 

1 

GKVEIFHNK 

9 

NP  149917  1 

454R 

0  9941 

30 

2008-03-05-09  4160  4160  3  out 

1538  7 

0  13 

05 

1  71 

288 

0 

Nosema 

1 

SM‘GWGTGSPGTM‘AVR 

18 

AAT 12294  1 

beta  transducer  repeat  containing  protein-like 

0  9999 

4 

2008-03-05-09  2332  2332  2  out 

802  4 

0  913 

041 

1  7 

357 

0 

svisvisvisv 

4 

TLDQLGR 

7 

NP  04  9  374  1 

potyprotein 

0  977 

1 

2008-03-05-09  3313  3313  2  out 

700  5 

0  715 

0  27 

1  69 

367 

0 

Nosema 

1 

VXDHK 

6 

ABM26977  1 

RNA  polymerase  II  largest  subunrl 

0  9975 

21 

2008-03-05-09  3476  3476  3  out 

1214  7 

1  124 

029 

1  69 

300 

0 

21 

1 

IECRRTPIVK 

10 

YP  654658  1 

hypothetical  protein  MIV086L 

0  9933 

2 

2008-03-05-09  2728  2728  2  out 

705  4 

0  14 

0  27 

1  65 

332 

0 

IIV6 

1 

DDLKSK 

6 

NP  149463  1 

468L 

0  9893 

7 

2008-03-05-09  2811  2811  2  out 

836  5 

0  683 

0  34 

1  65 

398 

0  693 

Nosema 

1 

HIPKTLK 

7 

AB 62664 8  1 

pol  polyprotem 

0  9981 

6 

2008-03-05-09  1624  1624  2  out 

820  4 

0  227 

0  32 

1  61 

304 

0 

KBV 

1 

QIDVSMQ 

7 

YP  308662  1 

VP  2 

1 

15 

2008-03-05-09  2761  2761  3  out 

1076  6 

1  514 

0  33 

1  59 

150 

1  099 

IPV6 

1 

KVNFLHRY 

8 

NP  149494  1 

031R 

0  9941 

23 

2008-03-05-09  2  00  8  2008  3  out 

1231  7 

1  16 

04 

1  58 

284 

0 

2! 

1 

LWIAGTTPRKK 

12 

YP  654588  1 

hypothetical  protein  MIV016R 

0  9933 

9 

2008-03-05-09  857  857  2  out 

922  4 

1  105 

0  32 

1  56 

182 

0 

live 

1 

DREMMK 

7 

NP  149469  1 

0061 

0  9827 

31 

2008-03-05-09  2763  2763  3  out 

1552  7 

1  029 

0  3 

1  56 

220 

0 

Nosema|Nosama 

2 

MPFGLCNAPATFQR 

14 

AB  626654  1 

pol  polyprotem 

0  9712 

3 

2008-03-05-09  2775  2775  2  out 

755  4 

0418 

0  36 

1  53 

133 

1  099 

SVISVISVISV!  SV 

5 

LGFPHGK 

7 

NP  049374  1 

polyprotem 

0  9616 

33 

2008-03-05-09  4657  4657  3  out 

1939  9 

0  61 

0  37 

1  52 

224 

0 

live 

1 

STM'PGIPFETPVGYGSGAR 

20 

NP  149676  1 

213R 

0  9547 

B-37 


Test  90 


Sr  No 

Fita  Nama 

(M*H> 

*Cn 

TCorr 

Sp 

RSp 

Referaoca 

No 

Paptxle 

AA 

ID* 

Protein 

PP 

65 

2009-03-18-07  39%  3996  2  out 

1790  9 

1  483 

061 

3  52 

784 

0 

Nosenna 

1 

SYELPDGQV1KIGSER 

16 

AAB86863  1 

act  in 

0  9815 

55 

2009-03-18-0  7  4  065  4  065  2  Out 

1614  9 

0  591 

0  38 

27 

792 

0 

tfV6 

1 

T1LTTXVQNINIEK 

14 

NP  149513  1 
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2009-03-18-08  1411  1411  2  out 

7B4  5 

0  452 

0  29 

1  51 

197 

0  693 

VDVIfVOVI 

2 

QVRLLR 

6 

YP  145791  1 

polyprotem 

0  9688 

B-38 


Test  92 


Sr  No 

File  Name 

(M+H) 

•M 

*Cn 

XCorr 

Sp 

RSp 

Reference 

No 

Peptide 

AA 

ID# 

Protem 

PP 

47 

2009  03  18  09  2670  2670  2  out 

1171  6 

0413 

0  37 

2  63 

864 

0 

Nosema 

1 

HKGVMVGMGQK 

11 

AAB86863  1 

aettn 

0  9663 

68 

2009-03-18-09  4037  4037  2  out 

1614  9 

0  452 

0  27 

22 

693 

0 

lfV6 

1 

tilttkvqniniek 

14 

NP  149513  1 

050L 

0  9527 

22 

2009  03-18  09  2158  2158  2  out 

892  5 

0  599 

0  32 

2  11 

356 

0 

irv6 

1 

ETVGVLFK 

8 

NP  149770  1 

307L 

0  9606 

69 

2009-03-18-09  3493  3494  2  out 

1485  9 

0  601 

0  39 

2  07 

591 

0 

Nosema 

1 

ISRRLTFIPINR 

12 

AAT12296  1 

chromosome  segregation  protein 

0  9721 

8 

2009-03-18-09  723  723  2  out 

731  4 

1  661 

0  07 

2  05 

217 

1  386 

irve 

1 

VKOELK 

6 

NP  149469  1 

0061 

0  9786 

55 

2009-03-18-09  3962  3962  2  out 

1384  8 

0  125 

0  32 

2  02 

456 

0 

lfV6 

1 

FVGADWLLEPlI 

13 

NP  149910  1 

447L 

0  9603 

28 

2009-03-18*09  1036  1036  2  out 

938  5 

1  144 

022 

1  99 

379 

0 

live 

1 

NINHSILK 

8 

NP  149513  1 

0501 

0  9737 

24 

2009-03-18-09  32?8  3278  2  out 

914  6 

0  015 

0  14 

1  85 

195 

0  693 

irve 

1 

LINDLAKK 

8 

NP  149647  1 

184R 

0  9685 

50 

2009-03-18  09  3863  3863  2  out 

12137 

1  509 

022 

1  85 

867 

0 

l(V6 

1 

ELNQILDKIK 

10 

NP  149916  1 

453L 

0  9646 

70 

2009-03-18-09  4106  4106  2  out 

1763  1 

1  224 

047 

1  83 

222 

0 

Nosema 

1 

RMFVlAVlVlFinX 

15 

AAL28057  1 

AF406785  6  calmodulin-dependent  protem  kmase 

0  9708 

71 

2009-03-18  09  4447  4447  2  out 

1773  1 

0  524 

045 

1  83 

358 

0 

Nosema 

1 

ILVGLEAKDNLUHPK 

16 

BAF76326  1 

heat  shock  protem  70 

0  958 

61 

2009-03-18-09  4494  4494  2  out 

1492  9 

0  623 

0  27 

1  81 

219 

1  792 

Nosema 

1 

VIDNRHIGSIKIK 

13 

BAF  76326  1 

heat  shock  protem  70 

0  9777 

65 

2009  03-18  09  3255  3255  2  out 

1557  9 

1  382 

0  39 

1  8 

85 

0 

9' 

1 

WKIISTIQDKWK 

13 

YP  654658  1 

hypothetical  protein  MfV086L 

0  9777 

60 

2009-03-18-09  4663  4663  2  out 

1492  8 

0  264 

022 

1  79 

474 

0 

Nosema 

1 

AMKAMGLGmGLK 

15 

AAF91269  1 

20S  proteasome  alpha  5  subunit 

0  9748 

30 

2009-03-18  09  2736  2736  2  out 

989  5 

0  216 

0  31 

1  74 

351 

0 

irv6 

1 

DKKLNESR 

8 

NP  149639  1 

176R 

0  9522 

67 

2009-03-18-09  1843  1843  3  out 

1607  8 

1  516 

0  35 

1  73 

195 

1  099 

I1V6 

1 

NVISWWSQPSMRR 

14 

NP  149790  1 

32  7R 

0  9689 

25 

2009  03-18  09  9^8  918  2  out 

915  5 

1  439 

0  17 

1  7 

212 

0 

lfV6 

1 

KA1KNADR 

8 

NP  V9764  1 

30 11 

0  9597 

66 

2009-03-18-09  3517  35i7  2  out 

1596  8 

0  291 

0  26 

1  68 

179 

0 

Nosema 

1 

EARFNEIKSEM'AR 

14 

BAC 15534  1 

elongation  factor  1  alpha 

0  9648 

3] 

2009  03-18  09  1264  1264  2  out 

712  5 

0  381 

028 

1  67 

261 

0 

Nosema|Nosemaj 

5 

QPVIKK 

6 

ABM26981  1 

RNA  polymerase  It  largest  subunit 

0  9801 

37 

2009-03-18-09  7122  7122  3  out 

1076  7 

1  13 

0  46 

1  64 

230 

0 

live 

1 

KHNVRPWK 

9 

NP  149798  1 

335L 

1 

18 

2009-03-18  09  1415  1415  1  out 

8174 

0  043 

0  36 

1  63 

778 

0 

Nosema 

1 

NESNLLK 

7 

ABE27273  1 

unknown 

1 

1 

2009-03-18-09  7019  70^9  2  out 

700  5 

0  557 

0  25 

1  61 

165 

0 

Nosema 

1 

VXDUK 

6 

ABM26977  1 

RNA  polymerase  II  largest  subunit 

0  9549 

11 

2009  03-18-09  7473  7473  2  out 

747  4 

1  553 

0  3 

1  61 

479 

0 

BQCV 

1 

AKESKGK 

7 

NP  620565  1 

structural  potyprotem 

0  9601 

31 

2009-03-18-09  1766  1766  2  out 

989  6 

0  354 

0  24 

1  6 

385 

0 

9' 

1 

TVCRLLER 

8 

YP  654695  1 

hypothetical  protein  MfV123L 

0  9552 

40 

2009-03-18-09  4070  4070  2  out 

11225 

0618 

0  39 

1  6 

150 

0  693 

KV6 

1 

SLMGNCPSSVK 

11 

NP  149555  1 

Q92R 

0  9538 

44 

2009-03-18-09  1652  1652  2  out 

1142  7 

0  701 

0  28 

1  6 

144 

1  386 

irv6 

1 

KD1AISKVLR 

10 

NP  149485  1 

0221 

0  95 

58 

2009  03-18-09  2858  2858  2  out 

1472  8 

0  442 

0  32 

1  57 

142 

0 

9' 

1 

F|PTATWWCPSK 

14 

YP  654681  1 

hypothetical  protein  NHV109L 

0  9602 

32 

2009-03-18  09  3408  3408  2  out 

1040  5 

1  623 

0  38 

1  56 

298 

0 

irve 

1 

EM'W'KINDK 

10 

NP  149463  1 

468L 

0  9732 

46 

2009  03-18  09  3689  3689  2  out 

11606 

0  654 

0  34 

1  53 

296 

0 

KBV[K9V 

2 

fTVENALGESk 

11 

NP  851403  1 

non  structural  potyprotem 

0  9798 

56 

2009  03  18-09  3501  3501  2  out 

1400  7 

1  386 

026 

1  52 

157 

0  693 

lfV6 

1 

NQQRHWQFEK 

10 

NP.  149726  1 

26  3L 

0  9559 

34 

2009-03-18-09  3348  3348  2  out 

1048  5 

0  476 

0  31 

1  51 

138 

1  099 

VDV1 

1 

IDM'GTLNIR 

10 

ACF24764  1 

polyprotein 

0  9693 

57 

2009  03  18  09  4209  4209  2  out 

1416  7 

1  253 

0  33 

1  51 

144 

0  693 

MV6 

1 

LDTLVOQNEE^K 

12 

NP  149675  1 

21 21 

0  9701 

20 

2009-03-18-09  2239  2239  2  out 

859  5 

1  61 

0  33 

1  5 

65 

2  944 

Nosema 

1 

iQAESiAK 

8 

AAT12295  1 

phospholipase  D 

0  9577 

39 

2009-03-18-09  3333  3333  2  out 

1113  6 

0  779 

0  31 

1  5 

462 

0  693 

Nosema 

1 

RQEAQRLGR 

9 

AAT12293  1 

DNA  repair  helicase  RAD25 

0  9551 

72 

2009  03-18-09  3261  3261  3  out 

1784  9 

0  24 

04 

1  5 

104 

2  303 

Nosema 

1 

FENfVMGFSGlSGDAK 

17 

AAF91269  1 

20S  proteasome  alpha  5  subunit 

0  9843 

B-39 


Tin  93 


St  Mo 

FHa  Him* 

■M 

*Cn 

XCon 

Sp 

RSp 

RaNtanca 

No 

AA 

©* 

P'Km 

PP 

104 

2009-03-18-10  3992  3992  2  ool 

1790  9 

0  143 

0  59 

304 

B2C 

0 

Noaama 

1 

SYELPOGQVIKtGSER 

16 

AAB86863 

actm 

0  9968 

60 

2009-03-18-10  2624  2624  3  ool 

1171  6 

0  65 

0  57 

2  65 

1399 

0 

No«ma 

1 

HKGVMVGMGQK 

11 

AAB86863 

*c  1m 

1 

27 

2009-03-18-10  1599  1599  2  ool 

800  5 

0  764 

026 

25 

525 

0 

No*a*na 

1 

RlDiAGR 

7 

AAB86863  1 

»ctm 

0  9631 

95 

2009-03-18-10  4413  4113  2  ool 

1579  9 

1  552 

049 

2  3* 

667 

0 

MV6 

1 

flretvgvlfkdr 

13 

NP  149770  1 

3071 

0  9839 

36 

2009-03-18-10  2085  2085  2  ool 

892  5 

0  536 

0  13 

2  '7 

259 

0 

*V6 

1 

ETVGVIFK 

8 

HP  149770  1 

307L 

0  9625 

90 

200*0*1*10  382^  3827  2  ool 

1514  8 

0  521 

0  13 

2  07 

425 

0 

Notimi 

1 

EGAEL1DSVLDWR 

14 

AAB12038  1 

bata-tububn 

0  9%2 

% 

2009-03-1*10  4295  4295  2  ool 

1611  9 

0  32 

034 

206 

393 

0 

live 

1 

TiLTTKVQMNIEK 

14 

NP  149513  1 

0501 

0  9863 

62 

2009-03-18-10  4012  4012  2  ool 

1205  7 

095 

0  31 

204 

273 

0  693 

HV6 

1 

vovstqtktvk 

11 

•*>  14%55  1 

192R 

0  9711 

97 

2009-03-18-10  4298  4298  2  ool 

1618  8 

0  479 

041 

2  02 

444 

0 

live 

1 

ettneevnoeok 

14 

U9901  1 

4386 

0  9679 

20 

2009-03-18-10  1069  1070  2  ool 

773  5 

0  277 

0  07 

2 

188 

0 

*V6 

1 

kldelr 

6 

NP  14%95  1 

232R 

0  9921 

99 

2009-03-18-10  41 15  4115  2  ool 

1700 

342 

0  36 

2 

256 

0 

Nosama 

1 

LN£TEQKKHEHK 

14 

ABE27271  1 

unknown 

0  9924 

7 

2009-03-18-10  2220  2220  2  ool 

743  5 

1595 

0  26 

1  99 

238 

0 

live 

1 

OVKKJK 

6 

NP  149486  1 

02  X 

0  993' 

21 

2009-03-18-10  1231  1231  2  ool 

774  4 

0  262 

0  11 

1  97 

351 

0 

irv6 

1 

ELKDNR 

6 

NP  149851  1 

388R 

0  9978 

83 

2009-03  18-10  3538  3538  2  ool 

1459  8 

1  635 

045 

1  97 

117 

0 

XV6 

1 

M-PHYWVKSPMR 

13 

NP  149567  1 

1041 

0  9963 

105 

2009-03-18  10  4171  H7i  2  ool 

1831  8 

1  809 

0  39 

1  97 

214 

0 

Nowtna 

1 

RM-VHSOOFDPEVAER 

16 

AAC47660  1 

mil  OChonrfnjI -type  HSP70 

0  95  72 

5 

2009-03-18-10  671  671  2  ool 

7314 

1  764 

011 

1  95 

264 

1  386 

HV6 

1 

VKOEcK 

6 

NP  149469  1 

006L  1 

0  9978 

85 

2009-03-18  10  3296  3296  2  ool 

1475  6 

0  71 

0  17 

1  % 

434 

1  099 

live 

1 

EMNNTCSSGYlTR 

13 

NP  149930  1 

16  7R 

0  9695 

11 

2009-03-18-10  310  310  2  ool 

761  4 

6  2371 

0  14 

1  94 

346 

0 

XV6 

1 

EKXMK 

6 

NP  149723  1 

260R 

0  984 

54 

2009-03-18-10  4651  4651  3  ool 

1070  7 

1 185 

0  36 

1  93 

175 

1  099 

*V6 

1 

.SORLNVK 

5 

NP  149548  1 

0856 

1 

87 

2009  0  3  18  10  4175  4475  2  ool 

1492  9 

0  908 

0  24 

1  93 

220 

1  386 

Noaacni 

1 

VLDMRHLG  SJK1  K 

13 

BAF76326  1 

heat  ahoek  pro* no  70 

0  9  779 

9* 

2009-03-18-10  3263  3263  2  ool 

1557  9 

1422 

041 

193 

108 

0  693 

? 

1 

WKJ  SHOOK WK 

13 

YP  651658  1 

hypothetical  protam  MIV086c 

0  9947 

30 

2009-03-18-10  968  988  2  ool 

358  5 

0  463 

0  1 

1  92 

314 

0 

HV6 

1 

EUOU.K 

7 

NP  149920  1 

4671 

0  9942 

46 

2009-03  18  10  2781  278'  2oul 

989  5 

0  073 

0  33 

1  9 

452 

0 

XV6 

1 

OKKLNESR 

8 

NP  149639  1 

I76R 

0  9981 

26 

2009-03-18-10  505  505  2  ool 

791  4 

0  45' 

029 

9 

226 

1  946 

No*a»na 

1 

ESKDNAK 

7 

ABE272H  1 

unknown 

0  9743 

45 

2009-03  18-10  3170  3170  2  ool 

957  6 

0  402 

0  15 

87 

804 

0 

Motimi 

1 

ElNlEVEK 

8 

ABE27271  1 

unknown 

0  9966 

77 

2009  03  18  10  3890  3890  2  ool 

1377  7 

0  394 

0  18 

i  87 

146 

0 

rve 

1 

nennsvgrtqmk 

12 

NP  149530  1 

06  7R 

0  %93 

2o 

2009-03-18-10  3095  3095  2  ool 

801  5 

1  499 

0  15 

1  84 

630 

0 

BQCV 

1 

CXDtWK 

7 

'NP  620564  1 

non»tructuf«l  po*vP»otetn 

0  95  33 

31 

2009-03-18-10  3091  309  '  2  ool 

860  5 

0  139 

Oil 

'  81 

208 

0 

»V6 

1 

KTIELEK 

7 

NP  149914  1 

451L 

0  99'7 

88 

2009-03-18  10  4406  4406  2  ool 

15108 

1  3  7 

0  24 

1  83 

233 

0 

IIV6 

1 

.ICMMASRISFOK 

13 

NP  149923  1 

460R 

0  9935 

100 

2009-03-18  10  858  858  3  ool 

1715  9 

1  769 

0  49 

1  83 

247 

0 

KV6 

1 

"vENLVLGN'QNGIR 

15 

NP  119586  1 

123R 

0  9888 

55 

2009-03-18-10  3405  3405  2  ool 

10716 

0  141 

032 

1  78 

417 

0693 

KV6 

1 

GKVElFhNK 

9 

NP  149917  1 

454R 

0  9764 

52 

2009-03-18  10  2655  2655  2  ool 

1034  5 

26 

031 

'  77 

233 

0 

No*#mi 

1 

kv*eevra5 

9 

AA  Cl  7660  1 

mitochondnai  type  HSP70 

0  95  4 

92 

2009-03-18-10  3601  360  '  2  ool 

1533  8 

0  566 1 

022 

1  77 

347 

0  693 

2> 

1 

PWYSTOGAEVLK 

14 

YP  651588  1 

hypothetical  protam  MIV016R 

0  9952 

9 

2009-03-18-10  2071  2071  2  ool 

746  4 

0  804 

02 

1  76 

253 

0 

N0*#tri 

1 

KSAICPK 

7 

AAT12292  1 

hypothetic  ai  prcten 

0  %8 

29 

2009  03  18  10  1191  1191  2  ool 

802  5 

0  482 

017 

176 

257 

0 

No»a<na 

1 

KSlDVLK 

7 

AB 069715  1 

unknown 

0  9935 

106 

2009-03-18-10  4005  4005  2  ool 

1843 

1  51 

0  3 

1  74 

56 

1  099 

IIV6 

1 

RSOfPElXVOPTLENK 

16 

f4P  149798  1 

2956 

0  9652 

70 

2009-03-18-10  4231  423  '  2  ool 

1285  7 

1  086 

047 

1  71 

8‘8 

0 

irv6 

1 

EAQKJEK&NR 

11 

NP  1496  12  1 

1496 

0  9972 

33 

2009  03-18-10  22’’ 1  227'  2  ool 

867  5 

1  163 

0  23 

i  7 

286 

0  693 

UV6 

1 

KLHOVKK 

7 

NP  149750  1 

28TO 

0  9857 

6912009-03-18-10  4013  4013  2  out 

1270  8 

0152 

0  24 

1  7 

250 

0  693 

No»mi 

1 

NWTVKEVUK 

11 

ABV48897 1 

i 

1 

l 

j 

0  9978 

78  2009-03-18-10  34T8  34  7  8  2  ool 

1400  7 

1  368 

0  23 

1  69 

88 

1  609 

KV6 

1 

MQQRHWQFE* 

1C 

NP  149726  1 

26X 

0  9898 

38 1 2009 -Oy  18- 10  3227  3227  2  ool 

915  6 

1  471 

02 

1  68 

217 

0  693 

*V6 

1 

DLEGKJiK 

8 

NP  149548  1 

0856 

0  995 

101 

2009-03-18-10  4  1  84  4184  2  ool 

1746  8 

0  637 

0  31 

1  67 

256 

0 

UV6 

1 

NCQEKET1YSDNFR 

h  14 

NP  149500  1 

0371 

0  990' 

37 

200W3- 1*10  1060  1060  2  ool 

901  5 

0  50' 

0  27 

1  66 

141 

2  303 

Na»a<na 

1 

ERD6KIK 

7 

ABF 26652  1 

pot  polypcwain 

0  9764 

56 

2009-03-18  10  1828  1828  3  ool 

1075  6 

0  07 

0  35 

1  66 

112 

2  079 

1 

XDKSNcNEK 

9 

ABV488%  1 

hypothet<a’  *pota  wal'  prptam 

0  9955 

102 

2009-03-18-10  4009  4009  2  out 

1763  1 

1  '56 

04 

1  66 

487 

0 

No*mi 

1 

RMFVLAVIVLfUTK 

15 

AAL28057  1 

AF106785  6  caknodUin-flependent  protam  kinat* 

1 

12 

200*03- 18-10  727  727  2  ool 

763  5 

OH 

0  17 

1  65 

230 

0 

irv6 

1 

KFNKVK 

6 

NP  149758  1 

2956 

0  9976 

15 

2009  03-18-10  1012  1012  2  ool 

768  4 

084 

02 

1  65 

74 

1  099 

Nosmi 

1 

eiytdk 

6 

AB 069726  1 

unknown 

0  9952 

76 

2009-03-18-10  4352  4352  2  oo1 

1374  7 

1  456 

029 

1  65 

71 

0  693 

No*ama 

1 

SQSERERIEIK 

h  11 

AAT122%  1 

chfonwiam*  pcotam 

0  9974 

14 

2009-03-18-10  1491  1491  2  ool 

767  4 

0  208 

0  26 

1  63 

234 

0 

HV6 

1 

YTQlDK 

6 

NP  149920  1 

45H. 

"o  9603 

41 

2009  03-18-10  4300  4300  2  ool 

956  4 

1  146 

0  24 

1  62 

172 

0 

Nasatna 

1 

(FEMOACK 

8 

AAD 12605  1 

RNA  potymataaa  II  latpaai  tubuna 

0  9651 

2 

2009-03-18-10  3320  3320  2  ool 

700  5 

0  082 

029 

1  61 

375 

0 

Noiama 

1 

VXdlK 

6 

ABM26977  1  1 

RNA  pc  ymaiaaa  1  ta'oast  suhontt 

0  99 

57 

2009-03-18-10  4036  4036  2  ool 

11225 

0  638 

026 

1  61 

157 

0 

irv6 

1 

S6MGNCPSSVK 

11 

NP  149555  1 

092R 

0  9695 

19 

2009-03-18  10  1884  1884  2  ool 

771  5 

1  424 

0  29 

1  6 

539 

1  099 

Noaema 

1 

RCH.K 

6 

ABE27266  1 

unknown 

0  9%9 

41 

2009-03-18  10  3323  3323  2  ool 

921  6 

1  324 

0  25 

1  6 

186 

0 

IIV6 

1 

S6RSFAJK 

8 

NP  149767  1 

304R 

0  %39 

80 

2009-03-18-10  3151  3151  2  ool 

1413  9 

0  675 

029 

1  6 

288 

1  609 

Na»a<ni 

1 

EVIIKNKEUSK 

12 

ABV18897  1 

hypolhaticai  $poca  wall  protam 

0  9945 

10 

2009-03-18-10  6670  6670  2  ool 

747  4 

1  634 

032 

1  59 

110 

1  386 

FV6 

1 

INEESR 

6 

NP  149642  1 

179R 

0  9731 

73 

2009-03-18-10  3070  X70  2  ool 

1323  5 

1312 

0  24 

1  59 

107 

0 

Na»»mi 

1 

ED06SEKNDOK 

11 

ABV48893  1 

hypolhatica)  »pota  wall  prrtam 

0  9977 

32 

2009-03-18-10  1101  1101  2  ool 

865  4 

1257 

02 

1  58 

255 

0 

2 

1 

iQEQaqfk 

7 

VP  654678  1 

hypothatic  ai  ptotam  MIV1 06R 

0  9975 

71 

2009-03-18-10  3949  3949  2  ool 

1288  7 

1  024 

0  27 

1  57 

150 

0 

XV6 

1 

NMKTWANRK 

11 

NP  149482  1 

019R 

0  9972 

103 

2009-03-18-10  3800  3800  2  ool 

1769  8 

182' 

0  33 

157 

432 

0 

»V6 

1 

F  EAS  E  Mv  S  WYKS  N  K 

14 

NP  149902  1 

4396 

0  9902 

24 

2009-03-18-10  344  T  344  7  2  ool 

779  4 

•  67 

0  31 

1  55 

413 

0 

XV6 

1 

NSS6KCK 

7 

NP  149869  1 

406R 

0  9674 

74 

2009-03-18-10  3994  3994  2  out 

1327  8 

1  598 

0  26 

i  55 

377 

1  099 

KV6 

1 

INUKMNKIK 

11 

►IP   148877  1 

4141 

0  9975 

42 

2009-03-18-10  826  826  2  ool 

922  4 

0  493 

0  28 

1  54 

224 

0 

XV6 

1 

OREMMIK 

7 

NP  149169  1 

0066 

0  9929 

98 

200903-18-10  7103  7103  3  ool 

16%  9 

1  3% 

061 

1  W 

219 

0 

ASPVIASF'VIABRV  >BPV 

4 

VANGtRlPVtOEMAK 

16 

NP  066242  1 

capaid  pnttain 

0  9645 

23 

2009-03-18-10  4747  47l7  2oot 

777  4 

0  328 

0  23 

152 

201 

0 

HV6 

1 

■VESSDK 

7 

NP  149795  1 

332V 

0  9924 

93 

2009-03  18-10  3874  3«7i  2  ool 

154  2  7 

0  528 

0  3 

1  52 

116 

0 

DWVJDWV10  WV  |DWV|KakugofVI>V  1  (VDV 1 

7 

TOLMEWGSNPYIR 

14 

NP  853560  2 

potypfplatn 

0  9928 

39 

2009-03-18-10  2801  2801  2  ool 

916  4 

0  267 

0  39 

15 

238 

1  099 

A9PVJA8F  VIABLY  (ABPV1ABPVIABPVIABPV|A0PVIA9PV1KBV 

18 

RATM'CYR 

8 

AAX58199  1 

ftructufil  p*ota<n 

1 

40 

2009  03-18-10  1833  1833  2  ool 

921  5 

0  582 

029 

1  5 

311 

1  099 

m 

1 

NSFMPWK 

8 

NP  149647  1 

184R 

0  99 

96 

2009-03  1  810  3910  3910  2  ool 

1476  7 

06  6 

0  33 

15 

217 

0 

A9PV 

1 

NNSNKM'A’PVKEK 

14 

NP  066242  1 

capatd  ptotam 

0  9962 

B-40 


Tesl  94 


Sr  No 

F he  Name 

iM+H) 

*Cn 

XCorr 

Sp 

RSp 

Reference 

No 

Peptide 

AA 

to 

Protem 

PP 

137 

2009-03-18- 1 1  3  984  3984  2  Out 

1790  9 

0  58 

0  61 

3  23 

727 

0 

Nos  am  a 

1 

SYELPDGQVKlGSER 

16 

AA886863  1 

earn 

1 

113 

2009-0318-11  3321  3321  2  out 

1515  7 

0  65 

0  63 

3  14 

933 

0 

Nosama 

1 

IWHHTFYNELR 

11 

AAB86863  1 

actin 

0  9949 

76 

2009-03-18-H  2647  2647  2  out 

1171  6 

0  522 

044 

3  09 

752 

0 

Nosema 

1 

HKGVMVGMGQK 

11 

AA886863  1 

aclin 

0  9551 

125 

2009-031  8-11  432  3  4  32  3  2  out 

1614  9 

157 

0  46 

2  62 

736 

0 

irve 

1 

TILTTKVCNINIEK 

14 

NP  149513  1 

0501 

0  9831 

15 

2009-0318-11  790  790  2  oul 

760  4 

0  502 

0 

2  43 

267 

0 

l(V6 

1 

ELKNEK 

6 

NP  149921  1 

458R 

0  9838 

68 

2009-0313 1 1  3550  3550  2  oul 

1132  6 

1  619 

0  46 

2  35 

366 

0 

91 

1 

RGOMKNEGGR 

10 

YP  654692  1 

hypothetical  protein  MIV120R 

0  9721 

123 

2009-0318-11  3349  3349  2  out 

1592  8 

0  499 

0  33 

2  22 

249 

1  386 

irve 

1 

NYPTtQDEMKLLK 

13 

NP  149675  1 

212L 

0  9903 

94 

2009-031311  3051  3051  2  out 

1334  6 

0  837 

0  12 

2  15 

423 

0  693 

ltV6 

1 

VM-OtQNENIDK 

12 

NP  14%98  1 

235L 

0  9763 

93 

2009-0318-1 1  3781  3781  2  oul 

1320  7 

1  579 

0  36 

2  14 

238 

1  099 

irve 

1 

vqfndtniknk 

11 

NP  149852  1 

389L 

0  %27 

110 

2009-03  18-11  4269  4269  2  out 

1498  8 

0  665 

0  23 

2  11 

653 

0 

IIV6 

1 

EIFICYREGIKK 

12 

NP  U9500  1 

037L 

0  9706 

22 

2009-03  1  311  1327  1327  2  out 

774  4 

0  7  38 

0  08 

2  06 

337 

0 

irve 

1 

EIKDNR 

6 

NP  149851  1 

I388R 

0  %07 

12 

2009-03  1  311  1441  1441  2  Out 

744  5 

0  644 

0  08 

2  03 

4% 

0 

Nosema 

1 

KUENK 

6 

AAB62548  1 

glut  ammyl-l  RNA  synthetase 

0  976 

39 

2009-031311  2313  2313  2  out 

859  5 

1  256 

0  09 

2  03 

307 

0  693 

l(V6 

1 

OLKfTEK 

7 

NP  149821  1 

358  L 

0  9706 

42 

2009-03-18  1 1  2036  2036  2  out 

892  5 

0  741 

026 

2  02 

437 

0 

IIV6 

1 

ETVGVLFK 

8 

NP  149770  1 

107L 

0  9978 

128 

2009-031311  4275  4275  2  out 

1648  8 

0  812 

0  29 

2 

456 

0  693 

irve 

1 

ETTNEEVNIDEIDK 

14 

NP  149901  1 

438L 

0  9855 

28 

2009-03  1  311  3031  3031  2  out 

801  5 

0  671 

0  23 

197 

606 

0 

BQCV 

1 

DLDLWK 

7 

NP  620564  1 

non  si  ruclural  potyprotem 

0  9646 

82 

2009-03-18-11  3736  3736  2  Out 

1213  7 

1  845 

0  17 

1  % 

271 

0 

l(V6 

1 

ELNLENIIKK 

10 

NP  149748  1 

285L 

0  9593 

30 

2009-03-1311  503  503  2  out 

8144 

0  649 

0  27 

1  93 

462 

0 

lfV6 

1 

ENFYNK 

6 

NP  149750  1 

287R 

0  9528 

61 

2009-0318-11  3374  3374  2  out 

1071  6 

066 

0  27 

1  93 

518 

c 

irve 

1 

GKVEIFHNK 

9 

NP  149917  1 

454R 

1 

88 

2009-03  1  311  4270  4  270  2  out 

1285  7 

0  311 

0  39 

1  91 

1158 

0 

live 

1 

EAOKIE  KIGNR 

11 

NP  149612  1 

149L 

0  9938 

26 

2009-031311  1045  1045  2  Out 

792  5 

0  043 

0  16 

1  9 

546 

1  099 

Nosama 

1 

efklkk 

6 

AAS16360  1 

translation  elongation  taclor  1  alpha 

0  9869 

38 

2009-031311  2660  2660  2  out 

857  6 

1  675 

0  31 

1  9 

100 

2  773 

10/6 

1 

KTVtKtR 

7 

NP  149733  1 

270R 

0  9892 

106 

2009-031311  3499  3499  2  out 

1459  8 

1  497 

0  34 

1  9 

437 

0 

10/6 

1 

M'PHYVWKSPMR 

13 

NP  149567  1 

104L 

0  9523 

126 

2009-031311  4191  4191  2  out 

1627  9 

1  698 

0  24 

1  9 

198 

0 

KV6 

1 

EEW1NLANVFKHK 

13 

NP  149804  1 

341R 

0  9748 

32 

2009-031311  531  531  2  out 

816  5 

0  353 

0  24 

1  89 

297 

2  303 

DWVtDWVlDWVlKakugo 

4 

QIRMLR 

6 

NP  853560  2 

potyprotem 

0  9713 

65 

2009-03-18-11  4018  4018  2  out 

1102  7 

0  518 

0  5 

1  88 

456 

0 

Nosama 

1 

PLKSMLYR 

9 

/\BQ69724  1 

unknown 

0  9722 

41 

2009-03  1  311  3672  3672  2  out 

880  5 

1  591 

0  42 

1  8T 

281 

0  693 

10/6 

1 

NFVKMNK 

7 

NP  149902  1 

439L 

0  9887 

55 

2009-03  18-11  2790  2790  2  out 

989  5 

0  001 

0  34 

1  8? 

346 

0  693 

10/6 

1 

DKKLNESR 

6 

NP  149639  1 

176R 

0  985 

100 

2009-03  18  11  3877  3877  2  out 

1377  7 

1  739 

0  35 

1  8? 

105 

0 

IIV6 

1 

NENNSVGRTQMK 

12 

NP  149530  1 

067R 

0  9941 

84 

2009-031311  3633  3633  2  out 

1243  7 

0  477 

02 

1  85 

192 

1  386 

10/6 

1 

LNQSMULAIK 

11 

NP  149883  1 

420R 

0  9821 

105 

2009-031311  3919  3919  2  out 

1458  7 

1  595 

0  36 

1  85 

277 

0 

9' 

1 

vstbftedlnopk 

13 

YP  654647  1 

hypothatical  protein  M(V075R 

0  9918 

127 

2009-03- 18-11  3339  3339  2  out 

1631  8 

0  604 

028 

185 

157 

1  099 

10/6 

1 

IDADLQGNGM*VEI)K 

16 

NP  149618  1 

155L 

0  9855 

ill 

2009  03  18-1 1  3301  3301  2  out 

1510  8 

1  742 

0  39 

1  84 

106 

1  099 

10/6 

1 

LKTMNASRISFDK 

13 

NP  149923  1 

460R 

0  9867 

52 

2009-03  1  311  194?  1947  2  out 

958  6 

0  503 

02 

1  83 

409 

0 

Nosema 

1 

EATTRLKK 

8 

BAf  76326  1 

heat  shock  protem  70 

0  9861 

138 

2009-03-18-11  44  30  4430  2  out 

1947  e 

1  832 

0  51 

1  83 

152 

0 

Nosama 

1 

FNEQCGREWEVLMSMK 

17 

A0V489OO  1 

hypothetical  spora  wall  protein 

0  9959 

109 

2009-0318-11  3464  3464  2  out 

1485  9 

0  33 

0  42 

1  82 

509 

0 

Nosema 

1 

ISRRITF  PLNR 

12 

AAT1 22%  1 

chromosome  segregation  protem 

0  991 

44 

2009-03-18-11  348  7  3487  2  out 

911  5 

1  667 

0  19 

1  81 

241 

0 

10/6 

1 

ildfylk 

7 

NP  149648  1 

185L 

0  9%8 

56 

2009-031311  1655  1655  2  out 

989  6 

0016 

0  17 

1  8 

628 

0 

9' 

1 

TVCRLLER 

8 

YP  654695  1 

hypothetical  protem  MIV123L 

0  9811 

90 

2009-031311  3190  3190  2  out 

12%  7 

1  09 

0  16 

1  8 

246 

0 

Nosema 

1 

EEMLFCRKIK 

10 

ABE2726? 1 

unknown 

0  986 

108 

2009-031311  2635  2635  2  out 

1475  7 

0  568 

0  47 

1  8 

98 

0 

Nosama 

1 

AAELASENOtTWR 

13 

ABE26655  1 

pot  potyprotem 

0  9937 

122 

2009-0318-11  4317  4317  2  out 

1589  9 

0  767 

022 

1  8 

172 

0  693 

3! 

1 

1 GE  KTKF  GE  IN  PTR 

14 

YP  654697  1 

hypothetical  protem  MIV125R 

0  9921 

36 

2009-03  1  311  949  949  2  Out 

8414 

0  831 

0  37 

1  79 

140 

0 

Nosama|NosemalNosema|No 

5 

QNADHEK 

7 

AAZ23550  1 

alpha-lubulm 

0  9761 

21 

2009  03  18  1 1  1437  1437  2  out 

773  5 

1  659 

0  18 

1  75 

331 

0  693 

10/6 

1 

IQKVTGK 

7 

NP  149859  1 

3%L 

0  9533 

135 

2009-031311  3530  3530  2  out 

1760 

0  518 

0  19 

1  75 

354 

0 

2 

1 

DSVQSLKT  QIDELKR 

15 

YP  654621  1 

hypothetical  protem  MIV049R 

0  9821 

25 

2009-031311  1062  1062  2  out 

784  5 

0  31 

0  22 

1  74 

240 

0 

VOV11VOV1 

2 

QVRLLR 

6 

YP  145791  1 

potyprotam 

0  9814 

14 

2009-0318-11  2433  2433  2  out 

759  4 

0  146 

0  15 

1  73 

325 

0 

Nosama 

1 

LAVNWVP 

8 

AAS12038  1 

beia-tubulm 

0  9868 

20 

2009-0318-11  1955  1955  2  out 

772  5 

1  588 

0  24 

1  73 

212 

1  386 

Nosama 

1 

KAPTDIK 

7 

ABE26648  1 

pel  potyprotam 

0  9%6 

33 

2009  0318-11  1210  1210  2  out 

822  5 

0  309 

0  16 

1  73 

521 

0 

10/6 

1 

KLPSHLK 

7 

NP  149590  1 

127L 

0  9947 

50 

2009-03  18  1 1  1  180  1180  2  out 

946  5 

1  006 

0  28 

1  73 

139 

1  792 

10/6 

i 

RNDSTL.K 

8 

NP  149768  1 

295L 

0  9748 

130 

2009  03-18-1 1  4305  4305  2  out 

1712  7 

0  637 

0  24 

1  73 

121 

i  946 

10/6 

1 

ENDETEYDEQSIIK 

14 

NP  149642  1 

179R 

0  9934 

98 

2009-0318-11  3602  3602  2  out 

1370  8 

0  88 

0  22 

1  72 

397 

0 

Nosama 

i 

NAFGIEMKULK 

12 

A8E26649  1 

pol  polyprotam 

0  98% 

63 

2009-03  18  11  2996  29%  2  out 

1085  6 

1  686 

0  21 

1  7 

189 

0 

10/6 

1 

ELNLEN'IK 

9 

NP  149748  1 

28  5L 

0  9901 

120 

2009-0318-11  4009  4009  2  oul 

1560  9 

1  248 

0  31 

1  69 

312 

0 

10/6 

1 

QYIDOtLKLEGLK 

13 

NP  149716  1 

25  3L 

0  9%5 

103 

2009-031  311  6434  5434  3  oul 

1402  8 

0  95 

041 

1  68 

353 

0 

Nosema 

1 

AHlKHDlSlRGR 

12 

ABE26653  1 

pol  potyprotem 

1 

4 

2009-03-1311  1286  1286  2  out 

712  5 

0  345 

0  22 

1  67 

147 

1  946 

Nosama|Nosama(Nosama|Na 

5 

QPVtKK 

6 

A8M26981  1 

RNA  poiymarasa  II  largest  subunit 

0  9956 

8 

2009-0318-11  1130  1130  2  oul 

725  3 

0  593 

0  13 

1  6? 

281 

0 

Nosama 

1 

QFSDTQ 

6 

AAl28057  1 

Af  406785  6  calmoduim-dapendent  protam  kmasa 

0  9849 

48 

2009-0318  11  1056  1056  2  out 

94  0  6 

1  888 

03 

1  67 

356 

0 

IIV6 

1 

RWIQIPK 

7 

NP  149778  1 

3151  H 

0  9801 

102 

2009-03  1  311  3685  3685  2  out 

1392  8 

0  431 

021 

1  67 

637 

0 

Nosema 

1 

SUM'KANMilDK 

13 

ABV4  8894  1 

hypothetical  spora  wall  protam 

0  9955 

3 

2009-031  311  2360  2360  2  out 

704  4 

0  644 

0  22 

1  66 

334 

0 

10/6 

1 

QVONTK 

6 

NP  14%18  1 

155L 

0  9535 

53 

2009-03-18-11  2130  2130  2  out 

979  5 

0  537 

0  22 

1  66 

344 

0  693 

10/6 

1 

M'SLEEKVK 

9 

NP  149578  1 

115R 

0  %55 

72 

2009-03-18  11  3070  3070  2  out 

11407 

0  423 

022 

1  66 

456 

0 

Nosama 

1 

LlDtVKAOLK 

10 

ABEL26648  1 

pol  potyprotem 

0  9813 

136 

2009-03-18-11  4072  4072  2  oul 

1763  1 

0  232 

0  4 

1  66 

288 

0 

Nosama 

1 

RMFVLA  VO/IF  UTK 

15 

AA128057  1 

AF406785  6  calmodulin -dependent  protem  kinase 

0  9922 

80 

2009-031311  4252  4252  2  oul 

1199  7 

0  344 

0  39 

1  65 

568 

0 

10/6 

1 

AQCHNAKKALK 

11 

NP  149701  1 

238R 

1 

49 

2009-0318-11  2844  2844  2  out 

943  5 

0%7 

0  36 

1  64 

293 

0 

10/6 

1 

ItlDDNLK 

8 

NP  149769  1 

306R 

0  9864 

62 

2009-03  18-11  3682  3682  2  out 

1081  5 

0  542 

0  38 

1  64 

185 

1  099 

DWVlDWVlDWVtDWVlKak^ 

5 

IFWCQKEK 

8 

NP  853560  2 

polyproiein 

0  9924 

2 

2009-03  1  31 1  3354  3354  2  out 

700  5 

0  389 

0  25 

1  63 

382 

0 

Nosama 

1 

VXDHK 

6 

A8M2697?  1 

RNA  poiymarasa  II  large  si  subunit 

0  9779 

23 

2009-03  1  311  6675  6675  2  out 

775  5 

1  374 

0  24 

1  63 

212 

0  693 

10/6 

1 

EVSlSlK 

7 

NP  149765  1 

302L 

0  9929 

29 

2009-031311  1488  1488  2  out 

812  4 

0413 

0  18 

1  63 

285 

0 

Nosama 

1 

KYMENK 

6 

ABE27277  1 

unknown 

0  %58 

85 

2009-031  311  2907  2907  2  out 

1264  8 

1  137 

0  23 

1  63 

242 

0 

9< 

1 

flkficplrk 

10 

YP  654588  1 

hypothetical  protam  M1VOI6R 

0  9897 

10 

2009-03-1311  2463  2463  2  out 

739  4 

0  026 

0  23 

1  62 

324 

1  099 

10/6 

1 

KLHDVK 

6 

NP  149750  1 

287R 

0  9889 

78 

2009  0318-1 1  3687  3687  2  out 

1175  7 

1  347 

0  25 

1  62 

232 

0 

10/6 

1 

QWTRLEKSK 

9 

NP  149778  1 

315L 

0  9521 

89 

2009-03-18  11  3465  3465  2  out 

1285  8 

1  461 

0  44 

1  62 

321 

0 

Nosama 

1 

ACVAKllWNKK 

12 

BAC 15534  1 

elongation  faclor  1  alpha 

0  9852 

% 

2009-0318  11  4770  4770  3  out 

1340  7 

1  348 

0  36 

1  62 

298 

0 

10/6 

1 

VDSEWAFERJK 

12 

NP  149606  1 

143R 

0  9792 

107 

2009-031311  4123  4123  2  oul 

1468  7 

0  403 

0  31 

1  62 

368 

0 

IAPVIIAPV 

2 

NAG1KMTMRDFGK 

13 

YP  001040002  1 

polymerase  potyprotem 

0  9646 

114 

2009-031311  4042  4042  2  out 

1516  8 

0  464 

0  39 

1  61 

188 

0 

10/6 

1 

IHCLPFLLNYQR 

12 

NP  149487  1 

024  L 

0  9744 

121 

2009-0318-11  4406  4406  2  out 

1579  9 

0  466 

026 

1  6 

793 

0 

10/6 

1 

flretvgvlfkdr 

13 

NP  149770  1 

30  7l 

0  9951 

67 

2009  0  3  1  311  3238  3238  2  out 

1122  6 

1  185 

0  2 

1  59 

390 

0 

Nosama 

1 

DVNOAMAFVK 

10 

AAC474  1  9  1 

alpha  -tutxjim 

0  97% 

35 

2009  03-18-11  4911  4911  2  oul 

839  4 

0  017 

0  26 

1  58 

2  58 

0 

KBV1KBV 

2 

EGYSKQK 

7 

NP  851403  1 

non  structural  potyprotem 

0  9956 

46 

2009-03  1  311  1902  1902  2  oul 

921  6 

1  318 

0  24 

1  58 

281 

0 

10/6 

1 

SlRSFAJK 

8 

NP  149767  1 

304R 

0  %2$ 

1 

2009-03131 1  6037  6037  2  out 

700  4 

0  584 

0  27 

1  54 

155 

1  099 

Nosama 

1 

Idpnvkk 

6 

AAB54170  2 

Hypothatical  protem  C44E4  2 

0  9912 

116 

2009  0318-11  4032  4032  2  out 

1532  7 

1  703 

0  38 

1  53 

400 

0  693 

A BPV 

1 

nkdeftkwcwsk 

13 

NP  066241  1 

repiicasa  polyprotam 

0  9853 

133 

2009-031311  4294  4294  2  out 

1746  8 

0  7% 

0  28 

1  53 

194 

0  693 

10/6 

1 

NCQEKETIYSDNFR 

14 

NP  149500  1 

0371 

0  9906 

37 

2009-03  1311  2601  2601  2  out 

856  5 

1  793 

0  23 

1  52 

148 

1  099 

10/6 

1 

letkplr 

7 

NP  14%  74  1 

2111 

0  9514 

104 

2009-03-1311  3476  3476  2  out 

1432  8 

0  52 

0  41 

1  52 

103 

0 

Nosama 

1 

GAAE  NFLN  SKJIR 

13 

BAF  76326  1 

heat  shock  protem  70 

1 

131 

2009-0318-11  4370  4370  2  out 

1715  9 

0  326 

0  32 

1  52 

95 

0 

SV 

1 

HVQGVNEIEAHTLLR 

15 

AAK16321  1 

potyprotem 

0  9781 

71 

2009-03-1311  1432  1432  3  oul 

1136  6 

1  687 

041 

1  5 

154 

0 

IO/6 

1 

fylcgqimr 

9 

NP  149533  1 

070R 

0  9946 

119 

2009-03  1  311  4306  4  306  2  oul 

1553  9 

0  726 

0  24 

1  5 

462 

0 

10/6 

1 

FSEEGIKT1VFKR 

13 

NP  149820  1 

357R 

0  9976 

132 

2009-0318-11  4162  4162  3  out 

1737  8 

0  844 

0  36 

1  5 

185 

0 

MSCUT 

1 

KDESYFDEGGRSYGK 

15 

ABO%192  1 

vasa 

0  9893 

139 

2009-031311  4272  4272  3  out 

1980 

1  6 

05 

1  5 

135 

1  792 

2 

1 

SLKQM  *E  EEYHLQKSH' 

17 

YP  654632  1 

hypothetical  protem  MIV060L 

0  9663 

B-41 


Taat  95 


$»  No 

Fil*  Nama 

(M*H) 

*Cn 

XCOfT 

sp 

RSp 

Refaranca 

No 

Papi  da 

AA 

ID* 

Protam 

PP 

158 

2009-03- 18-12  4049  4049  2  out 

*790  9 

0  524 

0  59 

3  33 

722 

0 

Now™ 

SvElPDGQV1KJG$ER 

16 

AAB86863  1 

Ktm 

0  9982 

88 

2009-03-18- 12  2532  2532  2  out 

*171  6 

0  9 

0  39 

2  58 

558 

0 

Nosma 

HKGVMVGMGQK 

11 

A*B86863  1 

•dm 

09963 

54 

2009  03  18  12  2258  2258  2  out 

892  5 

0  561 

0  36 

2  42 

431 

0 

irV6 

1 

ETVGVLFK 

8 

NP  14  9770  1 

30  7i 

0  965 

104 

2009-03-18-12  3826  3826  2  out 

1320  T 

1  782 

026 

2  42 

220 

1  609 

)(VS 

* 

VQFNDTNLKfK 

11 

NP  140852  1 

3891 

0  9666 

107 

2009-03-16-12  3059  3059  2  out 

1344  7 

1  63 

026 

2  39 

349 

0 

1IV6 

1 

IENENNlEEIK 

11 

NP  149776  1 

3*31 

0  9945 

23 

2009-03*18-12  442  442  2  out 

76*4 

0  07 

0  11 

2  38 

324 

0  693 

IfVG 

1 

EiQlMK 

6 

NP  149723  1 

260R 

0  9824 

22 

2009-83 18-12  770  770  2  out 

760  4 

0  903 

0 

2  29 

205 

1  099 

l(V6 

1 

1EIKNEK 

6 

NP  14  9701  1 

238R  ' 

0  982* 

140 

2009  03  18  12  4662  4662  2  out 

*546  8 

0  5*6 

0  21 

2  25 

261 

0  693 

lfV6 

1 

YLQT1NIEKEAPK 

13 

NP  *49642  1 

179R 

0  989 

30 

2009-03-18-12  1013  ’013  2  out 

792  5 

0  845 

0  18 

221 

573 

0  693 

Nosa^l 

1 

efklkk 

6 

AAS16360  1 

tranalatior  akmoation  f»cic>  1  alpoa 

0  9601 

119 

2009-03-18-12  2915  2915  2  out 

1447  8 

0  332 

0  37 

2  17 

324 

0  693 

IIV6 

1 

RFSGVTDVNfVrK 

13 

NP  149699  1 

236,  H 

0  9979 

143 

2009-03  18-12  4467  4487  2  out 

1579  9 

1  54 

0  48 

2  17 

657 

0 

lfV6 

1 

FlRETVGV  J*KDR 

13 

NP  149770  1 

307*. 

0  9958 

’08 

2009-03-18-12  2978  2978  2  out 

134  5  7 

1  622 

0  19 

2  16 

234 

1  609 

No**™ 

1 

NCfVNGn/lASOK 

13 

AAC41564  1 

a  olaueyl-tRNA  I'/rirrm 

0  998* 

144 

2009  03  18-12  3350  3350  2  out 

1592  6 

0  444 

0  38 

2  16 

303 

0  693 

irv6 

1 

NYPT1QDEMKLLK 

13 

NP  149675  1 

2l2i 

0  952 

31 

2009-03-18-12  747  747  2  out 

802  5 

169 

0  1 

2  12 

133 

0  693 

ABPVIABPV^PV 

3 

KAMtALR 

7 

AAL 05919  1 

capatd  polyprotain 

0  9833 

146 

2009  0  3-18-12  3886  3886  2  out 

1607  9 

0  958 

034 

21 

195 

0 

irve 

1 

LYEAGA.NKRVMDK 

14 

NP  149612  1 

14  9t 

0  9509 

57 

2009-03-18-12  1062  1062  2  out 

90i  5 

0  522 

0  07 

2  09 

207 

0 

No*»™ 

1 

ERDlKi K 

7 

ABE26652  1 

po!  polyprottMfi 

09634 

128 

2009-83  18- 12  4551  4561  2  out 

1494  6 

1  94 

0  28 

2  09 

324 

0 

irvs 

1 

M'ESHSCPKTELK 

14 

NP  149665  1 

2021 

0  9803 

147 

20C9-03-1B-12  4124  4124  2  out 

1614  9 

0  197 

036 

2  09 

662 

0 

l(V6 

1 

RTTKVUNNIEK 

14 

NP  149513  1 

050L 

0  9616 

153 

2009-03  18-12  4496  4486  2  out 

1700 

1  326 

0  49 

2  01 

391 

0 

Nosama 

1 

LNIETEQKKNEILK 

14 

ABE27271  1 

unknown 

0  9775 

159 

2009-83  16-12  4427  4427  2  out 

1796  9 

1  673 

0  19 

201 

414 

0 

irv6 

1 

EIKSKXIMYEVSEK 

15 

NP  149485  1 

0221 

0  9789 

65 

2009-83  18-12  1809  1889  2  out 

974  6 

0811 

0  29 

1  99 

3*9 

0  693 

live 

1 

GEEKASUK 

9 

NP  149926  1 

46 31 

0  9508 

15 

2009-03*18-12  637  637  2  out 

744  5 

0  639 

0  07 

*  98 

375 

0 

MOSS'D! 

1 

KLIENK 

6 

A *562546  1 

OljlaiDPvMRNA  rynthataaa 

0  9705 

161 

2009-83*18-12  4716  4  716  2  out 

1859 

0  508 

041 

*  97 

197 

0 

OWVlCWV^WfDVW;D\W|K»kuoo 

6 

M*SGO«SG€)OLLNLPR 

18 

NP  853560  2 

polyp'otam 

0  9553 

13 

2009-03  1  8-12  614  6*4  2  out 

73*4 

1  683 

0  17 

1  95 

185 

1  946 

irv6 

1 

VKDELK 

6 

NP  149469  1 

006, 

0  9908 

154 

2009-83-18-12  4396  4396  2  out 

1712  7 

0  165 

031 

*  94 

160 

1  609 

irv6 

1 

ENDET  YDE  Q  S4K 

14 

NP  14  9642  1 

179R 

0  9646 

61 

2009-83-18-12  954  954  2  out 

940  6 

1  955 

0  19 

1  93 

497 

0 

Irv6 

1 

RWlQiPK 

7 

NP  14  9776  1 

3151 

0  9811 

Ml 

2009-03  16-12  2763  2763  2  out 

973  5 

0  729 

0  14 

1  93 

353 

1  099 

Notama 

1 

EINNDKLK 

8 

ABE26653  1 

pol  potyp*ota«n 

0  9831 

94 

2009-03-18-12  3687  3887  2  out 

1213  7 

1  543 

0  16 

1  93 

503 

1  099 

Irv6 

t 

ELNQj  JXiK 

10 

NP  149916  1 

453L 

0  9951 

127 

2009-03-18-12  4604  4604  2  out 

1492  9 

0  587 

026 

1  93 

282 

0  693 

Npsama 

1 

VLDNRHLGSIKLK 

13 

BAJ*  76326  1 

►wat  s»*>ck  ptotam  70 

0  9929 

133 

2009-03-18  12  3666  3666  2  out 

1523  9 

1  342 

0  19 

M3 

423 

0 

N  osama 

1 

ISP^NEUlAVK 

14 

ABE27267 1 

Link  .Town 

0  9702 

63 

2009-83-18-12  1879  1879  2  out 

958  6 

0  566 

0  19 

1  91 

479 

0 

Nosama 

1 

EAfTRLKK 

8 

BAF76326  1 

6* at  mock  prat  am  70 

0  9899 

122 

2009-03  18  12  3522  3524  2  out 

1459  8 

0177 

0  42 

1  9 

400 

0 

l(V6 

1 

M-PHYVWKSPMR 

13 

NP  149567  1 

104l 

0  9696 

62 

2009-03-18-12  2786  2786  2  out 

943  5 

1  676 

0  16 

1  89 

269 

0  693 

IIV6 

1 

IILDDNLK 

8 

NP  149769  1 

306R 

0  9829 

80 

2009-03-18-12  4096  4  088  2  out 

1102  7 

1  04  2 

0  4* 

1  ae 

541 

0 

1 

PLKSI1YR 

9 

AB069724  1 

unknown 

0  9971 

91 

2009-03-18-12  3221  3221  2  out 

1199  7 

0  763 

0  27 

1  83 

444 

0 

live 

1 

KVNiONKDtK 

10 

NP  1496*4  1 

2‘1l 

0  996 

96 

2009-03-18-12  4173  J  173  2  out 

1268  6 

0  614 

0  25 

1  88 

461 

0 

irve 

t 

DKMGYVEDK 

10 

NP  149676  1 

213R 

0  96  38 

14 

2009-83-16  12  435  435  2  out 

733  4 

0  036 

0  14 

1  87 

255 

0  693 

ltV6|i(V6 

2 

QTKQTK 

6 

NP  149697  1 

434  l 

0  9958 

46 

2009-03-18-12  1349  1349  2  out 

858  5 

0  608 

0  15 

187 

212 

0 

l(V6 

1 

EIKDLLK 

7 

NP  149920  1 

457L 

0  9736 

118 

2009-03-18-12  4607  4607  2  out 

1438  8 

1  802 

0  23 

1  87 

197 

2  079 

irve 

1 

LDQKWTECYLK 

12 

NP  U94T5  1 

012L 

0  9956 

126 

2OC9-O3-10-12  3561  3561  2  out 

1485  9 

0  544 

0  33 

1  86 

325 

0 

1 

ISRRLTFPlNR 

12 

AAT 12296  1 

chromosome  aaqraoat  on  protair 

0  9944 

77 

2009-03  18-12  3372  3372  2  out 

*071  6 

0  595 

020 

1  04 

738 

0 

irv6 

1 

GKVElfHNK 

9 

NP  149917  1 

454R 

0  9946 

130 

2009-03-10-12  4161  4 161  2  out 

1513 

0  622 

026 

1  64 

251 

0 

l(V6 

1 

UI1AS1VLUFGK 

14 

NP  149676  1 

21 3R 

0  9974 

134 

2009-83  18-12  4266  4266  2  out 

1524  9 

1  04 

0  31 

1  04 

1039 

0 

irve 

1 

SLGWNEQLKVNPK 

14 

NP  149659  1 

396  L 

0  996 

67 

2009-0316  12  2702  2702  2  out 

9695 

0  107 

0  26 

1  83 

264 

2  303 

IIV6 

1 

DKKLNESR 

8 

NP  149639  1 

176R 

0  9948 

72 

2009-03-18  12  2786  270C  2  out 

101-  6 

0148 

0  18 

1  03 

165 

0  693 

Noaama 

1 

ENGWlKKK 

9 

ABE26653  1 

pOl  pOtypfOtam 

0  9936 

132 

2009  03  18  12  3966  3966  2  out 

152*  8 

0  204 

0  22 

1  83 

84 

1  792 

irv6 

1 

FIFPNVDTCINVK 

13 

NP  149597  1 

1 34  l 

0  9777 

112 

2009-03-18*12  3630  3630  2  out 

1370  0 

1  433 

0  22 

1  a2 

403 

0 

Nos*™ 

1 

wgiehkitlk 

12 

A0E26649  1 

pol  polwotan 

0  9514 

121 

2009-03*18-12  2996  29%  2  out 

1458  9 

0444 

0  19 

1 01 

328 

0 

O' 

1 

BSTQDKWKSK 

13 

YP  654656  1 

hypothatica  protam  MIVC861 

1 

10 

2009-83  18*12  2251  2251  2  out 

722  3 

0  9*9 

041 

1  6 

328 

0 

l(V6 

1 

>GEM*EK 

7 

NP  14  9691  1 

428L 

0  9867 

58 

2009-83-16-12  2529  2529  2  out 

921  6 

1  584 

0  16 

1  8 

230 

0  693 

irV6 

1 

SIRSFA1K 

8 

NP  149767  1 

304R 

0  9804 

139 

2009  03-18-12  3916  3916  2  out 

1542  7 

0  39 

043 

1  8 

114 

0  693 

DWV)DWVlDVVVlL>VW!Kjkuoo/VOV1 

7 

TJLMEM'GSNPYiR 

14 

NP  853560  2 

potyprctam 

0  9766 

16 

2009-83-18-12  687  68  7  2  out 

746  4 

1536 

0  15 

1  79 

220 

1  099 

irve 

1 

EDVKKK 

6 

NP  149832  1 

369L 

0  9804 

55 

2009-03  18-12  2483  248  3  2  out 

892  6 

0  61 

0  2 

1  79 

200 

2  079 

Nosama 

1 

IVIRYTK 

7 

AAC41564  1 

aolauCyt-tRNA  synthatasa 

0  9944 

66 

2009-83-18-12  1407  1407  2  out 

978  5 

0  254 

026 

1  79 

275 

0  693 

Noaama 

1 

KVSRFGER 

6 

ABE26655  1 

pol  po^-protain 

0  9726 

136 

2009-03  18-12  3602  3602  2  out 

1533  6 

0  671 

0  24 

1  79 

279 

0  693 

9* 

1 

PWYSTRDGAEVLK 

14 

YP  654568  1 

rtypothnca-  ptotam  MIVC16R 

0  9935 

39 

2009  03-18  12  1209  1209  2  out 

828  6 

0  569 

0  17 

1  78 

276 

0 

Noaama 

1 

ELGGLLAR 

8 

AAQ91616  1 

unknown 

0  9582 

27 

2009-83*18-12  1153  HS3  2  out 

773  5 

1  713 

0  14 

1  77 

272 

0  693 

IPV6 

1 

KLDEIR 

6 

NP  149695  1 

232R 

0  9949 

149 

2009-03-18-12  3665  3665  2  out 

1632  7 

0  235 

0  22 

1  77 

209 

0  693 

l(V6 

1 

lfpgfqm*yepcer 

14 

NP  14  9667  1 

404. 

0  962 

9 

2009-83-16-12  2511  2511  2  out 

721  4 

1  7  9 

0  25 

1  76 

430 

0  693 

Noaama 

1 

AKJOM*K 

7 

AAB62649  1 

alulamyURNA  lynthetas* 

0  9738 

116 

200  *03-16  12  4246  4246  2  out 

429  6 

1  733 

0  39 

1  76 

235 

0 

l(V6 

1 

RrrE',n0EM*CSK 

13 

NP  149633  1 

1701. 

0  9967 

36 

20C9  03-18  12  1682  1  682  2  out 

815  5 

1  064 

0  29 

1  73 

447 

0 

8* 

1 

KAVRVDK 

7 

YP  654591  1 

rrypothatica  piotam  M(Vt*9R 

0  9551 

167 

2009-03  16-12  4559  4559  2  out 

2417  2 

0  683 

0  21 

1  73 

15? 

0 

irv6 

1 

VEDSENSlFRIVTVTTANFFK 

21 

NP  149758  1 

295, 

1 

26 

2009-03-10-12  1812  1812  2  out 

771  5 

143 

0  22 

1  72 

577 

0  693 

No**™* 

1 

RIEIK 

6 

ASE27266  1 

unknown 

0  9559 

36 

2009-03-18-12  1054  1054  2  out 

816  5 

0  064 

1  16 

1  72 

325 

0 

DWVlCWV|OWVIK*Kugo 

4 

QIRMIR 

6 

NP  85  3560  2 

polyprot#<n 

0  9771 

43 

2009-03-16-12  3322  3322  2  out 

650  4 

0  67 

0  2 

*  72 

464 

1  099 

MVB 

1 

QVM*tXTK 

8 

NP  149858  1 

395R 

0  9834 

82 

2009-03-18  12  3956  3958  2  out 

1134  6 

1  629 

02 

1  72 

304 

0 

IAPVIIAPV 

2 

vqknnpsgyk 

10 

YP  0C 1040003  1 

Jtrjctural  po'yprotatn 

09713 

33 

2009-03-16-12  2281  2281  2  out 

804  5 

0  362 

0  33 

1  71 

391 

0 

l(V6 

1 

KV1FGLK 

7 

NP  149508  1 

0451 

0  9977 

12 

2 0C 9-8 3-18-12  14  33  1434  2  out 

730  4 

0  392 

0  16 

1  7 

194 
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1364 

0 

Nosfma|Nosema|Nosema 

5 

IIAQWSSITASLR 

14 

AAZ23550  1 

alpha-tubul.n 

0  959 

4 

2009  03-18-14  1472  1472  2  out 

800  5 

0  175 

0  39 

3  06 

793 

0 

Nosemj 

1 

RID4AGR 

7 

AAB86863  1 

act  m 

0  9846 

42 

2009-03-1 8-14  5063  5063  3  out 

1515  8 

1  091 

0  5 

294 

546 

0 

l(V6 

1 

MFDSSW1ILLYK 

12 

NP  149535  1 

072R 

0  9953 

16 

2009  03-18-14  1264  1264  2  out 

1077  5 

0  517 

0  33 

261 

721 

0 

Nosema|No$ema|Nosema 

3 

IREEYPDR 

8 

AAN35161  1 

bei  a -tubulin 

0  9961 

50 

2009-03-18-14  4116  4116  2  out 

1614  9 

1  545 

0  41 

2  56 

577 

0 

t(V6 

1 

T1LTTKVONINIEK 

14 

NP  149513  1 

050L 

0  9833 

24 

2009  03-18-14  2428  2428  3  out 

1171  6 

0  024 

0  47 

2  37 

708 

0 

Nosema 

1 

hkgwvgmgqk 

11 

AA886863  1 

aclm 

0  9611 

8 

2009-03-18-14  1514  1514  1  out 

904  4 

1  056 

0  18 

2  19 

263 

0 

IIV6 

1 

EEELQEK 

7 

NP  149469  1 

0061 

1 

30 

2009-03-18-14  4213  4213  2  out 

1268  6 

1  55 

0  37 

2  19 

420 

1  099 

live 

1 

DKMQIYVEDK 

10 

NP  149676  1 

213R 

0  993 

11 

2009-03-18-14  1763  1763  2  out 

958  6 

0  551 

0  22 

2  18 

508 

0 

Nosema 

1 

EATRIKK 

8 

BAF 76326  1 

heat  shock  protein  70 

0  9704 

2 

2009  03-18-14  1122  1122  2  out 

792  5 

0  137 

0  25 

2  13 

450 

0 

Nosema 

1 

EFKLKK 

6 

AAS 16360  1 

translation  elongation  factor  1  alpha 

0  9552 

57 

2009-03-18-14  4444  4444  3  out 

1722 

0  381 

0  33 

2  1 

108 

2  708 

S' 

1 

IFKQKTSQGM'VGILR 

16 

YP  654610  1 

hypothetical  piotem  MIV038R 

0% 

59 

2009  03-18-14  3804  3804  3~  out 

1895 

1  492 

041 

2  02 

225 

0 

Q< 

1 

atkpgdwfqiscifnr 

17 

YP  654692  1 

hypothetical  protem  MIV120R 

0  9877 

20 

2009-03-18-14  5918  5918  3  out 

1118  6 

1  547 

0  33 

1  99 

456 

0 

ABPV 

1 

VDLCAEVKNK 

10 

NP  066241  1 

reptcase  polyprotein 

0  9739 

15 

2009-03  18-14  3404  3404  2  out 

1071  6 

0  237 

0  31 

1  97 

337 

0 

live 

1 

GKVEIFHNK 

9 

NP  149917  1 

454R 

0  9961 

6 

2009-03^18-14  7398  7398  2  out 

819  4 

0  726 

0  32 

1  96 

328 

0 

live 

1 

NEKGEDK 

7 

NP  149500  1 

037L 

0  9612 

34 

2009  03-18  14  2162  2162  3  out 

1385  7 

1  32 

0  34 

1  94 

206 

0  693 

Nosema!Nosema|Nosema 

9 

ISEOFSIMFRK 

11 

AAZ23552  1 

beta  tubukn 

0  9505 

45 

2009-03-18-14  3745  3745  2  out 

154  8  9 

1  291 

0  34 

1  93 

638 

0 

Nosema 

1 

LETIFDKNLSKIK 

13 

ABE27269  1 

unknown 

0  9934 

37 

2009  03-18-14  3576  3576  2  out 

1485  9 

0  443 

0  48 

1  91 

557 

0 

Nosema 

1 

ISRRl/TIPlNR 

12 

AAT 12296  1 

chromosome  segregation  protein 

0  989T 

9 

2009-03-18-14  1060  1060  2  out 

940  6 

1  809 

0  35 

1  89 

369 

0 

live 

1 

RWIQlPK 

7 

NP  149778  1 

3 1 SL 

0  9758" 

10 

2009  03-18-14  3626  3626  2  out 

946  6 

0  461 

0  61 

1  89 

346 

0 

Nosema 

1 

LGFLKRGR 

8 

AAT  12296  1 

chromosome  seg'egation  protem 

0  9795 

49 

2009-03-18-14  3384  3384  2  out 

1592  8 

0  351 

0  38 

1  88 

314 

0 

IIV6  1 

1 

NYPTIQDEMKLLK 

13 

NP  149675  1 

212L 

0  995 

25 

2009  03  18  14  3365  3365  2  out 

1187  7 

0  453 

0  36 

1  87 

562 

0 

live 

1 

lAAQK'lLTTK 

11 

NPJ49513  1 

050L 

0  9978 

7 

2009-03-18-14  3732  3732  2  out 

880  5 

1  633 

0  38 

1  86 

338 

0 

live  H 

1 

NFVKMNK 

7 

NP  149902  1 

439L 

0  9892 

19 

2009-03-18-14  7864  7864  3  out 

1118  5 

1  69 

0  36 

1  83 

398 

0 

live 

1 

IPEIFDDNR 

9 

NP  149731  1 

268L 

0  9631 

51 

2009  03-18  14  4196  4196  2  out 

1629  8 

0  634 

041 

1  83 

250 

0 

live 

1 

WTLENEENKIPEK 

13 

NP  149590  1 

127L 

0  9783 

52 

2009  03-18-14  4207  4207  2  out 

1635  9 

1  554 

0  53 

1  83 

485 

0 

Nosema 

1 

RCAAAFRSAVLAPFR 

15 

AAT  12295  1 

phospholipase  D 

0  9976 

32 

2009  03-18  14  3895  3895  2  out 

1338  7 

1  632 

0  36 

1  76 

164 

0 

Nosema 

1 

MLTSNSfTVSASK 

13 

AAC47659  1 

unknown 

0  994 

58 

20  09-03-18-14  4  546  4  546  3  out 

1790  9 

0  289 

0  34 

1  75 

140 

1  609 

live 

1 

deelesekekgiqtr 

15 

NP  149883  1 

420R 

0  9652 

68 

2009-03-18-14  4573  4573  3  cut 

2509  3 

1  836 

0  46 

1  74 

285 

0 

Nosema 

1 

WENYVSSDVDHCEA74RlliK 

22 

AAB54170  2 

Hypothetical  protem  C44E4  2 

0  9958 

44 

2009  03-18-14  4019  4019  2  out 

1531  8 

0  921 

0  42 

1  7 

130 

0 

9 

1 

lltqpaanfdvtnk 

14 

YP  654697  1 

hypothetical  protem  MIV125R 

0  9922 

1 

2009-03-18-14  3293  3233  2  out 

700  5 

0  431 

0  31 

1  69 

361 

0 

Nosema 

1 

VXDHK 

6 

ABM26977  1 

RNA  polymeiase  H  largest  subunit 

0  9785 

22 

2009  03-18-14  1516  1516  3  out 

11586 

0  451 

0  37 

1  68 

554 

0 

Nosema 

1 

YIKDVHEVR 

9 

AA128052  1 

AF406785  1  unknown 

0  9828 

31 

2009  03-18-14  2899  2899  2  out 

1309  7 

0  585 

041 

1  68 

1% 

0 

Nosema 

1 

NLNSILM’FDAR 

12 

A8 069725  1 

unknown 

0  9839 

35 

2009-03-18-14  3218  3218  3  out 

1441  8 

1  357 

0  44 

1  67 

322 

0  693 

IIV6  H 

1 

KNIVKEDEWR 

12 

NP  149513  1 

0501 

0  9816 

40 

2009-03-18-U  5068  5068  3  out 

1511  7 

1  654 

034 

1  66 

410 

0  693 

W6 

1 

miSENDSEWKK 

14 

NP  149856  1 

39  3L 

1 

28 

2009-03  18-14  6347  634  7  3  out 

1226  8 

1  171 

0  37 

1  65 

161 

1  099 

live  j 

1 

MLV1GRSPLLK 

11 

NP  149717  1 

254  L 

0  9729 

39 

2009  03-18  14  4372  4372  2  out 

1498  8 

0  2 

049 

1  65 

530 

0 

live 

1 

EIFICYREGIKK 

12 

NP  149500  1 

037L 

0  9818 

13 

2009  03  18-14  3348  3348  2  out 

104  8  5 

0  59 

0  37 

1  64 

168 

0 

VDV1 

1 

LDM'GTLNIR 

10 

ACF24764  1 

polyprotem 

1 

23 

2009-03-18-14  6613  6613  3  out 

1170  6 

1  593 

0  38 

1  64 

175 

0  693 

91 

1 

TLQYDYLVR 

9 

YP  654601  1 

hypothetical  protein  MIVG29R 

0  9853 

27 

2009  03-18  14  3280  3280  2  out 

1199  7 

0  633 

0  38 

1  64 

209 

0 

live 

1 

KVNIQNKDIK 

10 

NP  149674  1 

21 1 L 

0  9968 

43 

2009-03-18-14  4157  4157  2  out 

15168 

0  401 

0  46 

1  64 

186 

0 

live 

1 

IHCLPFLLNYQR 

12 

NP  149487  1 

024  L 

0  9925 

66 

2009-03-18-14  4642  4642  3  out 

2292  1 

0  939 

0  48 

1  59 

174 

0  693 

9' 

1 

SPVSNQPSPEEDEPIPDLTLK 

21 

YP  654593  1 

hypothetical  protem  MIV021L 

0  9841 

61 

2009-03-18-14  3380  3380  3  out 

2063 

0  972 

04 

1  57 

119 

1  386 

BOCV 

1 

MVAGSGPVMSQSISDRVDR 

19 

NP  620564  1 

non  structural  polyprotem 

0  9978 

46 

2009  03-18-14  4516  4516  2  out 

1579  9 

0  466 

0  46 

1  56 

371 

0 

live  1 

1 

FIRETVGVLFKDR 

13 

NP  149770  1 

307L 

0  9712 

53 

2009-03-18-14  3310  3310  3  out 

1638  8 

1  401 

0  35 

1  51 

214 

0 

live 

1 

M'AISFF  SDTSYIIK 

15 

NP  149489  1 

026R 

0  9829 

B-43 


Teit 98 


Sr  No 

Fila  Name 

iM+H) 

*Cn 

XCon 

Sp 

RSp 

Referencs 

No 

Peptide 

AA 

10* 

Protein 

PP 

105 

2009-03-18-15  4060  4060  2  out 

1790  9 

0  601 

0  65 

3  32 

618 

0 

Nosema 

1 

SYELPDGQVIKIGSER 

16 

AAB86863  1 

actm 

0  9968 

87 

2009-03-18-15  3354  3354  2  out 

1515  7 

0  474 

0  58 

27 

684 

0 

Nosema 

1 

IWHHTFYNELR 

11 

AAB86863  1 

actm 

0  9645 

54 

2009-03-18-15  2603  2603  2  out 

1171  6 

0  2% 

04 

2  52 

792 

0 

Notema 

1 

HKGVMVGMGQK 

11 

AA886863  1 

act  in 

0  9656 

95 

2009-03-18-15  4240  4240  2  out 

1614  9 

0  472 

0  32 

249 

376 

0  693 

IIV6 

1 

TILTTKVQNINIEK 

14 

NP  149513  1 

0501 

0  9511 

9 

2009-03  18-15  705  705  2  out 

759  5 

1  137 

004 

2  32 

225 

0 

l(V6 

1 

KNKE1K 

6 

NP  149864  1 

401R 

0  99  1  7 

90 

2009-03-18-15  3669  3669  2  out 

1534  0 

0  699 

0  23 

221 

1091 

0 

Notema 

1 

MPFGLVNGPATF  QR 

14 

A8E26655  1 

pol  potyprotern 

0  9572 

56 

2009-0 3- 18- 15  33 72  33 72  2  out 

1178  7 

0  498 

026 

2  18 

414 

0  693 

W6 

1 

LtNElKSFSK 

10 

NP  149500  1 

037L 

0  9864 

5 

2009-03-18-15  289  289  2  out 

729  5 

0  372 

0  24 

2  09 

240 

0  693 

IIV6 

1 

KSPAAKK 

7 

NP  149872  1 

4111 

0  9689 

22 

2009-03-18-15  1824  1824  2  out 

844  5 

0  768 

0  08 

2  09 

319 

0 

IIV6 

1 

KNDtNIK 

7 

NP  149852  1 

38  9L 

0  9864 

32 

2009-03-18-15  3279  3279  2  out 

914  6 

0  514 

0  22 

2  09 

198 

0 

IIV6 

1 

UNDLAKK 

8 

NP  149647  1 

184R 

0  9967 

38 

2009-03-18-15  1336  1336  2  out 

973  6 

0  51 

0  18 

2  08 

112 

2  639 

IIV6 

1 

KEAQKIEK 

8 

NP  14%12  1 

149L 

0  9933 

6 

2009-03-18-15  1630  1630  2  out 

732  4 

0  513 

0  08 

206 

455 

0  693 

Notama 

1 

EINNDK 

6 

ABE26653  1 

pol  polyprotein 

0  9886 

79 

2009  03-18-15  3706  3706  2  out 

1450  6 

0  59 

0  28 

2  06 

357 

1  099 

I1V6 

1 

M*NDNDD(VElEK 

13 

NP  149765  1 

302L 

0  9981 

8 

2009-03-18-15  702  702  2  out 

746  4 

1  13 

0  2 

1  98 

291 

0 

IIV6 

1 

EDVKKK 

6 

NP  149832  1 

3691 

0  9881 

35 

2009-03-18-15  3205  3205  2  out 

94  8  5 

1  13 

0  32 

1  97 

215 

0 

Notema 

1 

VEFLWDK 

8 

ABE26655  1 

pol  polyprotam 

0  9969 

10 

2009-03-18-15  1852  1852  2  out 

771  5 

1  682 

0  2 

1  95 

662 

0 

Notema 

1 

RIEIIK 

6 

ABE2T266  1 

unknown 

0  9792 

13 

2009-03-18-15  1266  1266  2  out 

792  5 

02 

0  18 

1  95 

292 

0  693 

Notama 

1 

efklkk 

6 

AAS1636G  1 

translation  elongation  factor  1  atpha 

0  9558 

63 

2009-03-18-15  4255  4255  2  out 

1223  6 

1  568 

0  24 

1  94 

692 

0 

Notama 

1 

EDKIIHGAANR 

11 

A8069713  1 

Sec61  alpha 

0  9875 

23 

2009-03-18  15  1386  1386  2  out 

858  5 

0  717 

0  18 

1  93 

268 

0 

live 

1 

ELKDLLK 

7 

NP  149920  1 

4571 

0  9857 

94 

2009-03-18-15  4985  4985  2  out 

1613 

1  37 

0  48 

1  93 

289 

0 

IIV6 

1 

(WIGKAGT  GKSTUR 

16 

NP  149538  1 

0751 

0  9781 

20 

2009  03-18-15  1255  1255  2  out 

830  5 

0  589 

0  26 

1  92 

205 

C 

1APV11APV 

2 

LDKDLVK 

7 

YP  001040002  1 

polymerase  polyprotein 

0  9918 

86 

2009  03-18-15  3804  3804  2  out 

1513  7 

1417 

022 

1  91 

377 

0 

IIV6 

1 

MASLNDVCYEKIK 

13 

NP  149776  1 

3131 

0  9%7 

88 

2009-0318-15  4993  4993  2  out 

1518  8 

0  282 

034 

1  91 

222 

0 

MSCUT 

1 

SGRWSILVATAVAAR 

16 

A8Q%192  1 

vita 

0  9616 

98 

2009-03  18-15  4171  4171  2  out 

1648  9 

0  581 

021 

1  91 

229 

0  693 

IIV6 

1 

MGfTLEDTREEVKK 

14 

NP  149674  1 

2111 

0  98 

68 

2009-0318-15  3169  3169  2  out 

1344  7 

0  164 

0  23 

1  88 

430 

0 

IIV6 

1 

tENENNIEEIK 

11 

NP  149776  1 

313L 

0  %51 

45 

2009-0318-15  15%  15%  2  out 

1050  6 

0  04] 

0  24 

1  87 

375 

0 

ltV6 

1 

IFAEKSSLR 

9 

NP  149642  1 

179R 

0  %86 

18 

2009-0318-15  1089  1089  2  out 

816  5 

0  438 

0  15 

1  86 

366 

0 

DWV|DWV|DWVlKakugo 

4 

QiRMLR 

6 

NP  853560  2 

polyprotam 

0  9858 

61 

2009-0318  15  4049  4049  2  out 

1209  7 

1  605 

0  18 

1  86 

270 

0 

Notama 

1 

lespajnkpk 

11 

ABM26979  1 

RNA  polymerase  H  largest  tubunit 

0  9582 

89 

2009-0318-15  4269  4269  2  out 

1524  9 

1439 

0  33 

1  86 

814 

0 

lfV6 

1 

SIGWNEQIKVNPK 

14 

NP  149859  1 

3%l 

0  9953 

2 

2009-03-18-15  2410  2410  2  out 

716  4 

0  606 

0  14 

1  85 

493 

0 

Notema 

1 

IDUSR 

6 

AAD04234  1 

translation  initiation  factor  2  gamma  tubunit 

0  9932 

83 

2003-0318-15  4581  4581  2  out 

1492  9 

0  598 

028 

1  85 

231 

1  609 

Notema 

1 

VLDNRHIGSIKLK 

13 

9AF76326  1 

heat  thock  protam  70 

1 

104 

2009-03  18-15  4139  4139  2  out 

1764  8 

1  881 

0  26 

1  85 

124 

C  693 

IIV6 

1 

yraaegegnqfygm-r 

16 

NP  149672  1 

209R 

0  9566 

36 

2009-0318-15  1966  1%6  2  out 

958  6 

0  504 

021 

1  84 

391 

0 

Notema 

1 

eaitrikk 

8 

BAF76326  1 

heat  thock  protein  70 

0  9589 

28 

2009  0318-15  2213  2213  2  out 

892  5 

0  657 

023 

1  83 

174 

0  693 

l(V6 

1 

etvgvlfk 

8 

NP  149770  1 

3071 

0  9574 

40 

2009-0318-15  2755  2755  2  out 

989  5 

0  011 

023 

1  83 

310 

2  197 

IIV6 

1 

DKKLNESR 

8 

NP  149639  1 

176R 

0  9922 

77 

2009-0318-15  3605  3605  2  out 

1431  8 

0  632 

0  37 

1  83 

43 

2  398 

KBVIKBVtKBVfKBVfKBV 

5 

QVSMQLATPNKSK 

13 

A8N49472  1 

VP4  protein 

0  9941 

70 

2009-0318-15  4105  4105  2  out 

1356  7 

1495 

0  24 

1  82 

311 

C 

IIV6 

1 

MQTGNNLHSINK 

12 

NP  149767  1 

304  R 

0  9724 

99 

2009-0318-15  4782  4782  2  out 

1672  8 

0  128 

0  39 

1  82 

227 

0 

Notema 

1 

esvcfyckkpghfk 

14 

A8E26655  1 

pol  polyprotein 

0  9763 

24 

2009-0318-15  3154  3154  2  out 

861  5 

1  558 

0  17 

1  8 

338 

0 

IIV6 

1 

EKLIKCK 

7 

NP  149600  1 

137R 

0  9602 

39 

2009-031815  3394  3394  2  out 

978  5 

0  785 

0  19 

1  8 

358 

0 

IV6 

1 

SMLKQMLK 

8 

NP  149751  1 

288R 

0  9915 

47 

2009-0318-15  3337  33372  out 

1086  6 

0  675 

0  24 

1  8 

330 

1  099 

ITV6 

1 

lknleindk 

9 

NP  149609  1 

146R 

1 

78 

2009-03-18-15  3991  3991  2  out 

1437  7 

1  691 

021 

1  8 

244 

0 

live 

1 

WTINQIMASIMGK 

13 

NP  149891  1 

428L 

0  9952 

82 

2009-03  1  8-15  3582  3582  2  out 

1485  9 

0  481 

0  37 

1  79 

452 

0 

Notema 

1 

ISRRLTFIPLNR 

12 

AAT 12296  1 

chromotom#  segregation  protem 

0  9933 

48 

2009-0318-15  4109  4109  2  out 

1102  7 

0  493 

038 

1  74 

365 

0 

Notama 

1 

PIKSIILYR 

9 

AB 069724  1 

unknown 

0  951 

46 

2009  0318  15  3217  3217  2  out 
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